Lys Pro Leu Val Ala Glu Thr Asp Ser Pro His Arg Ala Ala Phe Val 
405 410 415 



Val Gly Gly Ser Ser Phe Pro Asp Thr Ser Leu Val Leu Glu Thr Lys 
420 425 430 



Glu Pro Glu lie Glu Leu Pro Lys Glu Pro Arg Pro Asn Glu Glu Cys 
435 440 445 



Leu Gin lie Leu Gly Asn Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp 
450 455 460 



Ala Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys 
465 470 475 480 



Leu Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg 
485 490 495 



Gin Leu Leu Ser Lys Lys Leu Pro Glu Pro Ser Ser Leu Gin Tyr Leu 
500 505 510 



Pro Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Leu Gly Ala Cys Cys Glu 
515 520 525 



Asn Val lie Gly Tyr Met Pro lie Pro Val Gly Val Val Gly Pro Leu 
530 535 540 



Cys Leu Asp Gly Lys Glu Phe Gin Val Pro Met Ala Thr Thr Glu Gly 
545 550 555 560 



Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala lie Cys Leu Gly 
565 570 575 



Gly Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro 
580 585 590 



Val Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp 
595 600 605 



Leu Glu Thr Pro Glu Gly Phe Ala Val lie Lys Glu Ala Phe Asp Ser 
610 615 620 



Thr Ser Arg Phe Ala Arg Leu Gin Lys Leu His lie Ser Met Ala Gly 
625 630 635 640 
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Arg Asn Leu Tyr lie Arg Phe Gin Ser Arg Thr Gly Asp Ala Met Gly 
645 650 655 



Met Asn Met lie Ser Lys Gly Thr Glu Lys Ala Leu Ser Lys Leu His 
660 665 670 



Glu Tyr Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn Tyr Cys 
675 680 685 



Thr Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys 
690 695 700 



Thr Val Val Cys Glu Ala Val lie Pro Ala Lys Val Val Arg Glu Val 
705 710 715 720 



Leu Lys Thr Thr Thr Glu Ala Met lie Asp Val Asn lie Asn Lys Asn 
725 730 735 



Leu Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His 
740 745 750 



Ala Ala Asn Tyr Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala 
755 760 765 



Ala Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser 
770 775 780 



Gly Pro Pro Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie 
785 790 795 800 



Glu lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala 
805 810 815 



Cys Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Ser Pro Gly 
820 825 830 



Glu Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala 
835 840 845 



Gly Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Lys 
850 855 860 



Ser His Met lie His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Glu 
865 870 875 880 
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Gly Ala Cys Thr Lys Lys Ala Ala 
885 



<210> 289 
<211> 887 
<212> PRT 

<213> Rattus norvegicus 
<400> 289 

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His 
15 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asn Lys lie Cys Gly Trp Asn Tyr 
35 40 45 



Glu Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 



Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Glu Asn lie Ala Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
180 185 190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe 
195 200 205 
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Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 



Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser His Phe Ala Arg 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gin Arg Val 
245 250 255 



Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg 
260 265 270 



Trp lie Ala Asp Pro Ser Pro Gin Asn Ser Thr Ala Glu Gin Ser Lys 
275 280 285 



Val Ser Leu Gly Leu Ala Glu Asp Val Ser Lys Arg lie Glu Pro Ser 
290 295 300 



Val Ser Leu Trp Gin Phe Tyr Leu Ser Lys Met lie Ser Met Asp lie 
305 310 315 320 



Glu Gin Val lie Thr Leu Ser Leu Ala Leu Leu Leu Ala Val Lys Tyr 
325 330 335 



lie Phe Phe Glu Gin Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn 
340 345 350 



Pro lie Thr Ser Pro Val Val Thr Pro Lys Lys Ala Gin Asp Asn Cys 
355 360 365 



Cys Arg Arg Glu Pro Leu Leu Val Arg Arg Asn Gin Lys Leu Ser Ser 
370 375 380 



Val Glu Glu Asp Pro Gly Val Asn Gin Asp Arg Lys Val Glu Val lie 
385 390 395 400 



Lys Pro Leu Val Ala Glu Ala Glu Thr Ser Gly Arg Ala Thr Phe Val 
405 410 415 



Leu Gly Ala Ser Ala Ala Ser Pro Pro Leu Ala Leu Gly Ala Gin Glu 
420 425 430 



Pro Gly lie Glu Leu Pro Ser Glu Pro Arg Pro Asn Glu Glu Cys Leu 
435 440 445 
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Gin lie Leu Glu Ser TVla Glu Lys Gly Ala Lys Phe Leu Ser Asp Ala 
450 455 460 



Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu 
465 470 475 480 



Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg Gin 
485 490 495 



Leu Leu Ser Ala Lys Leu Ala Glu Pro Ser Ser Leu Gin Tyr Leu Pro 
500 505 510 



Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu Asn 
515 520 525 



Val He Gly Tyr Met Pro He Pro Val Gly Val Ala Gly Pro Leu Cys 
530 535 540 



Leu Asp Gly Lys Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys 
545 550 555 560 



Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala He Ser Leu Gly Gly 
565 570 575 



Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Ser Arg Gly Pro Val 
580 585 590 



Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ser Trp Leu 
595 600 605 



Glu Thr Pro Glu Gly Phe Ala Val Val Lys Glu Ala Phe Asp Ser Thr 
610 615 620 



Ser Arg . Phe Ala Arg Leu Gin Lys Leu His Val Thr Leu Ala Gly Arg 
625 630 635 640 



Asn Leu Tyr He Arg Leu Gin Ser Lys Thr Gly Asp Ala Met Gly Met 
645 650 655 



Asn Met He Ser Lys Gly Thr Glu Lys Ala Leu Leu Lys Leu Gin Glu 
660 665 670 



Gly Val Pro Glu Leu Gin He Leu Ala Val Ser Gly Asn Tyr Cys Thr 
675 680 685 
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Asp Lys Lys Pro Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Thr 
690 695 700 



Val Val Cys Glu Ala Val lie Pro Ala Lys Val Val Arg Glu Val Leu 
705 710 715 720 



Lys Thr Thr Thr Glu Ala Met Val Asp Val Asn lie Asn Lys Asn Leu 
725 730 735 



Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Leu His Ala 
740 745 750 



Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala Ala 
755 760 765 



Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly 
770 775 780 



Pro Thr Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu 
785 790 795 800 



lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys 
805 810 815 



Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu 
820 825 830 



Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly 
835 840 845 



Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser 
850 855 860 



His Met Val His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly 
865 870 875 880 



Thr Cys Thr Lys Lys Ala Ala 
885 



<210> 290 
<211> 491 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 290 

Met Lys Leu Ser Thr Lys Leu Cys Trp Cys Gly lie Lys Gly Arg Leu 
15 10 15 
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Arg Pro Gin Lys Gin Gin Gin Leu His Asn Thr Asn Leu Gin Met Thr 
20 25 30 



Glu Leu Lys Lys Gin Lys Thr Ala Glu Gin Lys Thr Arg Pro Gin Asn 
35 40 45 



Val Gly lie Lys Gly lie Gin lie Tyr lie Pro Thr Gin Cys Val Asn 
50 55 60 



Gin Ser Glu Leu Glu Lys Phe Asp Gly Val Ser Gin Gly Lys Tyr Thr 
65 70 75 80 



lie Gly Leu Gly Gin Thr Asn Met Ser Phe Val Asn Asp Arg Glu Asp 
85 90 95 



lie Tyr Ser Met Ser Leu Thr Val Leu Ser Lys Leu lie Lys Ser Tyr 
100 105 110 



Asn lie Asp Thr Asn Lys lie Gly Arg Leu Glu Val Gly Thr Glu Thr 
115 120 125 



Leu lie Asp Lys Ser Lys Ser Val Lys Ser Val Leu Met Gin Leu Phe 
130 135 140 



Gly Glu Asn Thr Asp Val Glu Gly lie Asp Thr Leu Asn Ala Cys Tyr 
145 150 155 160 



Gly Gly Thr Asn Ala Leu Phe Asn Ser Leu Asn Trp lie Glu Ser Asn 
165 170 175 



Ala Trp Asp Gly Arg Asp Ala lie Val Val Cys Gly Asp lie Ala lie 
180 185 190 



Tyr Asp Lys Gly Ala Ala Arg Pro Thr Gly Gly Ala Gly Thr Val Ala 
195 200 205 



Met Trp lie Gly Pro Asp Ala Pro lie Val Phe Asp Ser Val Arg Ala 
210 215 220 



Ser Tyr Met Glu His Ala Tyr Asp Phe Tyr Lys Pro Asp Phe Thr Ser 
225 230 235 240 



Glu Tyr Pro Tyr Val Asp Gly His Phe Ser Leu Thr Cys Tyr Val Lys 
245 250 255 
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Ala Leu Asp Gin Val Tyr Lys Ser Tyr Ser Lys Lys Ala lie Ser Lys 
260 265 270 



Gly Leu Val Ser Asp Pro Ala Gly Ser Asp Ala Leu Asn Val Leu Lys 
275 280 285 



Tyr Phe Asp Tyr Asn Val Phe His Val Pro Thr Cys Lys Leu Val Thr 
290 295 300 



Lys Ser Tyr Gly Arg Leu Leu Tyr Asn Asp Phe Arg Ala Asn Pro Gin 
305 310 315 320 



Leu Phe Pro Glu Val Asp Ala Glu Leu Ala Thr Arg Asp Tyr Asp Glu 
325 330 335 



Ser Leu Thr Asp Lys Asn lie Glu Lys Thr Phe Val Asn Val Ala Lys 
340 345 350 



Pro Phe His Lys Glu Arg Val Ala Gin Ser Leu lie Val Pro Thr Asn 
355 360 365 



Thr Gly Asn Met Tyr Thr Ala Ser Val Tyr Ala Ala Phe Ala Ser Leu 
370 375 380 



Leu Asn Tyr Val Gly Ser Asp Asp Leu Gin Gly Lys Arg Val Gly Leu 
385 390 395 400 



Phe Ser Tyr Gly Ser Gly Leu Ala Ala Ser Leu Tyr Ser Cys Lys lie 
405 410 415 



Val Gly Asp Val Gin His lie lie Lys Glu Leu Asp lie Thr Asn Lys 
420 425 430 



Leu Ala Lys Arg lie Thr Glu Thr Pro Lys Asp Tyr Glu Ala Ala lie 
435 440 445 



Glu Leu Arg Glu Asn Ala His Leu Lys Lys Asn Phe Lys Pro Gin Gly 
450 455 460 



Ser lie Glu His Leu Gin Ser Gly Val Tyr Tyr Leu Thr Asn lie Asp 
465 470 475 480 



Asp Lys Phe Arg Arg Ser Tyr Asp Val Lys Lys 
485 490 
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<210> 291 
<211> 447 
<212> PRT 

<213> Schizosaccharomyces pombe 
<400> 291 

Met Ser Phe Asp Arg Lys Asp lie Gly lie Lys Gly Leu Val Leu Tyr 
15 10 15 



Thr Pro Asn Gin Tyr Val Glu Gin Ala Ala Leu Glu Ala His Asp Gly 
20 25 30 



Val Ser Thr Gly Lys Tyr Thr lie Gly Leu Gly Leu Thr Lys Met Ala 
35 40 45 



Phe Val Asp Asp Arg Glu Asp lie Tyr Ser Phe Gly Leu Thr Ala Leu 
50 55 60 



Ser Gin Leu lie Lys Arg Tyr Gin lie Asp lie Ser Lys lie Gly Arg 
65 70 75 80 



Leu Glu Val Gly Thr Glu Thr lie lie Asp Lys Ser Lys Ser Val Lys 
85 90 95 



Ser Val Leu Met Gin Leu Phe Gly Asp Asn His Asn Val Glu Gly lie 
100 105 110 



Asp Cys Val Asn Ala Cys Tyr Gly Gly Val Asn Ala Leu Phe Asn Thr 
115 120 125 



lie Asp Trp lie Glu Ser Ser Ala Trp Asp Gly Arg Asp Gly lie Val 
130 135 140 



Val Ala Gly Asp lie Ala Leu Tyr Ala Lys Gly Asn Ala Arg Pro Thr 
145 150 155 160 



Gly Gly Ala Gly Cys Val Ala Leu Leu Val Gly Pro Asn Ala Pro lie 
165 170 175 



Val Phe Glu Pro Gly Leu Arg Gly Thr Tyr Met Gin His Ala Tyr Asp 
180 185 190 



Phe Tyr Lys Pro Asp Leu Thr Ser Glu Tyr Pro Tyr Val Asp Gly His 
195 200 205 



Phe Ser Leu Glu Cys Tyr Val Lys Ala Leu Asp Gly Ala Tyr Ala Asn 
210 215 220 



25156216 



-509- 



Tyr Asn Val Arg Asp Val Ala Lys Asn Gly Lys Ser Gin Gly Leu Gly 
225 230 235 240 



Leu Asp Arg Phe Asp Tyr Cys lie Phe His Ala Pro Thr Cys Lys Gin 
245 250 255 



Val Gin Lys Ala Tyr Ala Arg Leu Leu Tyr Thr Asp Ser Ala Ala Glu 
260 265 270 



Pro Ser Asn Pro Glu Leu Glu Gly Val Arg Glu Leu Leu Ser Thr Leu 
275 280 285 



Asp Ala Lys Lys Ser Leu Thr Asp Lys Ala Leu Glu Lys Gly Leu Met 
290 295 300 



Ala lie Thr Lys Glu Arg Phe Asn Lys Arg Val Ser Pro Ser Val Tyr 
305 310 315 320 



Ala Pro Thr Asn Cys Gly Asn Met Tyr Thr Ala Ser lie Phe Ser Cys 
325 330 335 



Leu Thr Ala Leu Leu Ser Arg Val Pro J\la Asp Glu Leu Lys Gly Lys 
340 345 350 



Arg Val Gly Ala Tyr Ser Tyr Gly Ser Gly Leu Ala Ala Ser Phe Phe 
355 360 365 



Ser Phe Val Val Lys Gly Asp Val Ser Glu lie Ala Lys Lys Thr Asn 
370 375 380 



Leu Val Asn Asp Leu Asp Asn Arg His Cys Leu Thr Pro Thr Gin Tyr 
385 390 395 400 



Glu Glu Ala lie Glu Leu Arg His Gin Ala His Leu Lys Lys Asn Phe 
405 410 415 



Thr Pro Lys Gly Ser lie Glu Arg Leu Arg Ser Gly Thr Tyr Tyr Leu 
420 425 430 



Thr Gly lie Asp Asp Met Phe Arg Arg Ser Tyr Ser Val Lys Pro 
435 440 445 



<210> 292 
<211> 520 
<212> PRT 
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<213> HUMAN 



<400> 292 

Met Pro Gly Ser Leu Pro Leu Asn Ala Glu Ala Cys Trp Pro Lys Asp 
15 10 15 



Val Gly lie Val Ala Leu Glu lie Tyr Phe Pro Ser Gin Tyr Val Asp 
20 25 30 



Gin Ala Glu Leu Glu Lys Tyr Asp Gly Val Asp Ala Gly Lys Tyr Thr 
35 40 45 



lie Gly Leu Gly Gin Ala Lys Met Gly Phe Cys Thr Asp Arg Glu Asp 
50 55 60 



lie Asn Ser Leu Cys Met Thr Val Val Gin Asn Leu Met Glu Arg Asn 
65 70 75 80 



Asn Leu Ser Tyr Asp Cys lie Gly Arg Leu Glu Val Gly Thr Glu Thr 
85 90 95 



lie lie Asp Lys Ser Lys Ser Val Lys Thr Asn Leu Met Gin Leu Phe 
100 105 110 



Glu Glu Ser Gly Asn Thr Asp lie Glu Gly lie Asp Thr Thr Asn Ala 
115 120 125 



Cys Tyr Gly Gly Thr Ala Ala Val Phe Asn Ala Val Asn Trp lie Glu 
130 135 140 



Ser Ser Ser Trp Asp Gly Arg Tyr Ala Leu Val Val Ala Gly Asp lie 
145 150 155 160 



Ala Val Tyr Ala Thr Gly Asn Ala Arg Pro Thr Gly Gly Val Gly Ala 
165 170 175 



Val Ala Leu Leu lie Gly Pro Asn Ala Pro Leu lie Phe Glu Arg Gly 
180 185 190 



Leu Arg Gly Thr His Met Gin His Ala Tyr Asp Phe Tyr Lys Pro Asp 
195 200 205 



Met Leu Ser Glu Tyr Pro lie Val Asp Gly Lys Leu Ser lie Gin Cys 
210 215 220 



Tyr Leu Ser Ala Leu Asp Arg Cys Tyr Ser Val Tyr Cys Lys Lys lie 
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225 



230 



235 



240 



His Ala Gin Trp Gin Lys Glu Gly Asn Asp Lys Asp Phe Thr Leu Asn 
245 250 255 



Asp Phe Gly Phe Met lie Phe His Ser Pro Tyr Cys Lys Leu Val Gin 
260 265 270 



Lys Ser Leu Ala Arg Met Leu Leu Asn Asp Phe Leu Asn Asp Gin Asn 
275 280 285 



Arg Asp Lys Asn Ser lie Tyr Ser Gly Leu Glu Ala Phe Gly Asp Val 
290 295 300 



Lys Leu Glu Asp Thr Tyr Phe Asp Arg Asp Val Glu Lys Ala Phe Met 
305 310 315 320 



Lys Ala Ser Ser Glu Leu Phe Ser Gin Lys Thr Lys Ala Ser Leu Leu 
325 330 335 



Val Ser Asn Gin Asn Gly Asn Met Tyr Thr Ser Ser Val Tyr Gly Ser 
340 345 350 



Leu Ala Ser Val Leu Ala Gin Tyr Ser Pro Gin Gin Leu Ala Gly Lys 
355 360 365 



Arg lie Gly Val Phe Ser Tyr Gly Ser Gly Leu Ala Ala Thr Leu Tyr 
370 375 380 



Ser Leu Lys Val Thr Gin Asp Ala Thr Pro Gly Ser Ala Leu Asp Lys 
385 390 395 400 



lie Thr Ala Ser Leu Cys Asp Leu Lys Ser Arg Leu Asp Ser Arg Thr 
405 410 415 



Gly Val Ala Pro Asp Val Phe Ala Glu Asn Met Lys Leu Arg Glu Asp 
420 425 430 



Thr His His Leu Val Asn Tyr lie Pro Gin Gly Ser lie Asp Ser Leu 
435 440 445 



Phe Glu Gly Thr Trp Tyr Leu Val Arg Val Asp Glu Lys His Arg Arg 
450 455 460 



Thr Tyr Ala Arg Arg Pro Thr Pro Asn Asp Asp Thr Leu Asp Glu Gly 
465 470 475 480 



25156216 



-512- 



Val Gly Leu Val His Ser Asn lie Ala Thr Glu His lie Pro Ser Pro 
485 490 495 



Ala Lys Lys Val Pro Arg Leu Pro Ala Thr Ala Ala Glu Pro Glu Ala 
500 505 510 



Ala Val lie Ser Asn Gly Glu His 
515 ' 520 



<210> 293 
<211> 163 
<212> PRT 

<213> Dictyostelium discoideum 
<400> 293 

Arg His Glu Asn Asp Tyr Ala Thr Lys Val Ala Pro Thr Thr Leu Leu 
15 10 15 



Ala Lys Gin Leu Gly Asn Thr Tyr Cys Gly Ser Thr Tyr Ser Gly Leu 
20 25 30 



Leu Ser Leu Leu Asp Glu Lys Ser Asn Asp Leu Val Gly Lys Arg Val 
35 40 45 



Leu Thr Phe Ser Tyr Gly Ser Gly Leu Ala Ala Ser Ala Phe Ser Phe 
50 55 60 



Lys Val Glu Lys Pro lie Asn His lie Val Glu Lys Val Asp Leu Lys 
65 70 75 80 



Asn Arg Leu Ala Lys Arg Val Arg Val Glu Pro Glu lie Phe Thr Glu 
85 90 95 



Lys Leu Ser Leu Arg Glu Thr Arg His Asn Leu Lys Asn Tyr Val Pro 
100 105 110 



Ser Asp Glu Thr Thr Asn Met Phe Pro Gly Ser Phe Tyr Leu Ser Ser 
115 120 125 



Val Asp Lys Ala Gly lie Arg Lys Phe Asp Arg Thr Tyr Ser Thr Ser 
130 135 140 



Ala Val Leu Gly Ala Phe Gin Arg Arg Gin Gin lie Ser His Gin Gin 
145 150 155 160 
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Ser Asn Leu 



<210> 294 
<211> 458 
<212> PRT 

<213> Caenorhabditis elegans 
<400> 294 

Gin Leu Ser Tyr Thr Pro Val Thr Asp Val Gly lie Gly Ala lie Glu 
15 10 15 



Leu Tyr Phe Pro Gin Asn Phe Val Asp Gin Asn Asp Leu Glu Lys Phe 
20 25 30 



Asn Asn Val Ser Ser Gly Lys Tyr Thr lie Gly Leu Gly Gin Gin Gin 
35 40 45 



Met Gly Phe Cys Ser Asp Asn Glu Asp lie Val Ser lie Ser Leu Thr 
50 55 60 



Val Thr Arg Lys Leu lie Glu Thr Tyr Lys lie Ser Thr Asp Ser lie 
65 70 75 80 



Gly Cys Leu Val Val Gly Thr Glu Thr Met lie Asp Lys Ser Lys Ser 
85 90 95 



Val Lys Thr Ala Leu Met Asp Leu Phe Pro Gly Asn Ser Asp lie Glu 
100 105 110 



Gly Val Asp lie Lys Asn Ala Cys Phe Gly Gly Ala Gin Ala Leu Leu 
115 120 125 



His Ala lie Asp Trp Val Thr Val Asn His Pro Leu Asp Lys Lys Asn 
130 135 140 



Ala lie Val Val Val Ala Asp He Ala He Tyr Glu Glu Gly Pro Ala 
145 150 155 160 



Arg Cys Thr Gly Gly Ala Gly Ala He Ala Phe Leu lie Cys Pro Asp 
165 170 175 



Ala Ser He Pro He Asp Arg Gin Phe Ser Ala Cys His Met Lys Asn 
180 185 190 



Thr Trp Asp Phe Phe Lys Pro He Thr Pro He Pro Ser Glu Tyr Pro 
195 200 205 
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Val Val Asp Gly Ser Leu Ser Leu Ser Ser Tyr Leu Glu Ala Val Arg 
210 215 220 



Met Thr Tyr Thr Tyr Phe lie Ser Lys Val Asn Arg His Thr Thr Gly 
225 230 235 240 



lie Asp Gly Leu Asn Ser Phe Asp Gly Val Phe Leu His Ser Pro Phe 
245 250 255 



Thr Lys Met Val Gin Lys Gly Leu Ala Val Met Asn Tyr Thr Asp Ser 
260 265 270 



Gin Leu Arg His Lys Gin Leu Asn Gly Asn Gly Val Asp His Lys Leu 
275 280 285 



Asp Glu Asn Asp Arg Ala Gly Leu Ala Lys Met lie Glu Leu Ser Ala 
290 295 300 



Gin Val Trp Lys Glu Lys Thr Asp Pro Tyr Leu Val Phe Asn Arg Arg 
305 310 315 320 



lie Gly Asn Met Tyr Thr Pro Ser Leu Phe Ala Gin Leu Leu Ala Tyr 
325 330 335 



Leu Ala Ala Asp Asp Cys Val Thr Gly Glu Lys Ser lie Leu Phe Phe 
340 345 350 



Ala Tyr Gly Ser Gly Leu Ala Ser Ala lie Phe Pro Gly Arg Val Arg 
355 360 365 



Gin Thr Ser Asn Leu Asp Lys lie Arg Gin Val Ala lie Arg Ala lie 
370 375 380 



Lys Arg Leu Asp Asp Arg lie Gin Phe Thr Pro Glu Glu Phe Thr Glu 
385 390 395 400 



Thr Leu Gin Lys Arg Glu Val Phe Leu Arg Ser Lys Glu lie Pro Lys 
405 410 415 



Ser Pro Ser Glu Thr Ser Leu Phe Pro Asn Thr Tyr Phe Leu Asp Asn 
420 425 430 



Met Asp Lys Leu Tyr Arg Arg Ser Tyr Thr Leu His Glu Glu Pro Asn 
435 440 445 
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Gly Val Gin Asn Gly Asn Gly lie His His 
450 455 



<210> 295 
<211> 461 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 295 

Met Ala Lys Asn Val Gly lie Leu Ala Met Asp lie Tyr Phe Pro Pro 
15 10 15 



Thr Cys Val Gin Gin Glu Ala Leu Glu Ala His Asp Gly Ala Ser Lys 
20 25 30 



Gly Lys Tyr Thr lie Gly Leu Gly Gin Asp Cys Leu Ala Phe Cys Thr 
35 40 45 



Glu Leu Glu Asp Val lie Ser Met Ser Phe Asn Ala Val Thr Ser Leu 
50 55 60 



Phe Glu Lys Tyr Lys lie Asp Pro Asn Gin lie Gly Arg Leu Glu Val 
65 70 75 80 



Gly Ser Glu Thr Val lie Asp Lys Ser Lys Ser lie Lys Thr Phe Leu 
85 90 95 



Met Gin Leu Phe Glu Lys Cys Gly Asn Thr Asp Val Glu Gly Val Asp 
100 105 110 



Ser Thr Asn Ala Cys Tyr Gly Gly Thr Ala Ala Leu Leu Asn Cys Val 
115 120 125 



Asn Trp Val Glu Ser Asn Ser Trp Asp Gly Arg Tyr Gly Leu Val lie 
130 135 140 



Cys Thr Asp Ser Ala Val Tyr Ala Glu Gly Pro Ala Arg Pro Thr Gly 
145 150 155 160 



Gly Ala Ala Ala lie Ala Met Leu lie Gly Pro Asp Ala Pro lie Val 
165 170 175 



Phe Glu Ser Lys Leu Arg Ala Ser His Met Ala His Val Tyr Asp Phe 
180 185 190 



Tyr Lys Pro Asn Leu Ala Ser Glu Tyr Pro Val Val Asp Gly Lys Leu 
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195 



200 



205 



Ser Gin Thr Cys Tyr Leu Met TKla Leu Asp Ser Cys Tyr Lys His Leu 
210 215 220 



Cys Asn Lys Phe Glu Lys lie Glu Gly Lys Glu Phe Ser lie Asn Asp 
225 230 235 240 



Ala Asp Tyr lie Val Phe His Ser Pro Tyr Asn Lys Leu Val Gin Lys 
245 250 255 



Ser Phe Ala Arg Leu Leu Tyr Asn Asp Phe Leu Arg Asn Ala Ser Ser 
260 265 270 



lie Asp Glu Ala Ala Lys Glu Lys Phe Thr Pro Tyr Ser Ser Leu Thr 
275 280 285 



Leu Asp Glu Ser Tyr Gin Ser Arg Asp Leu Glu Lys Val Ser Gin Gin 
290 295 300 



lie Ser Lys Pro Phe Tyr Asp Ala Lys Val Gin Pro Thr Thr Leu lie 
305 310 315 320 



Pro Lys Glu Val Gly Asn Met Tyr Thr Ala Ser Leu Tyr Ala Ala Phe 
325 330 335 



Ala Ser Leu lie His Asn Lys His Asn Asp Leu Ala Gly Lys Arg Val 
. 340 345 350 



Val Met Phe Ser Tyr Gly Ser Gly Ser Thr Ala Thr Met Phe Ser Leu 
355 360 365 



Arg Leu Asn Asp Asn Lys Pro Pro Phe Ser lie Ser Asn lie Ala Ser 
370 375 380 



Val Met Asp Val Gly Gly Lys Leu Lys Ala Arg His Glu Tyr Ala Pro 
385 390 395 400 



Glu Lys Phe Val Glu Thr Met Lys Leu Met Glu His Arg Tyr Gly Ala 
405 410 415 



Lys Asp Phe Val Thr Thr Lys Glu Gly lie lie Asp Leu Leu Ala Pro 
420 425 430 



Gly Thr Tyr Tyr Leu Lys Glu Val Asp Ser Leu Tyr Arg Arg Phe Tyr 
435 440 445 
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Gly Lys Lys Gly Glu Asp Gly Ser Val Ala Asn Gly His 
450 455 460 



<210> 296 

<211> 508 

<212> PRT 

<213> HUMAN 

<400> 296 

Met Gin Arg Leu Leu Thr Pro Val Lys Arg lie Leu Gin Leu Thr Arg 
15 10 15 



TVla Val Gin Glu Thr Ser Leu Thr Pro Ala Arg Leu Leu Pro Val Ala 
20 25 30 



His Gin Arg Phe Ser Thr Ala Ser Ala Val Pro Leu Ala Lys Thr Asp 
35 40 45 



Thr Trp Pro Lys Asp Val Gly lie Leu Ala Leu Glu Val Tyr Phe Pro 
50 .55 60 



Ala Gin Tyr Val Asp Gin Thr Asp Leu Glu Lys Tyr Asn Asn Val Glu 
65 70 75 80 



Ala Gly Lys Tyr Thr Val Gly Leu Gly Gin Thr Arg Met Gly Phe Cys 
85 90 95 



Ser Val Gin Glu Asp lie Asn Ser Leu Cys Leu Thr Val Val Gin Arg 
100 105 110 



Leu Met Glu Arg lie Gin Leu Pro Trp Asp Ser Val Gly Arg Leu Glu 
115 120 125 



Val Gly Thr Glu Thr lie lie Asp Lys Ser Lys Ala Val Lys Thr Val 
130 135 140 



Leu Met Glu Leu Phe Gin Asp Ser Gly Asn Thr Asp lie Glu Gly lie 
145 150 155 160 



Asp Thr Thr Asn Ala Cys Tyr Gly Gly Thr Ala Ser Leu Phe Asn Ala 
165 170 175 



Ala Asn Trp Met Glu Ser Ser Ser Trp Asp Gly Arg Tyr Ala Met Val 
180 185 190 
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Val Cys Gly Asp lie Ala Val Tyr Pro Ser Gly Asn Ala Arg Pro Thr 
195 200 205 



Gly Gly Ala Gly Ala Val Ala Met Leu lie Gly Pro Lys Ala Pro Leu 
210 215 220 



Ala Leu Glu Arg Gly Leu Arg Gly Thr His Met Glu Asn Val Tyr Asp 
225 230 235 240 



Phe Tyr Lys Pro Asn Leu Ala Ser Glu Tyr Pro lie Val Asp Gly Lys 
245 250 255 



Leu Ser lie Gin Cys Tyr Leu Arg Ala Leu Asp Arg Cys Tyr Thr Ser 
260 265 270 



Tyr Arg Lys Lys lie Gin Asn Gin Trp Lys Gin Ala Gly Ser Asp Arg 
275 280 285 



Pro Phe Thr Leu Asp Asp Leu Gin Tyr Met lie Phe His Thr Pro Phe 
290 295 300 



Cys Lys Met Val Gin Lys Ser Leu Ala Arg Leu Met Phe Asn Asp Phe 
305 310 315 320 



Leu Ser Ala Ser Ser Asp Thr Gin Thr Ser Leu Tyr Lys Gly Leu Glu 
325 330 335 



Ala Phe Gly Gly Leu Lys Leu Glu Asp Thr Tyr Thr Asn Lys Asp Leu 
340 345 350 



Asp Lys Ala Leu Leu Lys Ala Ser Gin Asp Met Phe Asp Lys Lys Thr 
355 360 365 



Lys Ala Ser Leu Tyr Leu Ser Thr His Asn Gly Asn Met Tyr Thr Ser 
370 375 380 



Ser Leu Tyr Gly Cys Leu Ala Ser Leu Leu Ser His His Ser Ala Gin 
385 390 395 400 



Glu Leu Ala Gly Ser Arg lie Gly Ala Phe Ser Tyr Gly Ser Gly Leu 
405 410 415 



Ala Ala Ser Phe Phe Ser Phe Arg Val Ser Gin Asp Ala Ala Pro Gly 
420 425 430 



Ser Pro Leu Asp Lys Leu Val Ser Ser Thr Ser Asp Leu Pro Lys Arg 
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435 



440 



445 



Leu Ala Ser Arg Lys Cys Val Ser Pro Glu Glu Phe Thr Glu lie Met 
450 455 460 



Asn Gin Arg Glu Gin Phe Tyr His Lys Val Asn Phe Ser Pro Pro Gly 
465 470 475 480 



Asp Thr Asn Ser Leu Phe Pro Gly Thr Trp Tyr Leu Glu Arg Val Asp 
485 490 495 



Glu Gin His Arg Arg Lys Tyr Ala Arg Arg Pro Val 
500 505 



<210> 297 
<211> 455 
<212> PRT 

<213> Blattella germanica 
<400> 297 

Met Ala His Trp Pro Glu Asp Val Gly lie lie Gly lie Glu Met lie 
15 10 15 



Phe Pro Ser Leu Tyr Val Asp Gin Ala Glu Leu Glu Thr Tyr Asp Glu 
20 25 30 



Val Ser Pro Gly Lys Tyr Thr Met Gly Leu Gly Gin Asp Lys Met Gly 
35 40 45 



Val Cys Thr Asp Arg Glu Asp lie Asn Ser Leu Cys Leu Thr Ala Val 
50 55 60 



Asp Lys Leu Met Glu Arg Asn Asn lie Asp Tyr Asn Asp lie Gly Trp 
65 70 75 80 



Leu Glu Val Gly Thr Glu Thr lie Leu Asp Lys Val Lys Ser Val Lys 
85 90 95 



Thr Val Leu Met Gin Leu Phe Glu Glu Ser Gly Asn Thr Asp Val Glu 
100 105 110 



Gly lie Asp Thr lie Asn Ala Cys Tyr Arg Gly Thr Ala Ala Leu Phe 
115 120 125 



Asn Ala Leu lie Trp lie Glu Ser Ser Ser Trp Asp Gly Arg Tyr Ala 
130 135 140 
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lie Val Val Ala Ala Asp lie Ala. lie Tyr Ala Lys Glu Cys Ser Pro 
145 150 155 160 



Thr Gly Gly Ala Gly Ala Leu Leu Met Leu lie Gly Ala Asn Ala Pro 
165 170 175 



lie Val lie Asp Arg Gly Val Arg Ala Ser His Met Lys His Ala Tyr 
180 185 190 



Asp Phe Tyr Lys Pro Asp Leu Met Ser Glu Tyr Pro Val Val Asp Gly 
195 200 205 



Lys Leu Ser Val Gin Cys Tyr Leu Ser Ala Leu Asp His Cys Tyr Pro 
210 215 220 



Arg Phe Cys Ser Lys Thr Glu Lys Tyr Leu Lys Arg Cys Gly Lys Glu 
225 230 235 240 



Asn Thr Lys lie Asp Leu Asp Tyr Phe Asp Ala Phe Val Phe His Ser 
245 250 255 



Pro Tyr Cys Lys Leu Val Gin Lys Ser Val Ala Arg Leu Val Leu Asn 
260 265 270 



Asp Phe lie Gin Tyr Pro Glu Lys Tyr Gin Asp Leu Gin Gin Leu Arg 
275 280 285 



Asn Leu Lys Phe Glu Asp Thr Tyr Phe Asp Arg Asp lie Glu Lys lie 
290 295 300 



Phe Met Asp Lys Ser Lys Gin Leu Phe Glu Lys Lys Thr Lys Pro Ser 
305 310 315 320 



Leu Met Leu Ala Asn Gin Val Gly Asn Met Tyr Thr Thr Ser Leu Tyr 
325 330 335 



Gly Gly Leu Val Ser Leu Leu lie Ser Glu Asp lie Gly Glu Leu Ala 
340 345 350 



Gly Lys Cys lie Cys Met Phe Ser Tyr Gly Ser Gly Phe Ala Ala Ser 
355 360 365 



Met Phe Ser Leu His lie Ser Thr Asp Ser Ser Pro Gly Ser Thr Leu 
370 375 380 
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Ser Arg Leu Val Thr Asn Leu Thr His lie Lys Pro Gin Val Gin Gin 
385 390 395 400 



Arg Val Lys Leu Ser Pro Gly Glu Phe Glu Asn lie Met Glu lie Arg 
405 410 415 



Glu Gin Asn His His Lys Ala Pro Tyr Thr Pro Val Ala Ser Pro Asn 
420 425 430 



Thr Leu Phe Pro Gly Thr Trp Tyr Leu Glu Ser lie Asp Ser Met His 
435 440 445 



Arg Arg Lys Tyr Lys Arg Val 
450 455 



<210> 298 
<211> 453 
<212> PRT 

<213> Blattella germanica 
<400> 298 

Met Trp Pro Ser Asp Val Gly lie Val Ala Leu Glu Leu lie Phe Pro 
15 10 15 



Ser Gin Tyr Val Asp Gin Val Asp Leu Glu Val Tyr Asp Asn Val Ser 
20 25 30 



Ala Gly Lys Tyr Thr Val Gly Leu Gly Gin Ala Arg Met Gly Phe Cys 
35 40 45 



Thr Asp Arg Glu Asp lie Asn Ser Leu Cys Leu Thr Val Val Ser Arg 
50 55 60 



Leu Met Glu Arg Trp Ser lie Pro Tyr Ser Gin lie Gly Arg Leu Glu 
65 70 75 80 



Val Gly Thr Glu Thr Leu Leu Asp Lys Ser Lys Ser Val Lys Thr Val 
85 90 95 



Leu Met Gin Leu Phe Lys Asp Asn Thr Asp lie Glu Gly Val Asp Thr 
100 105 110 



Val Asn Ala Cys Tyr Gly Gly Thr Ser Ala Leu Phe Asn Ala lie Ser 
115 120 125 



Trp Val Glu Ser Ser Ser Trp Asp Gly Arg Tyr Ala Leu Val Val Ala 
130 135 140 
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Gly Asp lie Ala Val Tyr Ala Lys Gly Ser Ala Arg Pro Thr Gly Gly 
145 150 155 160 



Ala Gly Ala Val Ala Met Leu Val Gly Ala Asn Ala Pro Leu Val Phe 
165 170 175 



Asp Arg Gly Val Arg Ser Ser His Met Gin His Ala Tyr Asp Phe Tyr 
180 185 190 



Lys Pro Asp Leu Ser Ser Leu Tyr Pro Thr Val Asp Gly Lys Leu Ser 
195 200 205 



lie Gin Cys Tyr Leu Ser Ala Leu Asp His Cys Tyr Gin Leu Tyr Cys 
210 215 220 



Ser Lys lie Gin Lys Gin Leu Gly Glu Lys Phe Asp lie Glu Arg Leu 
225 230 235 240 



Asp Ala Val Leu Phe His Ala Pro Tyr Cys Lys Leu Val Gin Lys Ser 
245 250 255 



Leu Ala Arg Leu Val Leu Asn Asp Phe Val Arg Ala Ser Glu Glu Glu 
260 265 270 



Arg Thr Thr Lys Tyr Ser Ser Leu Glu Ala Leu Lys Gly Val Lys Leu 
275 280 285 



Glu Asp Thr Tyr Phe Asp Arg Glu Val Glu Lys Ala Val Met Thr Tyr 
290 295 300 



Ser Lys Asn Met Phe Glu Glu Lys Thr Lys Pro Ser Leu Leu Leu Ala 
305 310 315 320 



Asn Gin Val Gly Asn Met Tyr Thr Pro Ser Leu Tyr Gly Gly Leu Val 
325 330 335 



Ser Leu Leu Val Ser Lys Ser Ala Gin Glu Leu Ala Gly Lys Arg Val 
340 345 350 



Ala Leu Phe Ser Tyr Gly Ser Gly Leu Ala Ser Ser Met Phe Ser Leu 
355 360 365 



Arg lie Ser Ser Asp Ala Ser Ala Lys Ser Ser Leu Gin Arg Leu Val 
370 375 380 
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Ser Asn Leu Ser His lie Lys Pro Gin Leu Asp Leu Arg His Lys Val 
385 390 395 400 



Ser Pro Glu Glu Phe Ala Gin Thr Met Glu Thr Arg Glu His Asn His 
405 410 415 



His Lys Ala Pro Tyr Thr Pro Glu Gly Ser lie Asp Val Leu Phe Pro 
420 425 430 



Gly Thr Trp Tyr Leu Glu Ser Val Asp Ser Leu Tyr Arg Arg Ser Tyr 
435 440 445 



Lys Gin Val Pro Gly 
450 



<210> 299 

<211> 593 

<212> PRT 

<213> Camptotheca acuminata 

<400> 299 

Met Asp Val Arg Arg Arg Ser lie Asn Ser lie His Gin lie Pro Ser 
1 5 10 15 



Val Gly Gly Thr Ala Pro Pro Met Leu Lys Pro Lys Gin Pro Thr Lys 
20 25 30 



Val Asp Ala Val Asp Leu Pro Asp Ser Pro Lys Ala Ser Asp Ala Leu 
35 40 45 



Pro Leu Pro Leu Tyr lie Thr Asn Gly Val Phe Phe Thr Leu Phe Phe 
50 55 60 



Thr Val Val Tyr Tyr Leu Leu Val Arg Trp Arg Glu Lys lie Arg Asn 
65 70 75 80 



Ser Thr Pro Leu His Val Val Thr Leu Ser Glu lie Ala Ala He Phe 
85 90 95 



Thr Phe Val Ala Ser Phe He Tyr Leu Leu Gly Phe Phe Gly He Gly 
100 105 110 



Leu Val Gin Pro Phe Thr Ser Arg Ser Ser His Asp Asp Val Trp Gly 
115 120 125 



Val Asp Asp Asp Glu Asp Val Asp Glu lie Val Leu Lys Glu Asp Thr 



25156216 



-524- 



130 135 140 



Arg Thr Val Pro Cys Ala Ala Ala Pro Val Asp Cys Pro Leu Pro Pro 
145 150 155 160 



lie Lys Pro Lys Val Val Asp Pro Val Pro lie Ser Pro Pro Ser Ser 
165 170 175 



Glu Glu Asp Glu Glu lie lie Lys Ser Val Val Glu Gly Thr Thr Pro 
180 185 190 



Ser Tyr Ala Leu Glu Ser Lys Leu Gly Asp Ser His Arg Ala Ala Ala 
195 200 205 



lie Arg Arg Glu Ala Leu Gin Arg Met Thr Lys Lys Ser Leu Ala Gly 

210 215 220 



Leu Pro Leu Asp Gly Phe Asp Tyr Asp Ser lie Leu Gly Gin Cys Cys 
225 230 235 240 



Glu Met Pro Val Gly Tyr Val Gin lie Pro Val Gly lie Ala Gly Pro 
245 250 255 



Leu Leu Leu Asp Gly Arg Glu Tyr Ser Val Pro Met Ala Thr Thr Glu 
260 265 270 



Gly Cys Leu Val TVla Ser Thr Asn Arg Gly Cys Lys Ala lie Phe Ala 
275 280 285 



Cys Gly Gly Ala Thr Ser Val Leu Leu Arg Asp Ala Met Thr Arg Ala 
290 295 300 



Pro Val Val Arg Phe Gly Ser Ala Lys Arg Ala Ala Asp Leu Lys Phe 
305 310 315 320 



Phe Leu Glu Asn Pro Leu Asn Phe Glu Thr Leu Ala Ala Val Phe Asn 
325 330 335 



Ser Ser Ser Arg Phe Gly Lys Leu Gin Asn lie Lys Cys Ala lie Ala 
340 345 350 



Gly Lys Asn Leu Tyr Met Arg Tyr Ser Cys Ser Thr Gly Asp Ala Met 
355 360 365 



Gly Met Asn Met lie Ser Lys Gly Val Gin Asn Val Leu Asp Phe Leu 
370 375 380 
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Gin Asp Asp Phe Pro Asp Met Asp Val lie Gly lie Ser Gly Asn Tyr 
385 390 395 400 



Cys Ser Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly 
405 410 415 



Lys Ser Val Val Cys Glu Ala Val lie Lys Glu Glu Val Val Lys Lys 
420 425 430 



Val Leu Lys Thr Asn Val Ala Ser Leu Val Glu Leu Asn Met Leu Lys 
435 440 445 



Asn Leu Thr Gly Ser Ala Met Ala Gly Ala Leu Gly Gly Phe Asn Ala 
450 455 460 



His Ala Ser Asn lie Val Ser Ala Val Tyr Leu Ala Thr Gly Gin Asp 
465 470 475 480 



Pro Ala Gin Asn Val Glu Ser Ser His Cys lie Thr Met Met Glu Ala 
485 490 495 



lie Asn Asp Gly Lys Asp Leu His Val Ser Val Thr Met Pro Ser lie 
500 505 510 



Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ser Ala 
515 520 525 



Cys Leu Asn Leu Leu Gly Val Lys Gly Ala Ser Lys Glu Ala Pro Gly 
530 535 540 



Ser Asn Ala Arg Leu Leu Ala Thr lie Val Ala Gly Ser Val Leu Ala 
545 550 555 560 



Gly Glu Leu Ser Leu Met Ser Ala lie Ala Ala Gly Gin Leu Val Asn 
565 570 575 



Ser His Met Lys Tyr Asn Arg Ser Asn Lys Asp Val Thr Lys Ala Ser 
580 585 590 



Ser 



<210> 300 
<211> 602 
<212> PRT 
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<213> Lycopersicon esculentxim 
<400> 300 

Met Asp Val Arg Arg Arg Ser Glu Glu Pro Val Tyr Pro Ser Lys Val 
15 10 15 



Phe Ala Ala Asp Glu Lys Pro Leu Lys Pro His Lys Lys Gin Gin Gin 
20 25 30 



Gin Gin Glu Asp Lys Asn Thr Leu Leu lie Asp Ala Ser Asp Ala Leu 
35 40 45 



Pro Leu Pro Leu Tyr Leu Thr Thr Asn Gly Leu Phe Phe Thr Met Phe 
50 55 60 



Phe Ser Val Met Tyr Phe Leu Leu Ser Arg Trp Arg Glu Lys lie Arg 
65 70 75 80 



Asn Ser Thr Pro Leu His Val Val Thr Leu Ser Glu Leu Gly Ala lie 
85 90 95 



Val Ser Leu lie Ala Ser Val lie Tyr Leu Leu Gly Phe Phe Gly lie 
100 105 110 



Gly Phe Val Gin Thr Phe Val Ser Arg Gly Asn Asn Asp Ser Trp Asp 
115 120 125 



Glu Asn Asp Glu Glu Phe Leu Leu Lys Glu Asp Ser Arg Cys Gly Pro 
130 135 140 



Ala Thr Thr Leu Gly Cys Ala Val Pro Ala Pro Pro Ala Arg Gin lie 
145 150 155 160 



Ala Pro Met Ala Pro Pro Gin Pro Ser Met Ser Met Val Glu Lys Pro 
165 170 175 



Ala Pro Leu lie Thr Ser Ala Ser Ser Gly Glu Asp Glu Glu lie lie 
180 185 190 



Lys Ser Val Val Gin Gly Lys lie Pro Ser Tyr Ser Leu Glu Ser Lys 
195 200 205 



Leu Gly Asp Cys Lys Arg Ala Ala Ser lie Arg Lys Glu Val Met Gin 
210 215 220 



Arg lie Thr Gly Lys Ser Leu Glu Gly Leu Pro Leu Glu Gly Phe Asn 
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225 



230 



235 



240 



Tyr Glu Ser lie Leu Gly Gin Cys Cys Glu Met Pro lie Gly Tyr Val 
245 250 255 



Gin lie Pro Val Gly lie Ala Gly Pro Leu Leu Leu Asn Gly Lys Glu 
260 265 270 



Phe Ser Val Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr 
275 280 285 



Asn Arg Gly Cys Lys Ala lie Tyr Ala Ser Gly Gly Ala Thr Cys lie 
290 295 300 



Leu Leu Arg Asp Gly Met Thr Arg Ala Pro Cys Val Arg Phe Gly Thr 
305 310 315 320 



Ala Lys Arg Ala Ala Glu Leu Lys Phe Phe Val Glu Asp Pro lie Lys 
325 330 335 



Phe Glu Ser Leu Ala Asn Val Phe Asn Gin Ser Ser Arg Phe Ala Arg 
340 345 350 



Leu Gin Arg lie Gin Cys Ala lie Ala Gly Lys Asn Leu Tyr Met Arg 
355 360 365 



Leu Cys Cys Ser Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys 
370 375 380 



Gly Val Gin Asn Val Leu Asp Tyr Leu Gin Asn Glu Tyr Pro Asp Met 
385 390 395 400 



Asp Val lie Gly lie Ser Gly Asn Phe Cys Ser Asp Lys Lys Pro Ala 
405 410 415 



Ala Val Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala 
420 425 430 



lie lie Thr Glu Glu Val Val Lys Lys Val Leu Lys Thr Glu Val Ala 
435 440 445 



Ala Leu Val Glu Leu Asn Met Leu Lys Asn Leu Thr Gly Ser Ala Met 
450 455 460 



Ala Gly Ala Leu Gly Gly Phe Asn Ala His Ala Ser Asn lie Val Ser 
465 470 475 480 
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Ala Val Phe lie Ala Thr Gly Gin Asp Pro Ala Gin Asn lie Glu Ser 
485 490 495 



Ser His Cys lie Thr Met Met Glu Ala Val Asn Asp Gly Lys Asp Leu 
500 505 510 



His lie Ser Val Thr Met Pro Ser lie Glu Val Gly Thr Val Gly Gly 
515 520 525 



Gly Thr Gin Leu Ala Ser Gin Ser Ala Cys Leu Asn Leu Leu Gly Val 
530 535 540 



Lys Gly Ala Asn Arg Glu Ala Pro Gly Ser Asn Ala Arg Leu Leu Ala 
545 550 555 560 



Thr Val Val JKla Gly Ser Val Leu Ala Gly Glu Leu Ser Leu Met Ser 
565 570 575 



Ala lie Ser Ser Gly Gin Leu Val Asn Ser His Met Lys Tyr Asn Arg 
580 585 590 



Ser Thr Lys Asp Val Thr Lys Ala Ser Ser 
595 600 



<210> 301 
<211> 481 
<212> PRT 

<213> Dictyostelium discoideum 
<400> 301 

Lys Gly Lys Ser Val Asn Val Glu Asp Leu Lys Asp Gin Glu lie lie 
15 10 15 



Ala Leu Val Asp Lys Gly Glu lie Gin Pro His Asn Leu Glu Thr Arg 
20 25 30 



Leu Pro Asn Asn Phe Gin Arg Ala Val His lie Arg Arg Lys Leu Leu 
35 40 45 



Ala Arg Asp Leu Gin Lys Glu His Gin Arg Ala Leu His Ala Gin Ala 
50 55 60 



Val Val Ala Ala Ala Glu Lys Ala Ala Thr Ser Gly Glu Asp Pro Ser 
65 70 75 80 
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Ser lie Gin Pro Val Val Pro Pro Thr Ser Asn Leu Asp Phe Glu Gly 
85 90 95 



Ser Leu Thr Asn Leu Pro Val Asp His Phe Asp. Tyr Thr Lys Val Leu 
100 105 110 



Gly Ala Cys Cys Glu Asn Val lie Gly Tyr lie Pro lie Pro Val Gly 
115 120 125 



Val Ala Gly Pro lie Leu Leu Asp Gly Lys Leu Val Ser lie Pro Met 
130 135 140 



Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr His Arg Gly Ala Lys 
145 150 155 160 



Ala lie Thr Lys Ser Gly Gly Ala Lys Thr Val Leu Leu Gin Ser Gly 
165 170 175 



Met Thr Arg Ala Pro Val Cys Arg Leu Pro Ser Ser lie Arg Ala Gly 
180 185 190 



Glu Leu Lys Gin Trp He Glu Asn Gin Glu Asn Phe Tyr Gin Val Ala 
195 200 205 



Ser Ala Phe Asn Ser Thr Ser Arg Phe Ala Arg Leu Lys Ser He Lys 
210 215 220 



Val Val He Ala Gly Arg Leu Val Tyr Leu Arg Phe Lys Ser Ser Thr 
225 230 235 240 



Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Gly Val Glu Lys Ala 
245 250 255 



Leu Glu Val He Thr Glu Tyr Phe Pro Glu Met Glu Val Leu Ser Leu 
260 265 270 



Ser Gly Asn Val Cys Thr Asp Lys Lys Pro Ser Ser He Asn Trp Leu 
275 280 285 



Glu Gly Arg Gly Lys Ser Val Val Ala Glu Ala Val He Ser Gly Asp 
290 295 300 



He Val Arg Asp Val Leu Lys Thr Thr Val Glu Ala Leu Val Ser Leu 
305 310 315 320 



Asn He Asp Lys Asn Leu He Gly Ser Ala Met Ala Gly Ser He Gly 
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325 330 335 



Gly Phe Asn Ala His Ala Ser Asn lie Val Thr Ala Leu Tyr lie Ala 
340 345 350 



Thr Gly Gin Asp Pro Ala Gin Asn Val Glu Ser Ser Asn Cys lie Thr 
355 360 365 



Leu Met Glu Ser lie Asn Gly Gly Lys Asp Leu Tyr lie Ser Val Thr 
370 375 380 



Met Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly Thr His Leu Pro 
385 390 395 400 



Pila Gin Ser Ala Cys Leu Asp Leu Leu Lys lie Arg Gly Ala Asn Leu 
405 410 415 



Glu Arg Pro Gly Ala Asn Ser Glu Gin Leu Ala Arg Val Val Ala Ala 
420 425 430 



Ala Val Leu Ser Gly Glu Leu Ser Leu Met Ser Ala Leu Ala Ala Gly 
435 440 445 



His Leu Val Arg Ser His Leu Lys His Asn Arg Lys Thr Glu Ala Pro 
450 455 460 



Ala Pro Gin Ala Asp Thr lie Ser Met Thr His Asn Leu Pro His Ser 
465 470 475 480 



Asp 



<210> 302 
<211> 552 
<212> PRT 

<213> Dictyosteliuin discoideum 
<400> 302 

Met Leu Phe Ala Pro Pro Asn Leu Glu Thr Lys Glu Leu Phe Trp lie 
15 10 15 



lie Tyr lie Leu lie Leu lie Pro Lys Val Phe Ala Lys Val Met Ser 
20 25 30 



Val Arg Glu Leu Phe Pro Phe Phe Lys Trp Gly Phe Asn lie Arg Arg 
35 40 45 
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Ser Asn Phe Leu Val Pro lie Leu Ser Asn Asn Val lie Val Thr Gly 
50 55 60 



Glu Glu Ala Val Gin Tyr Glu Lys Pro Leu Pro Tyr lie Pro Gin His 
65 70 75 80 



Asn Gin Gin Gin Gin Gin Lys Gin Gin Pro Ser Gin Asp Tyr lie Gin 
85 90 95 



Gin Pro Gin Asn Asp Asn Asn lie Asn Ser Gly Lys Glu Gin Glu Gin 
100 105 110 



Gin Gin Gin Gin Gin Gin Gin Gin Gin Gin Thr Pro Asp lie Thr Asn 
115 120 125 



Gin Pro Thr Lys Thr Asn Lys Lys lie Pro lie Lys Glu Leu Ser Asn 
130 135 140 



Glu Glu lie Leu lie Lys Leu Glu Lys Gly Glu Val Leu Ala Tyr Arg 
145 150 155 160 



Leu Glu Asn Glu Leu Gly Asp Cys Ser Arg Ala Val Glu lie Arg Arg 
165 170 175 



Met Leu Leu Glu Lys Gin Leu Ser Lys Lys lie Glu Pro lie Pro His 
180 185 190 



Glu Gly Phe Asp Phe Ala Lys Val Gin Gly Gin Cys Cys Glu Asn Val 
195 200 205 



lie Gly Tyr Val Pro lie Pro Val Gly Thr Ala Gly Pro He Gin Leu 
210 215 220 



Asn Gly Gin Leu Val Thr He Pro Met Ala Thr Thr Glu Gly Cys Leu 
225 230 235 240 



Val Ala Ser Thr His Arg Gly Cys Lys Ala He Thr Glu Ser Gly Gly 
245 250 255 



Ala Lys Cys Thr He Thr Ser Arg Gly Met Thr Arg Ala Pro Val Val 
260 265 270 



Arg Phe Ser Asp He Val Lys Ala Ser Glu Phe Val Ser Trp He Asn 
275 280 285 
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Asp Thr Asp Asn Tyr Gin Ala Leu Lys Ala Val Phe Asp Ser Thr Ser 
290 295 300 



Arg Phe Ala Arg Leu Ser Ala lie Lys Cys Thr lie Ala Gly Arg Ser 
305 310 315 320 



Val Tyr lie Arg Phe Lys Cys Asp Thr Gly Asp Ala Met Gly Met Asn 
325 330 335 



Met Val Ser Lys Gly Val Glu Ala Val Leu Glu His Leu Lys lie lie 
340 345 350 



Phe Asp Asp Met Thr Leu Leu Ser lie Ser Gly Asn Met Cys Thr Asp 
355 360 365 



Lys Lys Pro Ser Ser lie Asn Trp Thr Glu Gly Arg Gly Arg Ser Val 
370 375 380 



Val Cys Glu Ala Met lie Thr Gly Asp Val Val Gin Arg Val Leu Lys 
385 390 395 400 



Thr Asn Val Gin Ala Leu Val Asp Leu Asn lie Ala Lys Asn Leu lie 
405 410 415 



Gly Ser Ala Met Ala Gly Ser lie Gly Gly Phe Asn Ala His Ala Ser 
420 425 430 



Asn lie Val Thr Ala lie Phe Leu Ala Thr Gly Gin Asp Cys Ala Gin 
435 440 445 



Asn Val Glu Ser Ser Asn Cys lie Thr Gin Met Glu Ala Cys Asn Asp 
450 455 460 



Gly Gin Asp Leu Tyr lie Thr Val Thr Met Pro Ser lie Glu Val Gly 
465 470 475 480 



Thr Val Gly Gly Gly Thr Ser Leu Pro Ala Gin Ser Ala Cys Leu Asp 
485 490 495 



lie lie Gly Val Lys Gly Ser Ser Ser Ser Lys Pro Gly Ala Asn Ala 
500 505 510 



Asp Gin Leu Ala Lys Thr lie Ala Ser Ala Val Met Ala Gly Glu Leu 
515 520 525 



Ser Leu Met Ser Ala Leu Ser Ala Gly His Leu Met Lys Ser His Leu 
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530 535 540 



Gin Tyr Asn Arg Ala Lys Thr Asn 
545 550 



<210> 303 

<211> 224 

<212> PRT 

<213> Mus musculus 

<400> 303 

Glu Lys Ala Leu Leu Lys Leu Gin Glu Phe Phe Pro Asp Met Gin lie 
15 10 15 



Leu Ala Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala lie 
20 25 30 



Asn Trp lie Glu Gly Arg Gly Lys Thr Val Val Cys Glu Ala Val lie 
35 40 45 



Pro Ala Lys Val Val Arg Glu Val Leu Lys Thr Thr Thr Glu Ala Met 
50 55 60 



Val Asp Val Asn lie Asn Lys Asn Leu Val Gly Ser Ala Met Ala Gly 
65 70 75 80 



Ser lie Gly Gly Tyr Asn Ala His Ala Ala Asn lie Val Thr Ala lie 
85 90 95 



Tyr lie Ala Cys Gly Gin Asp Ala Ala Gin Asn Val Gly Ser Ser Asn 
100 105 110 



Cys lie Thr Leu Met Glu Ala Ser Gly Pro Thr Asn Glu Asp Leu Tyr 
115 120 125 



lie Ser Cys Thr Met Pro Ser lie Glu lie Gly Thr Val Gly Gly Gly 
130 135 140 



Thr Asn Leu Leu Pro Gin Gin Ala Cys Leu Gin Met Leu Gly Val Gin 
145 150 155 160 



Gly Ala Cys Lys Asp Asn Pro Gly Glu Asn Ala Arg Gin Leu Ala Arg 
165 170 175 



lie Val Cys Gly Thr Val Met Ala Gly Glu Leu Ser Leu Met Ala Ala 
180 185 190 
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Leu Ala Ala Gly His Leu Val Arg Ser His Met Val His Asn Arg Ser 
195 200 205 



Lys lie Asn Leu Gin Asp Leu Gin Gly Thr Cys Thr Lys Lys Ala Ala 
210 215 220 



<210> 304 

<211> 883 

<212> PRT 

<213> Xenopus laevis 

<400> 304 

Met Leu Ser Arg Leu Phe Arg Met His Gly Gin Phe Val Ala Ser His 
1 5 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asp Lys lie Cys Gly Trp Asn Tyr 
35 40 45 



Ala Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Lys Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 



Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Asp Asn lie Ala Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Glu Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
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180 



185 



190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Ala Phe 
195 200 205 



Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 



Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser Gin Phe Ala Ser 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asp Asn Lys Pro Asn Pro Val Thr Gin Arg 
245 250 255 



Val Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser 
260 265 270 



Arg Trp lie Ser Glu Pro Ser Ser Gin Asn Ser Thr Ser lie Ser Asp 
275 280 285 



His Glu Val Thr Thr Met Leu Asp Asp Met Met Pro Lys Arg Val Glu 
290 295 300 



Pro Ser Met Pro Leu Trp Gin Phe Tyr Leu Ser Arg Met Val Thr Met 
305 310 315 320 



Asp Val Glu Gin lie lie Thr Leu Gly Leu Ala Leu Leu Leu Ala Val 
325 330 335 



Lys Tyr lie Phe Phe Glu Gin Thr Glu Thr Glu Ser Thr Phe Ser Met 
340 345 350 



Lys Asn Pro lie lie Ser Pro Val Ala Val Gin Lys Lys Gin lie Glu 
355 360 365 



Ser Cys Cys Arg Arg Glu Pro Glu Gin Glu Lys Thr Val His Val Ser 
370 375 380 



Thr Thr Glu Glu Ala Ser Ser Lys Glu Glu Thr Glu Ala Val lie Lys 
385 390 395 400 



Pro Leu Pro Leu Glu Thr Ser Pro Lys Ala Lys Phe lie Val Gly Asp 
405 410 415 



Ser Ser Pro Leu Glu Leu Ser Pro Glu Asp Lys Asn Thr Met Phe Asp 
420 425 430 
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Leu Pro Glu Glu Pro Arg Pro Leu Asp Glu Cys Val Arg lie Leu Lys 
435 440 445 



Asn Pro Asp Lys Gly Ala Gin Tyr Leu Thr Asp Ala Glu Val lie Ser 
450 455 460 



Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu Glu Thr Met Met 
465 470 475 480 



Glu Ser Pro Arg Glu Gly Val Ala lie Arg Arg Gin Met Leu Ser Asp 
485 490 495 



Lys Leu Pro Gin Arg Ser Ala Leu Gin Ser Leu Pro Tyr Lys Asn Tyr 
500 505 510 



Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu Asn Val lie Gly Tyr 
515 520 525 



Met Pro lie Pro Val Gly Val Ala Gly Pro Leu Leu Leu Asn Asn Lys 
530 535 540 



Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser 
545 550 555 560 



Thr Asn Arg Gly Cys Arg Ala lie Met Leu Gly Gly Gly Ala Lys Ser 
565 570 575 



Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro Val Val Arg Leu Pro 
580 585 590 



Thr Ala Cys Asp Ala Ala Glu Val Lys Ala Trp Leu Asp Ser Ala Glu 
595 600 605 



Gly Phe Lys Val lie Lys Asp Ala Phe Asp Ser Thr Ser Arg Phe Ala 
610 615 620 



Arg Leu Gly Arg Leu Gin Asn Cys Val Ala Gly Arg Asn Leu Tyr lie 
625 63.0 635 640 - 



Arg Phe Gin Ser Lys Thr Gly Asp AJLa Met Gly Met Asn Met lie Ser 
645 650 655 



Lys Val Thr Glu Gin Ala Leu Ala Arg Leu Gin Glu Glu Phe Pro Asp 
660 665 670 
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Leu His Val Leu Ala Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro 
675 680 685 



Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu 
690 695 700 



Ala lie lie Pro Ala Lys Val Val Arg Glu Val Leu Lys Ser Ser Thr 
705 710 715 720 



Glu Ala Leu Val Glu Val Asn lie Asn Lys Asn Phe lie Gly Ser Ala 
725 730 735 



Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala Ala Asn lie Val 
740 745 750 



Thr Pila lie Tyr lie Ala Cys Gly Gin Asp Ala Ala Gin Asn Val Gly 
755 760 765 



Ser Ser Asn Cys lie Thr lie Met Glu Ala Thr Gly Pro Thr Tyr Glu 
770 775 780 



Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu lie Gly Thr Val 
785 790 795 800 



Gly Gly Gly Thr Asn Leu Ala Pro Gin Gin Ala Cys Leu Gin Met Leu 
805 810 815 



Gly Val Gin Gly Ala Ser Thr Glu Thr Pro Gly Lys Asn Ala Cys Gin 
820 825 830 



Leu Ala Gin lie Val Cys Ser Thr Val Met Ala Gly Glu Leu Ser Leu 
835 840 845 



Met Ala Ala Leu Ala Ala Gly His Leu Val Lys Ser His Met Val His 
850 855 860 



Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Pro Gly Thr Cys Thr Lys 
865 870 875 880 



Lys Ala Ala 



<210> 305 

<211> 948 

<212> PRT 

<213> Schistosoma mansoni 
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<400> 305 



Met Leu Lys lie Leu Asn Thr Val Leu Leu Phe Phe Asp Cys Phe Ser 
15 10 15 



Thr Gly Thr Phe Phe Val Leu Leu lie Tyr Leu Phe Thr Arg Leu Arg 
20 25 30 



Thr His Leu Leu His Phe Ser Ser Ser Asn Cys His Leu Asp Val lie 
35 40 45 



lie Tyr Gin Ser Arg Ala Val lie lie Phe Leu Val Val Phe Val Tyr 
50 55 60 



Phe lie Gly Val Leu Thr Cys Lys lie Asn Asp Lys lie Leu Val His 
65 70 75 80 



Thr Met Leu Arg Asn Lys Arg Gin Leu Asn Thr Leu Phe Tyr Thr Leu 
85 90 95 



lie Leu Phe Thr Phe Ala Leu Cys Ser Leu Ser Ser Val Leu Phe Val 
100 105 110 



Pro Tyr Thr Ser Phe Ala lie Phe Leu Leu Ser Thr Ser Val Phe Leu 
115 120 125 



Leu Phe Ser Asp Leu Ser Val Phe Phe lie Val Leu Glu Tyr Tyr Leu 
130 135 140 



Leu Glu lie Glu Leu Val Asn Tyr Glu His Ala Lys Arg His Cys Leu 
145 150 155 160 



Leu Ser His Leu Phe Ser Asn Gin Leu Phe Val Asp His Met Leu Gly 
165 170 175 



Met Phe Leu Lys Thr Ser Leu Phe Ser lie Ser Thr Thr Ser Lys Tyr 
180 185 190 



Ala Tyr Leu Glu Ser lie Phe Lys Cys Thr Leu Met Glu Gin lie lie 
195 200 205 



Tyr lie Met lie Val Phe Val Phe Leu Pro Ser Phe Met Arg lie Phe 
210 215 220 



Ala Ser Tyr Ala Lys Arg Met Tyr Gly Glu Gin Lys Lys Cys Leu Val 
225 230 235 240 
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Ser Asn Lys Gly Val Ser Ser Ser Thr Arg Lys Arg Arg His Ser Tyr 
245 250 255 



Ser Ser Gly His Ser Tyr Val Glu Tyr Arg Arg Met Ser Val His Asn 
260 265 270 



Leu lie Gly Tyr Val Val Asn Pro Asn Cys His Tyr Lys Cys Trp Ser 
275 280 285 



Thr Thr Phe Val lie Phe Val Ser Leu lie lie Leu His Leu Asn Asn 
290 295 300 



Arg Tyr Ser Glu Arg lie Ser Ser Phe Lys His Asn Ser Ser Glu Asn 
305 310 315 320 



Glu Val Phe Pro Val Leu Tyr His lie Thr Ala Tyr Glu Val Thr Ser 
325 330 335 



lie Phe His Phe lie Tyr Asn lie Phe His Val lie Asn Ala Asn Leu 
340 345 350 



Val Val Tyr Leu Phe Leu Gly Leu Phe Leu Phe Lys Arg lie Arg Leu 
355 360 365 



Asn Lys Pro lie Asn Ser Gin Leu Arg Asn Leu Asn lie Pro Lys lie 
370 375 380 



Lys Glu Thr Leu lie Ser Asp Gin Val Lys Gin Ser Pro Val Leu Pro 
385 390 395 400 



Lys Phe Ser Lys Lys Leu Asn Asp lie Pro Leu Gin Ser Arg Lys Arg 
405 410 415 



lie Tyr Cys Leu His Lys Asp Asp Asp Tyr lie Asp Arg Asn Asp Ser 
420 425 430 



Ser Ser Val Ser Thr Phe Ser Asn Thr Cys Lys Asn Ser Asn Glu Arg 
435 440 445 



Pro Ser Asn Val Leu Asp Leu Asp Met Leu Thr Glu Lys lie Lys Gin 
450 455 460 



Gly Leu Gly His Glu Leu Ser Asp Thr Glu lie Leu Gin Leu Leu Ser 
465 470 475 480 
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His Gly Arg Leu Lys Thr Arg Glu Leu Glu Ser Val Val Arg Asn Pro 
485 490 495 



Phe Arg Ala Val Glu Leu Arg Arg Leu Asp Leu Ser Thr Phe Leu Asn 
500 505 510 



Asn Pro His lie lie Glu Arg lie Pro Tyr Lys Asp Tyr Asp Tyr Arg 
515 520 525 



Leu Val Tyr Gly Gin Cys Cys Glu Glu Val lie Gly Tyr Met Pro lie 
530 535 540 



Pro Val Gly Lys lie Gly Pro Leu Leu Leu Asp Gly Arg Ser His Tyr 
545 550 555 560 



lie Pro Leu Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg 
565 570 575 



Gly Cys Arg Ala lie Phe Leu Ala Gly Gly lie Lys Ser Val Val Tyr 
580 585 590 



Arg Asp Gin Met Thr Arg Ala Pro Val Val Trp Phe Pro Ser lie lie 
595 600 605 



Asp Ser Val Lys Cys lie Ala Trp lie Asp Ser Glu Glu Gly Phe Gin 
610 615 620 



Thr Leu Lys Ser Ala Phe Asp Lys Thr Ser Ala His Val Asn Leu Leu 
625 630 635 640 



Ser Val Phe Ala Cys Pro Ala Gly Arg Tyr lie His lie Arg Phe Ala 
645 650 655 



Ala Arg Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Ala Thr 
660 665 670 



Asp Ser Ala Leu His Cys Leu Lys Lys Tyr Phe Ser Asn Met Gin Val 
675 680 685 



lie Ser Leu Ser Gly Asn Met Cys Thr Asp Lys Lys Pro Ala Thr lie 
690 695 700 



Asn Thr lie Leu Gly Arg Gly Lys Ser Val lie Ala Glu Ala His Leu 
705 710 715 720 
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Ser Ala Asp Val Leu Ala Gin Val Leu His Thr Asn Ala Gin Arg Leu 
725 730 735 



Ala Arg Leu Thr His Ser Lys Asn Trp lie Gly Ser Ala Met Ala Gly 
740 745 750 



Cys Pro Gly Met Met Gly Cys Asn Ala His Ala Ala Asn lie lie Ala 
755 760 765 



Gly Met Phe Ala Ala Thr Gly Gin Asp Leu Ala Gin Val Val Asp Ser 
770 775 780 



Ser Ser Cys Leu Thr Gin Leu Glu Val Asp Leu Ser Asp Asp Ser Leu 
785 790 795 800 



Val Ala Ser Val Thr Met Pro Cys Leu Glu Val Gly Thr Val Gly Gly 
805 810 815 



Gly Thr Arg Leu Ser Gly Gin Arg Ala Cys Leu Asp Leu Leu Asp Leu 
820 825 830 



Ser Val Asp Arg Pro Thr Glu His Leu Ser Arg lie lie Ala Gly Thr 
835 840 845 



Val Leu Ala Ala Glu Leu Ser Leu Met Ala Ala Leu Asp Thr Asp Asp 
850 855 860 



Leu Val Lys Ala His Met His Phe Asn Arg Ala Lys Gin Ser Thr Asn 
865 870 875 880 



Ser His Ser Cys Ser His Ser Thr Thr Thr Asp Asn Asn Asp Asn lie 
885 890 895 



Ser Asn lie Tyr Asp Asn His Asn Val Ala Leu Ser Ser Lys lie Pro 
900 905 910 



Val Thr Asp Asn Ser Asp lie Arg Glu Ser Val His Ser Leu His Val 
915 920 925 



Lys Pro Phe Pro Val Lys Ser Asp Leu Ser Val Asn Pro Glu lie Ser 
930 935 940 



His Tyr Thr Met 
945 



<210> 306 
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<211> 887 
<212> PRT 

<213> Mesocricetus auratus 



<400> 306 

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His 
15 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asn Lys lie Cys Gly Trp Asn Tyr 
35 40 45 



Glu Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 



Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Glu Asn lie Ala .Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
180 185 190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe 
195 200 205 



Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 
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Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser His Phe Ala Arg 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gin Arg Val 
245 250 255 



Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg 
260 265 270 



Trp lie Ala Asp Pro Ser Pro Gin Asn Ser Thr Thr Glu His Ser Lys 
275 280 285 



Val Ser Leu Gly Leu Asp Glu Asp Val Ser Lys Arg lie Glu Pro Ser 
290 295 300 



Val Ser Leu Trp Gin Phe Tyr Leu Ser Lys Met lie Ser Met Asp lie 
305 310 315 320 



Glu Gin Val Val Thr Leu Ser Leu Ala Phe Leu Leu Ala Val Lys Tyr 
325 330 335 



lie Phe Phe Glu Gin Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn 
340 345 350 



Pro lie Thr Ser Pro Val Ala Thr Pro Lys Lys Ala Pro Asp Asn Cys 
355 360 365 



Cys Arg Arg Glu Pro Val Leu Ser Arg Arg Asn Glu Lys Leu Ser Ser 
370 375 380 



Val Glu Glu Glu Pro Gly Val Asn Gin Asp Arg Lys Val Glu Val lie 
385 390 395 400 



Lys Pro Leu Val Ala Glu Thr Glu Ser Thr Ser Arg Ala Thr Phe Val 
405 ' 410 415 



Leu Gly Ala Ser Gly Gly Cys Ser Pro Val Ala Leu Gly Thr Gin Glu 
420 425 430 



Pro Glu lie Glu Leu Pro Ser Glu Pro Arg Pro Asn Glu Glu Cys Leu 
435 440 445 



Gin lie Leu Glu Ser Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp Ala 
450 455 460 
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Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu 
465 470 475 480 



Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg Gin 
485 490 495 



Leu Leu Ser Thr Lys Leu Pro Glu Pro Ser Ser Leu Gin Tyr Leu Pro 
500 505 510 



Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu Asn 
515 520 525 



Val lie Gly Tyr Met Pro lie Pro Val Gly Val Ala Gly Pro Leu Cys 
530 535 540 



Leu Asp Gly Lys Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys 
545 550 555 560 



Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala lie Gly Leu Gly Gly 
565 570 575 



Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro Val 
580 585 590 



Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp Leu 
595 600 605 



Glu Thr Pro Glu Gly Phe Ala Val lie Lys Asp Ala Phe Asp Ser Thr 
610 615 620 



Ser Arg Phe Ala Arg Leu Gin Lys Leu His Val Thr Met Ala Gly Arg 
625 630 635 640 



Asn Leu Tyr lie Arg Phe Gin Ser Lys Thr Gly Asp Ala Met Gly Met 
645 650 655 



Asn Met lie Ser Lys Gly Thr Glu Lys Ala Leu Val Lys Leu Gin Glu 
660 665 670 



Phe Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn Tyr Cys Thr 
675 680 685 



Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys Thr 
690 695 700 



Val Val Cys Glu Ala Val He Pro Ala Arg Val Val Arg Glu Val Leu 
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705 



710 



715 



720 



Lys Thr Thr Thr Glu Ala Met lie Asp Val Asn lie Asn Lys Asn Leu 
725 730 735 



Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala 
740 745 750 



Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala Ala 
755 760 765 



Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly 
770 775 780 



Pro Thr Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu 
785 790 795 800 



lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys 
805 810 815 



Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu 
820 825 830 



Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly 
835 840 845 



Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser 
850 855 860 



His Met Val His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly 
865 870 875 880 



Thr Cys Thr Lys Lys Ala Ala 
885 



<210> 307 
<211> 916 
<212> PRT 

<213> Drosophila melanogaster 
<400> 307 

Met lie Gly Pro Leu Phe Arg Ala Thr Gin Phe Cys Ala Ser His Pro 
15 10 15 



Trp Glu Val lie Val Ala Leu Leu Thr lie Thr Ala Cys Met Leu Asn 
20 25 30 
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Gly Gly Gin Glu Gin Tyr Pro Gly Cys Glu Gin Arg lie Gly His Ser 
35 40 45 



Thr Ala Ser Ala Ala Ala Ala Gly Ser Gly Ser Gly Ala Gly Ser Gly 
50 55 60 



Ala Ser Gly Thr lie Pro Pro Ser Ser Met Gly Gly Ser Ala Thr Ser 
65 70 75 80 



Ser Arg His Arg Pro Cys His Gly Trp Ser Gin Ser Cys Asp Gly Leu 
85 90 95 



Glu Ala Glu Tyr Asn Ala Ala Asp Val lie Leu Met Thr lie Val Arg 
100 105 110 



Cys Thr Ala Val Leu Tyr Cys Tyr Tyr Gin Phe Cys Ser Leu His Arg 
115 120 125 



Leu Gly Ser Lys Tyr Val Leu Gly lie Ala Gly Leu Phe Thr Val Phe 
130 135 140 



Ser Ser Phe lie Phe Thr Thr Ala lie lie Lys Phe Leu Gly Ser Asp 
145 150 155 160 



lie Ser Glu Leu Lys Asp Ala Leu Phe Phe Leu Leu Leu Val lie Asp 
165 170 175 



Leu Ser Asn Ser Gly Arg Leu Arg Ser Gly Ala Met Gly Ser Asn Gin 
180 185 190 



Ala Glu Val Thr Gin Asn lie Ala Arg Gly Leu Glu Leu Leu Gly Pro 
195 200 205 



Ala lie Ser Leu Asp Thr lie Val Val Val Leu Leu Val Gly Val Gly 
210 215 220 



Thr Leu Ser Gly Val Gin Arg Leu Glu Val Leu Cys Met Phe Ala Val 
225 230 235 240 



Leu Ser Val Leu Val Asn Tyr Val Val Phe Met Thr Phe Tyr Pro Ala 
245 250 255 



Cys Leu Ser Leu lie Phe Asp Leu Ser Arg Ser Gly Val Asp Met Ser 
260 265 270 
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Val Val Arg Glu Lys Ala Lys Gly Ser Leu Pro Leu Lys Ser Leu Thr 
275 280 285 



Glu Glu Glu Gin Lys Ala Asn Pro Val Leu Gin Arg Val Lys Leu lie 
290 295 300 



Met Thr Thr Gly Leu Met Ala Val His lie Tyr Ser Arg Glu Val Ser 
305 310 315 320 



Pro Ala Ala Thr Thr Met Val Asp Lys Thr Leu Thr Pro Thr Leu Ser 
325 330 335 



Leu Asn Val Ser Asn Asn Arg Thr Glu Ser Gly Glu lie Ala Asp lie 
340 345 350 



lie lie Lys Trp Leu Thr Met Ser Ala Asp His lie Val lie Ser lie 
355 360 365 



Val Leu lie Ala Leu Val Val Lys Phe lie Cys Phe Asp Asn Arg Asp 
370 375 380 



Pro Leu Pro Asp Gin Leu Arg Gin Ser Gly Pro Val Ala lie Glu Ala 
385 390 395 400 



Lys Ala Ser Gin Thr Thr Pro lie Asp Glu Glu His Val Glu Gin Glu 
405 410 415 



Lys Asp Thr Glu Asn Ser Ala Ala Val Arg Thr Leu Leu Phe Thr lie 
420 425 430 



Glu Asp Gin Ser Ser Ala Asn Ala Ser Thr Gin Thr Asp Leu Leu Pro 
435 440 445 



Leu Arg His Arg Leu Val Gly Pro lie Lys Pro Pro Arg Pro Val Gin 
450 455 460 



Glu Cys Leu Asp lie Leu Asn Ser Thr Glu Glu Gly Ser Gly Pro Ala 
465 470 475 480 



Ala Leu Ser Asp Glu Glu lie Val Ser lie Val His Ala Gly Gly Thr 
485 490 495 



His Cys Pro Leu His Lys lie Glu Ser Val Leu Asp Asp Pro Glu Arg 
500 505 510 



Gly Val Arg lie Arg Arg Gin lie lie Gly Ser Arg Ala Lys Met Pro 
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515 



520 



525 



Val Gly Arg Leu Asp Val Leu Pro Tyr Glu His Phe Asp Tyr Arg Lys 
530 535 540 



Val Leu Asn Ala Cys Cys Glu Asn Val Leu Gly Tyr Val Pro lie Pro 
545 550 555 560 



Val Gly Tyr Ala Gly Pro Leu Leu Leu Asp Gly Glu Thr Tyr Tyr Val 
565 570 575 



Pro Met Ala Thr Thr Glu Gly Ala Leu Val Ala Ser Thr Asn Arg Gly 
580 585 590 



Cys Lys Ala Leu Ser Val Arg Gly Val Arg Ser Val Val Glu Asp Val 
595 600 605 



Gly Met Thr Arg Ala Pro Cys Val Arg Phe Pro Ser Val Ala Arg Ala 
610 615 620 



Ala Glu Ala Lys Ser Trp lie Glu Asn Asp Glu Asn Tyr Arg Val Val 
625 630 635 640 



Lys Thr Glu Phe Asp Ser Thr Ser Arg Phe Gly Arg Leu Lys Asp Cys 
645 650 655 



His lie Ala Met Asp Gly Pro Gin Leu Tyr lie Arg Phe Val Ala lie 
660 665 670 



Thr Gly Asp Arg Met Gly Met Asn Met Val Ser Lys Ala Leu Arg Trp 
675 680 685 



Pro Phe Ala Glu Phe Thr Leu His Phe Pro Asp Met Gin lie lie Ser 
690 695 700 



Leu Ser Gly Asn Phe Cys Cys Asp Lys Lys Pro Ala Ala lie Asn Trp 
705 710 715 720 



He Lys Gly Arg Gly Lys Arg Val Val Thr Glu Cys Thr He Ser Ala 
725 730 735 



Ala Thr Leu Arg Ser Val Leu Lys Thr Asp Ala Lys Thr Leu Val Glu 
740 745 750 



Cys Asn Lys Leu Lys Asn Met Gly Gly Ser Ala Met Ala Gly Ser He 
755 760 765 
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Gly Gly Asn Asn Ala His Ala Ala Asn Met Val Thr Ala Val Phe Leu 
770 775 780 



Ala Thr Gly Gin Asp Pro Ala Gin Asn Val Thr Ser Ser Asn Cys Ser 
785 790 795 800 



Thr Ala Met Glu Cys Trp Ala Glu Asn Ser Glu Asp Leu Tyr Met Thr 
805 810 815 



Cys Thr Met Pro Ser Leu Glu Val Gly Thr Val Gly Gly Gly Thr Gly 
820 825 830 



Leu Pro Gly Gin Ser Ala Cys Leu Glu Met Leu Gly Val Arg Gly Ale 
835 840 845 



His Ala Thr Arg Pro Gly Asp Asn Ala Lys Lys Leu Ala Gin lie Val 
850 855 860 



Cys Ala Thr Val Met Ala Gly Glu Leu Ser Leu Met Ala Ala Leu Val 
865 870 875 880 



Asn Ser Asp Leu Val Lys Ser His Met Arg His Asn Arg Ser Ser lie 
885 890 895 



Ala Val Asn Ser Ala Asn Asn Pro Leu Asn Val Thr Val Ser Ser Cys 
900 905 910 



Ser Thr lie Ser 
915 



<210> 308 
<211> 887 
<212> PRT 

<213> Cricetulus griseus 
<400> 308 

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His 
15 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asn Lys lie Cys Gly Trp Asn Tyr 
35 40 45 
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Glu Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie TVla Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 



Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Glu Asn lie Ala Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
180 185 190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe 
195 200 205 



Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 



Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser His Phe Ala Arg 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gin Arg Val 
245 250 255 



Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg 
260 265 270 



Trp lie Ala Asp Pro Ser Pro Gin Asn Ser Thr Thr Glu His Ser Lys 
275 280 285 



Val Ser Leu Gly Leu Asp Glu Asp Val Ser Lys Arg lie Glu Pro Ser 
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290 295 300 



Val Ser Leu Trp Gin Phe Tyr Leu Ser Lys Met lie Ser Met Asp lie 
305 310 315 320 



Glu Gin Val Val Thr Leu Ser Leu TVla Phe Leu Leu Ala Val Lys Tyr 
325 330 335 



lie Phe Phe Glu Gin Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn 
340 345 350 



Pro lie Thr Ser Pro Val Val Thr Pro Lys Lys Ala Pro Asp Asn Cys 
355 360 365 



Cys Arg Arg Glu Pro Leu Leu Val Arg Arg Ser Glu Lys Leu Ser Ser 
370 375 380 



Val Glu Glu Glu Pro Gly Val Ser Gin Asp Arg Lys Val Glu Val lie 
385 390 395 400 



Lys Pro Leu Val Val Glu Thr Glu Ser Ala Ser Arg Ala Thr Phe Val 
405 410 415 



Leu Gly Ala Ser Gly Thr Ser Pro Pro Val Ala Ala Arg Thr Gin Glu 
420 425 430 



Leu Glu lie Glu Leu Pro Ser Glu Pro Arg Pro Asn Glu Glu Cys Leu 
435 440 445 



Gin lie Leu Glu Ser Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp Ala 
450 455 460 



Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu 
465 470 475 480 



Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg Gin 
485 - 490 495 



Leu Leu Ser Thr Lys Leu Pro Glu Pro Ser Ser Leu Gin Tyr Leu Pro 
500 505 510 



Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu Asn 
515 520 525 



Val He Gly Tyr Met Pro He Pro Val Gly Val Ala Gly Pro Leu Cys 
530 535 540 
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Leu Asp Gly Lys Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys 
545 550 555 560 



Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala lie Gly Leu Gly Gly 
565 570 575 



Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro Val 
580 585 590 



Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp Leu 
595 600 605 



Glu Thr Pro Glu Gly Phe Ala Val lie Lys Asp Ala Phe Asp Ser Thr 
610 615 620 



Ser Arg Phe Ala Arg Leu Gin Lys Leu His Val Thr Met Ala Gly Arg 
625 630 635 640 



Asn Leu Tyr lie Arg Phe Gin Ser Lys Thr Gly Asp Ala Met Gly Met 
645 650 655 



Asn Met lie Ser Lys Gly Thr Glu Lys Ala Leu Leu Lys Leu Gin Glu 
660 665 670 



Phe Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn Tyr Cys Thr 
675 680 685 



Asp Lys Lys Pro Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Thr 
690 695 700 



Val Val Cys Glu Ala Val lie Pro Ala Lys Val Val Arg Glu Val Leu 
705 710 715 720 



Lys Thr Thr Thr Glu Ala Met lie Asp Val Asn lie Asn Lys Asn Leu 
725 730 735 



Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala 
740 745 750 



Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala Ala 
755 760 765 



Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly 
770 775 780 
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Pro Thr Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu 
785 790 795 800 



lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys 
805 810 815 



Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu 
820 825 830 



Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly 
835 840 845 



Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser 
850 855 860 



His Met Val His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly 
865 870 875 880 



Thr Cys Thr Lys Lys Ser Ala 
885 



<210> 309 
<211> 1045 
<212> PRT 

<213> Saccharomyces cerevisiae 
<400> 309 

Met Ser Leu Pro Leu Lys Thr lie Val His Leu Val Lys Pro Phe Ala 
15 10 15 



Cys Thr Ala Arg Phe Ser Ala Arg Tyr Pro lie His Val lie Val Val 
20 25 30 



Ala Val Leu Leu Ser Ala Ala Ala Tyr Leu Ser Val Thr Gin Ser Tyr 
35 40 45 



Leu Asn Glu Trp Lys Leu Asp Ser Asn Gin Tyr Ser Thr Tyr Leu Ser 
50 55 60 



lie Lys Pro Asp Glu Leu Phe Glu Lys Cys Thr His Tyr Tyr Arg Ser 
65 70 75 80 



Pro Val Ser Asp Thr Trp Lys Leu Leu Ser Ser Lys Glu Ala Ala Asp 
85 90 95 



lie Tyr Thr Pro Phe His Tyr Tyr Leu Ser Thr lie Ser Phe Gin Ser 
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100 



105 



110 



Lys Asp Asn Ser Thr Thr Leu Pro Ser Leu Asp Asp Val lie Tyr Ser 
115 120 125 



Val Asp His Thr Arg Tyr Leu Leu Ser Glu Glu Pro Lys lie Pro Thr 
130 135 140 



Glu Leu Val Ser Glu Asn Gly Thr Lys Trp Arg Leu Arg Asn Asn Ser 
145 150 155 160 



Asn Phe lie Leu Asp Leu His Asn lie Tyr Arg Asn Met Val Lys Gin 
165 170 175 



Phe Ser Asn Lys Thr Ser Glu Phe Asp Gin Phe Asp Leu Phe lie lie 
180 185 190 



Leu Ala Ala Tyr Leu Thr Leu Phe Tyr Thr Leu Cys Cys Leu Phe Asn 
195 200 205 



Asp Met Arg Lys lie Gly Ser Lys Phe Trp Leu Ser Phe Ser Ala Leu 
210 215 220 



Ser Asn Ser Ala Cys Ala Leu Tyr Leu Ser Leu Tyr Thr Thr His Ser 
225 230 235 240 



Leu Leu Lys Lys Pro Ala Ser Leu Leu Ser Leu Val lie Gly Leu Pro 
245 250 255 



Phe lie Val Val lie lie Gly Phe Lys His Lys Val Arg Leu Ala Ala 
260 265 270 



Phe Ser Leu Gin Lys Phe His Arg lie Ser lie Asp Lys Lys lie Thr 
275 280 285 



Val Ser Asn lie lie Tyr Glu Ala Met Phe Gin Glu Gly Ala Tyr Leu 
290 295 300 



lie Arg Asp Tyr Leu Phe Tyr lie Ser Ser Phe lie Gly Cys Ala lie 
305 310 315 320 



Tyr Ala Arg His Leu Pro Gly Leu Val Asn Phe Cys lie Leu Ser Thr 
325 330 335 



Phe Met Leu Val Phe Asp Leu Leu Leu Ser Ala Thr Phe Tyr Ser Ala 
340 345 350 
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lie Leu Ser Met Lys Leu Glu lie Asn lie lie His Arg Ser Thr Val 
355 360 365 



lie Arg Gin Thr Leu Glu Glu Asp Gly Val Val Pro Thr Thr Ala Asp 
370 375 380 



lie lie Tyr Lys Asp Glu Thr Ala Ser Glu Pro His Phe Leu Arg Ser 
385 390 395 400 



Asn Val Ala lie lie Leu Gly Lys Ala Ser Val lie Gly Leu Leu Leu 
405 410 415 



Leu lie Asn Leu Tyr Val Phe Thr Asp Lys Leu Asn Ala Thr lie Leu 
420 425 430 



Asn Thr Val Tyr Phe Asp Ser Thr lie Tyr Ser Leu Pro Asn Phe lie 
435 440 445 



Asn Tyr Lys Asp lie Gly Asn Leu Ser Asn Gin Val lie lie Ser Val 
450 455 460 



Leu Pro Lys Gin Tyr Tyr Thr Pro Leu Lys Lys Tyr His Gin lie Glu 
465 470 475 480 



Asp Ser Val Leu Leu lie lie Asp Ser Val Ser Asn Ala lie Arg Asp 
485 490 495 



Gin Phe lie Ser Lys Leu Leu Phe Phe Ala Phe Ala Val Ser lie Ser 
500 505 510 



lie Asn Val Tyr Leu Leu Asn Ala Ala Lys lie His Thr Gly Tyr Met 
515 520 525 



Asn Phe Gin Pro Gin Ser Asn Lys lie Asp Asp Leu Val Val Gin Gin 
530 535 540 



Lys Ser Ala Thr lie Glu Phe Ser Glu Thr Arg Ser Met Pro Ala Ser 
545 550 555 560 



Ser Gly Leu Glu Thr Pro Val Thr Ala Lys Asp lie lie lie Ser Glu 
565 570 575 



Glu lie Gin Asn Asn Glu Cys Val Tyr Ala Leu Ser Ser Gin Asp Glu 
580 585 590 
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Pro lie Arg Pro Leu Ser Asn Leu Val Glu Leu Met Glu Lys Glu Gin 
595 600 605 



Leu Lys Asn Met Asn Asn Thr Glu Val Ser Asn Leu Val Val Asn Gly 
610 615 620 



Lys Leu Pro Leu Tyr Ser Leu Glu Lys Lys Leu Glu Asp Thr Thr Arg 
625 630 635 640 



Ala Val Leu Val Arg Arg Lys Ala Leu Ser Thr Leu Ala Glu Ser Pro 
645 650 655 



lie Leu Val Ser Glu Lys Leu Pro Phe Arg Asn Tyr Asp Tyr Asp Arg 
660 665 670 



Val Phe Gly Ala Cys Cys Glu Asn Val lie Gly Tyr Met Pro lie Pro 
675 680 685 



Val Gly Val lie Gly Pro Leu lie lie Asp Gly Thr Ser Tyr His lie 
690 695 700 



Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Ala Met Arg Gly 
705 710 715 720 



Cys Lys Ala lie Asn Ala Gly Gly Gly Ala Thr Thr Val Leu Thr Lys 
725 730 735 



Asp Gly Met Thr Arg Gly Pro Val Val Arg Phe Pro Thr Leu lie Arg 
740 745 750 



Ser Gly Ala Cys Lys lie Trp Leu Asp Ser Glu Glu Gly Gin Asn Ser 
755 760 765 



lie Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala Arg Leu Gin His 
770 775 780 



lie Gin Thr Cys Leu Ala Gly Asp Leu Leu Phe Met Arg Phe Arg Thr 
785 790 795 800 



Thr Thr Gly Asp Ala Met Gly Met Asn Met lie Ser Lys Gly Val Glu 
805 810 815 



Tyr Ser Leu Lys Gin Met Val Glu Glu Tyr Gly Trp Glu Asp Met Glu 
820 825 830 
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Val Val Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala 
835 840 845 



lie Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Ala Glu Ala Thr 
850 855 860 



lie Pro Gly Asp Val Val Lys Ser Val Leu Lys Ser Asp Val Ser Ala 
865 870 875 880 



Leu Val Glu Leu Asn lie Ser Lys Asn Leu Val Gly Ser Ala Met Ala 
885 . 890 895 



Gly Ser Val Gly Gly Phe Asn Ala His Ala Ala Asn Leu Val Thr Ala 
900 905 910 



Leu Phe Leu Ala Leu Gly Gin Asp Pro T^a Gin Asn Val Glu Ser Ser 
915 920 925 



Asn Cys lie Thr Leu Met Lys Glu Val Asp Gly Asp Leu Arg lie Ser 
930 935 940 



Val Ser Met Pro Ser lie Glu Val Gly Thr lie Gly Gly Gly Thr Val 
945 950 955 960 

Leu Glu Pro G^ Gly Ala Met Leu Asp Leu Leu Gly Val Arg Gly Pro 
965 970 975 



His Pro Thr Glu Pro Gly Ala Asn Ala Arg Gin Leu Ala Arg lie lie 
980 985 990 



Ala Cys Ala Val Leu Ala Gly Glu Leu Ser Leu Cys Ser Ala Leu Ala 
995 1000 1005 



Ala Gly His Leu Val Gin Ser His Met Thr His Asn Arg Lys Thr 
1010 1015 1020 



Asn Lys Ala Asn Glu Leu Pro Gin Pro Ser Asn Lys Gly Pro Pro 
1025 1030 1035 



Cys Lys Thr Ser Ala Leu Leu 
1040 1045 



<210> 310 

<211> 210 

<212> PRT 

<213> Hevea brasiliensis 



25156216 



-558- 



<400> 310 



Leu Glu Ser Asp Phe Ala Asp Met Asp Val lie Gly lie Ser Gly Asn 
15 10 15 



Phe Cys Ser Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg 
20 25 30 



Gly Lys Ser Val Val Cys Glu Ala lie lie Lys Glu Glu Val Val Lys 
35 40 45 



Lys Val Leu Lys Thr Asp Val Ala Leu Leu Val Glu Leu Asn Met Leu 
50 55 60 



Lys Asn Leu Ala Gly Ser Ala Val Ala Gly Ala Leu Gly Gly Phe Asn 
65 70 75 80 



Ala His Ala Gly Asn lie Val Ser Ala lie Phe lie Ala Thr Gly Gin 
85 90 95 



Asp Pro Ala Gin Asn Val Glu Ser Ser His Cys lie Thr Met Met Glu 
100 105 110 



Ala Val Asn Asp Gly Lys Asp Leu His lie Ser Val Thr Leu Pro Ser 
115 120 125 



lie Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ser 
130 135 140 



Ala Cys Leu Asn Leu Leu Gly Val Met Gly Ala Cys Lys Glu Ser Pro 
145 150 155 160 



Gly Ser Tyr Ser Arg Leu Leu Ala Thr lie Val Ala Gly Ser Val Leu 
165 170 175 



Ala Gly Glu Leu Ser Leu Met Ser Ala lie Ala Ala Gly Gin Leu Val 
180 185 190 



Lys Ser His Met Lys Tyr Asn Arg Ser Ser Lys Asp Val Ser Lys Ala 
195 200 205 



Ala Ser 
210 



<210> 311 
<211> 1054 
<212> PRT 
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<213> Saccharomyces cerevisiae 



<400> 311 

Met Pro Pro Leu Phe Lys Gly Leu Lys Gin Met Ala Lys Pro lie Ala 
15 10 15 



Tyr Val Ser Arg Phe Ser Ala Lys Arg Pro lie His lie lie Leu Phe 
20 25 30 



Ser Leu lie lie Ser Ala Phe Ala Tyr Leu Ser Val lie Gin Tyr Tyr 
35 40 45 



Phe Asn Gly Trp Gin Leu Asp Ser Asn Ser Val Phe Glu Thr Ala Pro 
50 55 60 



Asn Lys Asp Ser Asn Thr Leu Phe Gin Glu Cys Ser His Tyr Tyr Arg 
65 70 75 80 



Asp Ser Ser Leu Asp Gly Trp Val Ser lie Thr Ala His Glu Ala Ser 
85 90 95 



Glu Leu Pro Ala Pro His His Tyr Tyr Leu Leu Asn Leu Asn Phe Asn 
100 105 110 



Ser Pro Asn Glu Thr Asp Ser lie Pro Glu Leu Ala Asn Thr Val Phe 
115 120 125 



Glu Lys Asp Asn Thr Lys Tyr lie Leu Gin Glu Asp Leu Ser Val Ser 
130 135 140 



Lys Glu lie Ser Ser Thr Asp Gly Thr Lys Trp Arg Leu Arg Ser Asp 
145 150 155 160 



Arg Lys Ser Leu Phe Asp Val Lys Thr Leu Ala Tyr Ser Leu Tyr Asp 
165 170 175 



Val Phe Ser Glu Asn Val Thr Gin Ala Asp Pro Phe Asp Val Leu lie 
180 185 190 



Met Val Thr Ala Tyr Leu Met Met Phe Tyr Thr lie Phe Gly Leu Phe 
195 200 205 



Asn Asp Met Arg Lys Thr Gly Ser Asn Phe Trp Leu Ser Ala Ser Thr 
210 215 220 



Val Val Asn Ser Ala Ser Ser Leu Phe Leu Ala Leu Tyr Val Thr Gin 
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225 



230 



235 



240 



Cys lie Leu Gly Lys Glu Val Ser Ala Leu Thr Leu Phe Glu Gly Leu 
245 250 255 



Pro Phe lie Val Val Val Val Gly Phe Lys His Lys lie Lys lie Ala 
260 265 270 



Gin Tyr Ala Leu Glu Lys Phe Glu Arg Val Gly Leu Ser Lys Arg lie 
275 280 285 



Thr Thr Asp Glu lie Val Phe Glu Ser Val Ser Glu Glu Gly Gly Arg 
290 295 300 



Leu lie Gin Asp His Leu Leu Cys lie Phe Ala Phe lie Gly Cys Ser 
305 310 315 320 



Met Tyr Ala His Gin Leu Lys Thr Leu Thr Asn Phe Cys lie Leu Ser 
325 330 335 



Ala Phe lie Leu lie Phe Glu Leu lie Leu Thr Pro Thr Phe Tyr Ser 
340 345 350 



Ala lie Leu Ala Leu Arg Leu Glu Met Asn Val lie His Arg Ser Thr 
355 360 365 



lie lie Lys Gin Thr Leu Glu Glu Asp Gly Val Val Pro Ser Thr Ala 
370 375 380 



Arg lie lie Ser Lys Ala Glu Lys Lys Ser Val Ser Ser Phe Leu Asn 
385 390 395 400 



Leu Ser Val Val Val lie lie Met Lys Leu Ser Val lie Leu Leu Phe 
405 410 415 



Val Phe lie Asn Phe Tyr Asn Phe Gly Ala Asn Trp Val Asn Asp Ala 
420 425 430 



Phe Asn Ser Leu Tyr Phe Asp Lys Glu Arg Val Ser Leu Pro Asp Phe 
435 440 445 



lie Thr Ser Asn Ala Ser Glu Asn Phe Lys Glu Gin Ala lie Val Ser 
450 455 460 



Val Thr Pro Leu Leu Tyr Tyr Lys Pro lie Lys Ser Tyr Gin Arg lie 
465 470 475 480 
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Glu Asp Met Val Leu Leu Leu Leu Arg Asn Val Ser Val Ala lie Arg 
485 490 495 



Asp Arg Phe Val Ser Lys Leu Val Leu Ser Ala Leu Val Cys Ser Ala 
500 505 510 



Val lie Asn Val Tyr Leu Leu Asn Ala Ala Arg lie His Thr Ser Tyr 
515 520 525 



Thr Ala Asp Gin Leu Val Lys Thr Glu Val Thr Lys Lys Ser Phe Thr 
530 535 540 



Ala Pro Val Gin Lys Ala Ser Thr Pro Val Leu Thr Asn Lys Thr Val 
545 550 555 560 



lie Ser Gly Ser Lys Val Lys Ser Leu Ser Ser Ala Gin Ser Ser Ser 
565 570 575 



Ser Gly Pro Ser Ser Ser Ser Glu Glu Asp Asp Ser Arg Asp lie Glu 
580 585 590 



Ser Leu Asp Lys Lys lie Arg Pro Leu Glu Glu Leu Glu Ala Leu Leu 
595 600 605 



Ser Ser Gly Asn Thr Lys Gin Leu Lys Asn Lys Glu Val Ala Ala Leu 
610 615 620 



Val lie His Gly Lys Leu Pro Leu Tyr Ala Leu Glu Lys Lys Leu Gly 
625 630 635 640 



Asp Thr Thr Arg Ala Val Ala Val Arg Arg Lys Ala Leu Ser lie Leu 
645 650 655 



Ala Glu Ala Pro Val Leu Ala Ser Asp Arg Leu Pro Tyr Lys Asn Tyr 
660 665 670 



Asp Tyr Asp Arg Val Phe Gly Ala Cys Cys Glu Asn Val lie Gly Tyr 
675 680 685 



Met Pro Leu Pro Val Gly Val lie Gly Pro Leu Val lie Asp Gly Thr 
690 695 700 



Ser Tyr His lie Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser 
705 710 715 720 
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Ala Met Arg Gly Cys Lys Ala lie Asn Ala Gly Gly Gly Ala Thr Thr 
725 730 735 



Val Leu Thr Lys Asp Gly Met Thr Arg Gly Pro Val Val Arg Phe Pro 
740 745 750 



Thr Leu Lys Arg Ser Gly Ala Cys Lys lie Trp Leu Asp Ser Glu Glu 
755 760 765 



Gly Gin Asn Ala lie Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala 
770 775 780 



Arg Leu Gin His lie Gin Thr Cys Leu Ala Gly Asp Leu Leu Phe Met 
785 790 795 800 



Arg Phe Arg Thr Thr Thr Gly Asp Ala Met Gly Met Asn Met lie Ser 
805 810 815 



Lys Gly Val Glu Tyr Ser Leu Lys Gin Met Val Glu Glu Tyr Gly Trp 
820 825 830 



Glu Asp Met Glu Val Val Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys 
835 840 845 



Lys Pro Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val 
850 855 860 



Ala Glu Ala Thr lie Pro Gly Asp Val Val Arg Lys Val Leu Lys Ser 
865 870 875 880 



Asp Val Ser Ala Leu Val Glu Leu Asn lie Ala Lys Asn Leu Val Gly 
885 890 895 



Ser Ala Met Ala Gly Ser Val Gly Gly Phe Asn Ala His Ala 7\la Asn 
900 905 910 



Leu Val Thr Ala Val Phe Leu Ala Leu Gly Gin Asp Pro Ala Gin Asn 
915 920 925 



Val Glu Ser Ser Asn Cys lie Thr Leu Met Lys Glu Val Asp Gly Asp 
930 935 940 



Leu Arg lie Ser Val Ser Met Pro Ser lie Glu Val Gly Thr He Gly 
945 950 955 960 
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Gly Gly Thr Val Leu Glu Pro Gin Gly Ala Met Leu Asp Leu Leu Gly 
965 970 975 



Val Arg Gly Pro His Ala Thr Ala Pro Gly Thr Asn Ala Arg Gin Leu 
980 985 990 



Ala Arg lie Val Ala Cys Ala Val Leu Ala Gly Glu Leu Ser Leu Cys 
995 1000 1005 



Ala Ala Leu Ala Ala Gly His Leu Val Gin Ser His Met Thr His 
1010 1015 1020 



Asn Arg Lys Pro Ala Glu Pro Thr Lys Pro Asn Asn Leu Asp Ala 
1025 1030 1035 



Thr Asp lie Asn Arg Leu Lys Asp Gly Ser Val Thr Cys lie Lys 
1040 1045 1050 



Ser 



<210> 312 
<211> 575 
<212> PRT 

<213> Hevea brasiliensis 
<400> 312 

Met Asp Thr Thr Gly Arg Leu His His Arg Lys His Ala Thr Pro Val 
15 10 15 



Glu Asp Arg Ser Pro Thr Thr Pro Lys Ala Ser Asp Ala Leu Pro Leu 
20 25 30 



Pro Leu Tyr Leu Thr Asn Ala Val Phe Phe Thr Leu Phe Phe Ser Val 
35 40 45 



Ala Tyr Tyr Leu Leu His Arg Trp Arg Asp Lys lie Arg Asn Ser Thr 
50 55 60 



Pro Leu His lie Val Thr Leu Ser Glu lie Val Ala lie Val Ser Leu 
65 70 75 80 



lie Ala Ser Phe lie Tyr Leu Leu Gly Phe Phe Gly lie Asp Phe Val 
85 90 95 



Gin Ser Phe lie Ala Arg Ala Ser His Asp Val Trp Asp Leu Glu Asp 
100 105 110 
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Thr Asp Pro Asn Tyr Leu lie Asp Glu Asp His Arg Leu Val Thr Cys 
115 120 125 



Pro Pro Ala Asn lie Ser Thr Lys Thr Thr lie lie Ala Ala Pro Thr 
130 135 140 



Lys Leu Pro Thr Ser Glu Pro Leu lie Ala Pro Leu Val Ser Glu Glu 
145 150 155 160 



Asp Glu Met lie Val Asn Ser Val Val Asp Gly Lys lie Pro Ser Tyr 
165 170 175 



Ser Leu Glu Ser Lys Leu Gly Asp Cys Lys Arg Ala Ala Ala lie Arg 
180 185 190 



Arg Glu Ala Leu Gin Arg Met Thr Arg Arg Ser Leu Glu Gly Leu Pro 
195 200 205 



Val Glu Gly Phe Asp Tyr Glu Ser lie Leu Gly Gin Cys Cys Glu Met 
210 215 220 



Pro Val Gly Tyr Val Gin lie Pro Val Gly lie Ala Gly Pro Leu Leu 
225 230 235 240 



Leu Asn Gly Arg Glu Tyr Ser Val Pro Met Ala Thr Thr Glu Gly Cys 
245 250 255 



Leu Val Ala Ser Thr Asn Arg Gly Cys Lys Ala lie Tyr Leu Ser Gly 
260 265 270 



Gly Ala Thr Ser Val Leu Leu Lys Asp Gly Met Thr Arg Ala Pro Val 
275 280 285 



Val Arg Phe Ala Ser Ala Thr Arg Ala Ala Glu Leu Lys Phe Phe Leu 
290 295 300 



Glu Asp Pro Asp Asn Phe Asp Thr Leu Ala Val Val Phe Asn Lys Ser 
305 310 315 320 



Ser Arg Phe Ala Arg Leu Gin Gly lie Lys Cys Ser lie Ala Gly Lys 
325 330 335 



Asn Leu Tyr lie Arg Phe Ser Cys Ser Thr Gly Asp Ala Met Gly Met 
340 345 350 
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Asn Met Val Ser Lys Gly Val Gin Asn Val Leu Glu Phe Leu Gin Ser 
355 360 365 



Asp Phe Ser Asp Met Asp Val lie Gly lie Ser Gly Asn Phe Cys Ser 
370 375 380 



Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys Ser 
385 390 395 400 



Val Val Cys Glu Ala lie lie Lys Glu Glu Val Val Lys Lys Val Leu 
405 410 415 



Lys Thr Asn Val Ala Ser Leu Val Glu Leu Asn Met Leu Lys Asn Leu 
420 425 430 



Ala Gly Ser Ala Val Ala Gly Ala Leu Gly Gly Phe Asn Ala His Ala 
435 440 445 



Gly Asn lie Val Ser Ala lie Phe lie Ala Thr Gly Gin Asp Pro Ala 
450 455 460 



Gin Asn Val Glu Ser Ser His Cys lie Thr Met Met Glu Ala Val Asn 
465 470 475 480 



Asp Gly Lys Asp Leu His lie Ser Val Thr Met Pro Ser lie Glu Val 
485 490 495 



Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ser Ala Cys Leu 
500 505 510 



Asn Leu Leu Gly Val Lys Gly Ala Asn Lys Glu Ser Pro Gly Ser Asn 
515 - 520 525 



Ser Arg Leu Leu Ala Ala lie Val Ala Gly Ser Val Leu Ala Gly Glu 
530 535 540 



Leu Ser Leu Met Ser Ala He Ala Ala Gly Gin Leu Val Lys Ser His 
545 550 555 560 



Met Lys Tyr Asn Arg Ser Ser Lys Asp Met Ser Lys Ala Ala Ser 
565 570 575 



<210> 313 

<211> 520 

<212> PRT 

<213> Rattus norvegicus 
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<400> 313 



Met Pro Gly Ser Leu Pro Leu Asn Ala Glu Ala Cys Trp Pro Lys Asp 
15 10 15 



Val Gly He Val Ala Leu Glu He Tyr Phe Pro Ser Gin Tyr Val Asp 
20 25 30 



Gin Ala Glu Leu Glu Lys Tyr Asp Gly Val Asp Ala Gly Lys Tyr Thr 
35 40 45 



He Gly Leu Gly Gin Ala Arg Met Gly Phe Cys Thr Asp Arg Glu Asp 
50 55 60 



He Asn Ser Leu Cys Leu Thr Val Val Gin Lys Leu Met Glu Arg Asn 
65 70 75 80 



Ser Leu Ser Tyr Asp Cys He Gly Arg Leu Glu Val Gly Thr Glu Thr 
85 90 95 



He He Asp Lys Ser Lys Ser Val Lys Ser Asn Leu Met Gin Leu Phe 
100 105 110 



Glu Glu Ser Gly Asn Thr Asp He Glu Gly He Asp Thr Thr Asn Ala 
115 120 125 



Cys Tyr Gly Gly Thr Ala Ala Val Phe Asn Ala Val Asn Trp He Glu 
130 135 140 



Ser Ser Ser Trp Asp Gly Arg Tyr Ala Leu Val Val Ala Gly Asp He 
145 150 155 160 



Ala He Tyr Ala Ser Gly Asn Ala Arg Pro Thr Gly Gly Val Gly Ala 
165 170 175 



Val Ala Leu Leu He Gly Pro Asn Ala Pro Val He Phe Asp Arg Gly 
180 185 190 



Leu Arg Gly Thr His Met Gin His Ala Tyr Asp Phe Tyr Lys Pro Asp 
195 200 205 



Met Leu Ser Glu Tyr Pro Val Val Asp Gly Lys Leu Ser He Gin Cys 
210 215 220 



Tyr Leu Ser Ala Leu Asp Arg Cys Tyr Ser Val Tyr Arg Lys Lys He 
225 230 235 240 
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Arg Ala Gin Trp Gin Lys Glu Gly Lys Asp Lys Asp Phe Thr Leu Asn 
245 250 255 



Asp Phe Gly Phe Met lie Phe His Ser Pro Tyr Cys Lys Leu Val Gin 
260 265 270 



Lys Ser Leu Ala Arg Met Phe Leu Asn Asp Phe Leu Asn Asp Gin Asn 
275 280 285 



Arg Asp Lys Asn Ser lie Tyr Ser Gly Leu Glu Ala Phe Gly Asp Val 
290 295 300 



Lys Leu Glu Asp Thr Tyr Phe Asp Arg Asp Val Glu Lys Ala Phe Met 
305 310 315 320 



Lys Ala Ser Ala Glu Leu Phe Asn Gin Lys Thr Lys Ala Ser Leu Leu 
325 330 335 



Val Ser Asn Gin Asn Gly Asn Met Tyr Thr Ser Ser Val Tyr Gly Ser 
340 345 350 



Leu Ala Ser Val Leu Ala Gin Tyr Ser Pro Gin Gin Leu Ala Gly Lys 
355 360 365 



Arg lie Gly Val Phe Ser Tyr Gly Ser Gly Leu Ala Ala Thr Leu Tyr 
370 375 380 



Ser Leu Lys Val Thr Gin Asp Ala Thr Pro Gly Ser Ala Leu Asp Lys 
385 390 395 400 



lie Thr Ala Ser Leu Cys Asp Leu Lys Ser Arg Leu Asp Ser Arg Thr 
405 410 415 



Cys Val Ala Pro Asp Val Phe Ala Glu Asn Met Lys Leu Arg Glu Asp 
420 425 430 



Thr His His Leu Ala Asn Tyr lie Pro Gin Cys Ser lie Asp Ser Leu 
435 440 445 



Phe Glu Gly Thr Trp Tyr Leu Val Arg Val Asp Glu Lys His Arg Arg 
450 455 460 



Thr Tyr Ala Arg Arg Pro Ser Thr Asn Asp His Ser Leu Asp Glu Gly 
465 470 475 480 
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Val Gly Leu Val His Ser Asn Thr Ala Thr Glu His lie Pro Ser Pro 
485 490 495 



Pila Lys Lys Val Pro Arg Leu Pro Ala Thr Ser Gly Glu Pro Glu Ser 
500 505 510 



Ala Val lie Ser Asn Gly Glu His 
515 520 



<210> 314 

<211> 520 

<212> PRT 

<213> Cricetulus griseus 



<400> 314 

Met Pro Gly Ser Leu Pro Leu Asn Ala Glu Ala Cys Trp Pro Lys Asp 
15 10 15 



Val Gly lie Val Ala Leu Glu lie Tyr Phe Pro Ser Gin Tyr Val Asp 
20 25 30 



Gin Ala Glu Leu Glu Lys Tyr Asp Gly Val Asp Ala Gly Lys Tyr Thr 
35 40 45 



lie Gly Leu Gly Gin Ala Arg Met Gly Phe Cys Thr Asp Arg Glu Asp 
50 55 60 



lie Asn Ser Leu Cys Leu Thr Val Val Gin Asn Leu Met Glu Arg Asn 
65 70 75 80 



Ser Leu Ser Tyr Asp Cys lie Gly Arg Leu Glu Val Gly Thr Glu Thr 
85 90 95 



lie lie Asp Lys Ser Lys Ser Val Lys Ser Asn Leu Met Gin Leu Phe 
100 105 110 



Glu Glu Ser Gly Asn Thr Asp lie Glu Gly lie Asp Thr Thr Asn Ala 
115 120 125 



Cys Tyr Gly Gly Thr Ala Ala Val Phe Asn Ala Val Asn Trp lie Glu 
130 135 140 



Ser Ser Ser Trp Asp Gly Arg Tyr Ala Leu Val Val Ala Gly Asp lie 
145 150 155 160 



Ala lie Tyr Ala Thr Gly Asn Ala Arg Pro Thr Gly Gly Val Gly Ala 
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165 170 175 



Val Ala Leu Leu lie Gly Pro Asn Ala Pro Leu lie Phe Asp Arg Gly 
180 185 190 



Leu Arg Gly Thr His Met Gin His Ala Tyr Asp Phe Tyr Lys Pro Asp 
195 200 205 



Met Leu Ser Glu Tyr Pro lie Val Asp Gly Lys Leu Ser lie Gin Cys 
210 215 220 



Tyr Leu Ser Ala Leu Asp Arg Cys Tyr Ser Val Tyr Arg Lys Lys lie 
225 230 235 240 



Arg Ala Gin Trp Gin Lys Glu Gly Asn Asp Asn Asp Phe Thr Leu Asn 
245 250 255 



Asp Phe Gly Phe Met lie Ser His Ser Pro Tyr Cys Lys Leu Val Gin 
260 265 270 



Lys Ser Leu Ala Arg Met Phe Leu Asn Asp Phe Leu Asn Asp Gin Asn 
275 280 285 



Arg Asp Lys Asn Ser lie Tyr Ser Gly Leu Glu Ala Phe Gly Asp Val 
290 295 300 



Lys Leu Glu Asp Thr Tyr Phe Asp Arg Asp Val Glu Lys Ala Phe Met 
305 310 315 320 



Lys Ala Ser Ser Glu Leu Phe Asn Gin Lys Thr Lys Ala Ser Leu Leu 
325 330 335 



Val Ser Asn Gin Asn Gly Asn Met Tyr Thr Ser Ser Val Tyr Gly Ser 
340 345 350 



Leu Ala Ser Val Leu Ala Gin Tyr Ser Pro Gin Gin Leu Ala Gly Lys 
355 360 365 



Arg lie Gly Val Phe Ser Tyr Gly Ser Gly Leu Ala Ala Thr Leu Tyr 
370 375 380 



Ser Leu Lys Val Thr Gin Asp Ala Thr Pro Gly Ser Ala Leu Asp Lys 
385 390 395 400 



Val Thr Ala Ser Leu Cys Asp Leu Lys Ser Arg Leu Asp Ser Arg Thr 
405 410 415 
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Cys Val Ala Pro Asp Val Phe Ala Glu Asn Met Lys Leu Arg Glu Asp 
420 425 430 



Thr His His Leu Ala Asn Tyr lie Pro Gin Cys Ser lie Asp Ser Leu 
435 440 445 



Phe Glu Gly Thr Trp Tyr Leu Val Arg Val Asp Glu Lys His Arg Arg 
450 455 460 



Thr Tyr Ala Arg Arg Pro Ser Thr Asn Asp His Asn Leu Gly Asp Gly 
465 470 475 480 



Val Gly Leu Val His Ser Asn Thr Ala Thr Glu His lie Pro Ser Pro 
485 490 495 



Ala Lys Lys Val Pro Arg Leu Pro Ala Thr Ala Ala Glu Ser Glu Ser 
500 505 510 



Ala Val lie Ser Asn Gly Glu His 
515 520 



<210> 315 
<211> 522 
<212> PRT 

<213> Gallus gallus 
<400> 315 

Met Pro Gly Ser Leu Pro Val Asn Thr Glu Ser Cys Trp Pro Lys Asp 
15 10 15 



Val Gly lie Val Ala Leu Glu lie Tyr Phe Pro Ser Gin Tyr Val Asp 
20 25 30 



Gin Thr Glu Leu Glu Lys Tyr Asp Gly Val Asp Ala Gly Lys Tyr Thr 
35 40 45 



lie Gly Leu Gly Gin Ser Lys Met Gly Phe Cys Ser Asp Arg Glu Asp 
50 55 60 



lie Asn Ser Leu Cys Leu Thr Val Val Gin Lys Leu Met Glu Arg Asn 
65 70 75 80 



Ser Leu Ser Tyr Asp Cys lie Gly Arg Leu Glu Val Gly Thr Glu Thr 
85 90 95 
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lie lie Asp Lys Ser Lys Ser Val Lys Thr Val Leu Met Gin Leu Phe 
100 105 110 



Glu Glu Ser Gly Asn Thr Asp Val Glu Gly lie Asp Thr Thr Asn Ala 
115 120 125 



Cys Tyr Gly Gly Thr Ala Ala Leu Phe Asn Ala lie Asn Trp lie Glu 
130 135 140 



Ser Ser Ser Trp Asp Gly Arg Tyr Ala Leu Val Val Ala Gly Asp lie 
145 150 155 160 



Ala Val Tyr Ala Thr Gly Asn Ala Arg Pro Thr Gly Gly Ala Gly Ala 
165 170 175 



Val Ala Met Leu Val Gly Ser Asn Ala Pro Leu lie Phe Glu Arg Gly 
180 185 190 



Leu Arg Gly Thr His Met Gin His Ala Tyr Asp Phe Tyr Lys Pro Asp 
195 200 205 



Met Val Ser Glu Tyr Pro Val Val Asp Gly Lys Leu Ser lie Gin Cys 
210 215 220 



Tyr Leu Ser Ala Leu Asp Arg Cys Tyr Ser Val Tyr Arg Asn Lys lie 
225 230 235 240 



His Ala Gin Trp Gin Lys Glu Gly Thr Asp Arg Gly Phe Thr Leu Asn 
245 250 255 



Asp Phe Gly Phe Met lie Phe His Ser Pro Tyr Cys Lys Leu Val Gin 
260 265 270 



Lys Ser Val Ala Arg Leu Leu Leu Asn Asp Phe Leu Ser Asp Gin Asn 
275 280 285 



Ala Glu Thr Ala Asn Gly Val Phe Ser Gly Leu Glu Ala Phe Arg Asp 
290 295 300 



Val Lys Leu Glu Asp Thr Tyr Phe Asp Arg Asp Val Glu Lys Ala Phe 
305 310 315 320 



Met Lys Ala Ser Ala Glu Leu Phe Asn Gin Lys Thr Lys Ala Ser Leu 
325 330 335 



Leu Val Ser Asn Gin Asn Gly Asn Met Tyr Thr Pro Ser Val Tyr Gly 
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340 



345 



350 



Cys Leu Ala Ser Leu Leu Ala Gin Tyr Ser Pro Glu His Leu Ala Gly 
355 360 365 



Gin Arg lie Ser Glu Phe Ser Tyr Gly Ser Gly Phe Ala Ala Thr Leu 
370 375 380 



Tyr Ser lie Arg Val Thr Gin Asp Ala Thr Pro Gly Ser Ala Leu Asp 
385 390 395 400 



Lys lie Thr Ala Ser Leu Ser Asp Leu Lys Ala Arg Leu Asp Ser Arg 
405 410 415 



Lys Cys lie Ala Pro Asp Val Phe Ala Glu Asn Met Lys lie Arg Gin 
420 425 430 



Glu Thr His His Leu Ala Asn Tyr lie Pro Gin Cys Ser Val Glu Asp 
435 440 445 



Leu Phe Glu Gly Thr Trp Tyr Leu Val Arg Val Asp Glu Lys His Arg 
450 455 460 



Arg Thr Tyr Ala Arg Arg Pro Val Met Gly Asp Gly Pro Leu Glu Ala 
465 470 475 480 



Gly Val Glu Val Val His Pro Gly lie Val His Glu His lie Pro Ser 
485 490 495 



Pro Ala Lys Lys Val Pro Arg lie Pro Ala Thr Thr Glu Ser Glu Gly 
500 505 510 



Val Thr Val Ala He Ser Asn Gly Val His 
515 520 



<210> 316 
<211> 508 
<212> PRT 

<213> Rattus norvegicus 
<400> 316 

Met Gin Arg Leu Leu Ala Pro Ala Arg Arg Val Leu Gin Val Lys Arg 
15 10 15 



Val Met Gin Glu Ser Ser Leu Ser Pro Ala His Leu Leu Pro Ala Ala 
20 25 30 
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Gin Gin Arg Phe Ser Thr lie Pro Pro Ala Pro Leu Ala Lys Thr Asp 
35 40 45 



Thr Trp Pro Lys Asp Val Gly lie Leu Ala Leu Glu Val Tyr Phe Pro 
50 55 60 



Ala Gin Tyr Val Asp Gin Thr Asp Leu Glu Lys Phe Asn Asn Val Glu 
65 70 75 80 



Ala Gly Lys Tyr Thr Val Gly Leu Gly Gin Thr Arg Met Gly Phe Cys 
85 90 95 



Ser Val Gin Glu Asp lie Asn Ser Leu Cys Leu Thr Val Val Gin Arg 
100 105 110 



Leu Met Glu Arg Thr Lys Leu Pro Trp Asp Ala Val Gly Arg Leu Glu 
115 120 125 



Val Gly Thr Glu Thr lie lie Asp Lys Ser Lys Ala Val Lys Thr Val 
130 135 140 



Leu Met Glu Leu Phe Gin Asp Ser Gly Asn Thr Asp lie Glu Gly lie 
145 150 155 160 



Asp Thr Thr Asn Ala Cys Tyr Gly Gly Thr Ala Ser Leu Phe Asn Ala 
165 170 175 



Ala Asn Trp Met Glu Ser Ser Tyr Trp Asp Gly Arg Tyr Ala Leu Val 
180 185 190 



Val Cys Gly Asp lie Ala Val Tyr Pro Ser Gly Asn Pro Arg Pro Thr 
195 200 205 



Gly Gly Ala Gly Ala Val Ala Met Leu lie Gly Pro Lys Ala Pro Leu 
210 215 220 



Val Leu Glu Gin Gly Leu Arg Gly Thr His Met Glu Asn Ala Tyr Asp 
225 230 235 240 



Phe Tyr Lys Pro Asn Leu Ala Ser Glu Tyr Pro Leu Val Asp Gly Lys 
245 250 255 



Leu Ser lie Gin Cys Tyr Leu Arg Ala Leu Asp Arg Cys Tyr Ala Ala 
260 265 270 
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Tyr Arg Arg Lys lie Gin Asn Gin Trp Lys Gin Ala Gly Asn Asn Gin 
275 280 285 



Pro Phe Thr Leu Asp Asp Val Gin Tyr Met lie Phe His Thr Pro Phe 
290 295 300 



Cys Lys Met Val Gin Lys Ser Leu Ala Arg Leu Met Phe Asn Asp Phe 
305 310 315 320 



Leu Ser Ser Ser Ser Asp Lys Gin Asn Asn Leu Tyr Lys Gly Leu Glu 
325 330 335 



Ala Phe Lys Gly Leu Lys Leu Glu Glu Thr Tyr Thr Asn Lys Asp Val 
340 345 350 



Asp Lys Ala Leu Leu Lys Ala Ser Leu Asp Met Phe Asn Lys Lys Thr 
355 360 365 



Lys Ala Ser Leu Tyr Leu Ser Thr Asn Asn Gly Asn Met Tyr Thr Ser 
370 375 380 



Ser Leu Tyr Gly Cys Leu Ala Ser Leu Leu Ser His His Ser Ala Gin 
385 390 395 400 



Glu Leu Ala Gly Ser Arg lie Gly Ala. Phe Ser Tyr Gly Ser Gly Leu 
405 410 415 



Ala Ala Ser Phe Phe Ser Phe Arg Val Ser Lys Asp Ala Ser Pro Gly 
420 • 425 430 



Ser Pro Leu Glu Lys Leu Val Ser Ser Val Ser Asp Leu Pro Lys Arg 
435 440 445 



Leu Asp Ser Arg Arg Arg Met Ser Pro Glu Glu Phe Thr Glu lie Met 
450 455 460 



Asn Gin Arg Glu Gin Phe Tyr His Lys Val Asn Phe Ser Pro Pro Gly 
465 470 475 480 



Asp Thr Ser Asn Leu Phe Pro Gly Thr Trp Tyr Leu Glu Arg Val Asp 
485 490 495 



Glu Met His Arg Arg Lys Tyr Ala Arg Arg Pro Val 
500 505 



<210> 317 
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<211> 567 
<212> PRT 

<213> Artemisia annua 
<400> 317 

Met Asp Leu Arg Arg Lys Leu Pro Pro Lys Pro Pro Ser Ser Thr Thr 
15 10 15 



Thr Lys Gin Pro Ser His Arg Ser His Ser Pro Thr Pro lie Pro Lys 
20 25 30 



Ala Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Thr Phe Phe 
35 40 45 



Phe Thr Leu Phe Phe Ser Val Ala Tyr Tyr Leu Leu His Arg Trp Arg 
50 55 60 



Asp Lys lie Arg Ser Gly Thr Pro Leu His Val Val Thr Leu Thr Glu 
65 70 75 80 



Leu Ser Ala lie Val Leu Leu lie Ala Ser Phe lie Tyr Leu Leu Gly 
85 90 95 



Phe Phe Gly lie Asp Phe Val Gin Ser Phe Thr Ser Arg Glu Asn Glu 
100 105 110 



Gin Leu Asn Asn Asp Asp His Asn Val Val Ser Thr Asn Asn Val Leu 
115 120 125 



Ser Asp Arg Arg Leu Val Tyr Asp Tyr Gly Phe Asp Val Thr Gly Asp 
130 135 140 



Asn Asp Asn Asp Asn Asp Asp Asp Val lie Val Lys Ser Val Val Ser 
145 150 155 160 



Gly Glu Val Asn Ser Tyr Ser Leu Glu Ala Ser Leu Gly Asp Cys Tyr 
165 170 175 



Arg Ala Ala Lys lie Arg Lys Arg Ala Val Glu Arg lie Val Gly Arg 
180 185 190 



Glu Val Leu Gly Leu Gly Phe Glu Gly Phe Asp Tyr Glu Ser lie Leu 
195 200 205 



Gly Gin Cys Cys Glu Met Pro lie Gly Tyr Val Gin Val Pro Val Gly 
210 215 220 
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Val Ala Gly Pro Leu Leu Leu Asn Gly Gly Glu Phe Met Val Pro Met 
225 230 235 240 



Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Lys 
245 250 255 



Ala lie Cys Leu Ser Gly Gly TVla Thr Ala lie Leu Leu Lys Asp Gly 
260 265 270 



Met Thr Arg Ala Pro Val Val Arg Phe Ala Thr Ala Glu Arg Ala Ser 
275 280 285 



Gin Leu Lys Phe Tyr Leu Glu Asp Gly Val Asn Phe Asp Thr Leu Ser 
290 295 300 



Val Val Phe Asn Lys Ser Ser Arg Phe Ala Arg Leu Gin Asn lie Gin 
305 310 315 320 



Cys Ser lie Ala Gly Lys Asn Leu Tyr lie Arg Phe Thr Cys Ser Thr 
325 330 335 



Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Gly Val Gin Asn Val 
340 345 350 



Leu Asp Phe Leu Gin Asn Asp Phe Pro Asp Met Asp Val lie Gly lie 
355 360 365 



Ser Trp Lys Phe Cys Ser Asp Lys Lys Pro Thr Ala Val Asn Trp lie 
370 375 380 



Glu Gly Arg Gly Lys Ser Val Val Phe Gin Ala Val lie Thr Lys Lys 
385 390 395 400 



Val Val Arg Lys Ser Ala Leu Asn Pro Gin Thr Cys Thr Cys Arg Thr 
405 410 415 



Leu Thr Cys Leu Arg Pro Leu Leu Val Leu Leu Leu Leu Val Leu Leu 
420 425 430 



Val Asp Leu Met His Met Leu His lie Val Ser Ala Val Phe lie Ala 
435 440 445 



Thr Gly Gin Asp Pro Ala Gin Asn lie Glu Ser Ser His Cys lie Thr 
450 455 460 
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Met Met Glu Ala Val Asn Asn Gly Lys Asp Leu His Val Asn Val Thr 
465 470 475 480 



Met Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala 
485 490 495 



Ser Gin Ser Ala Cys Leu Asn Leu Leu Gly Val Lys Gly Ala Cys lie 
500 505 510 



Glu Ser Pro Gly Ser Asn Ala Gin Leu Leu Ala Arg lie Val Ala Gly 
515 520 525 



Ser Val Leu Ala Gly Glu Leu Ser Leu Met Ser Ala lie Ser Ala Gly 
530 535 540 



Gin Leu Val Lys Ser His Met Lys Tyr Asn Arg Ser Ser Arg Asp Met 
545 550 555 560 



Ser Ala lie Ala Ser Lys Val 

565 



<210> 318 
<211> 428 
<212> PRT 

<213> Pseudomonas mevalonii 
<400> 318 

Met Ser Leu Asp Ser Arg Leu Pro Ala Phe Arg Asn Leu Ser Pro Ala 
15 10 15 



Ala Arg Leu Asp His lie Gly Gin Leu Leu Gly Leu Ser His Asp Asp 
20 25 30 



Val Ser Leu Leu Ala Asn Ala Gly Ala Leu Pro Met Asp lie Ala Asn 
35 40 45 



Gly Met lie Glu Asn Val lie Gly Thr Phe Glu Leu Pro Tyr Ala Val 
50 55 60 



Ala Ser Asn Phe Gin lie Asn Gly Arg Asp Val Leu Val Pro Leu Val 
65 70 75 80 



Val Glu Glu Pro Ser lie Val Ala Ala Ala Ser Tyr Met Ala Lys Leu 
85 90 95 



Ala Arg Ala Asn Gly Gly Phe Thr Thr Ser Ser Ser Ala Pro Leu Met 
100 105 110 
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His Ala Gin Val Gin lie Val Gly lie Gin Asp Pro Leu Asn Ala Arg 
115 120 125 



Leu Ser Leu Leu Arg Arg Lys Asp Glu lie lie Glu Leu Ala Asn Arg 
130 .135 140 



Lys Asp Gin Leu Leu Asn Ser Leu Gly Gly Gly Cys Arg Asp lie Glu 
145 150 155 160 



Val His Thr Phe Ala Asp Thr Pro Arg Gly Pro Met Leu Val Ala His 
165 170 175 



Leu lie Val Asp Val Arg Asp Ala Met Gly Ala Asn Thr Val Asn Thr 
180 185 190 



Met Ala Glu Ala Val Ala Pro Leu Met Glu Ala lie Thr Gly Gly Gin 
195 200 205 



Val Arg Leu Arg lie Leu Ser Asn Leu Ala Asp Leu Arg Leu Ala Arg 
210 215 220 



Ala Gin Val Arg lie Thr Pro Gin Gin Leu Glu Thr Ala Glu Phe Ser 
225 230 235 240 



Gly Glu Ala Val lie Glu Gly lie Leu Asp Ala Tyr Ala Phe Ala Ala 
245 250 255 



Val Asp Pro Tyr Arg Ala Ala Thr His Asn Lys Gly lie Met Asn Gly 
260 265 270 



lie Asp Pro Leu lie Val Ala Thr Gly Asn Asp Trp Arg Ala Val Glu 
275 280 285 



Ala Gly Ala His Ala Tyr Ala Cys Arg Ser Gly His Tyr Gly Ser Leu 
290 295 300 



Thr Thr Trp Glu Lys Asp Asn Asn Gly His Leu Val Gly Thr Leu Glu 
305 310 315 320 



Met Pro Met Pro Val Gly Leu Val Gly Gly Ala Thr Lys Thr His Pro 
325 330 335 



Leu Ala Gin Leu Ser Leu Arg lie Leu Gly Val Lys Thr Ala Gin Ala 
340 345 350 
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Leu Ala Glu lie Ala Val Ala Val Gly Leu Ala Gin Asn Leu Gly Ala 
355 360 365 



Met Arg Ala Leu Ala Thr Glu Gly lie Gin Arg Gly His Met Ala Leu 
370 375 380 



His Ala Arg Asn lie Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val 
385 390 395 400 



Asp Trp Val Ala Arg Gin Leu Val Glu Tyr His Asp Val Arg Ala Asp 
405 410 415 



Arg Ala Val Ala Leu Leu Lys Gin Lys Arg Gly Gin 
420 425 



<210> 319 
<211> 428 
<212> PRT 

<213> Pseudomonas mevalonii 
<400> 319 

Met Ser Leu Asp Ser Arg Leu Pro Ala Phe Arg Asn Leu Ser Pro Ala 
15 10 15 



Ala Arg Leu Asp His lie Gly Gin Leu Leu Gly Leu Ser His Asp Asp 
20 25 30 



Val Ser Leu Leu Ala Asn Ala Gly Ala Leu Pro Met Asp lie Ala Asn 
35 40 45 



Gly Met lie Glu Asn Val lie Gly Thr Phe Glu Leu Pro Tyr Ala Val 
50 55 60 



Ala Ser Asn Phe Gin lie Asn Gly Arg Asp Val Leu Val Pro Leu Val 
65 70 75 80 



Val Glu Glu Pro Ser lie Val Ala Ala Ala Ser Tyr Met Ala Lys Leu 
85 90 95 



Ala Arg Ala Asn Gly Gly Phe Thr Thr Ser Ser Ser Ala Pro Leu Met 
100 105 110 



His Ala Gin Val Gin lie Val Gly lie Gin Asp Pro Leu Asn Ala Arg 
115 120 125 



Leu Ser Leu Leu Arg Arg Lys Asp Glu lie lie Glu Leu Ala Asn Arg 
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• 130 135 140 



Lys Asp Gin Leu Leu Asn Ser Leu Gly Gly Gly Cys Arg Asp lie Glu 
145 150 155 160 



Val His Thr Phe Ala Asp Thr Pro Arg Gly Pro Met Leu Val Ala His 
165 170 175 



Leu lie Val Asp Val Arg Asp Ala Met Gly Ala Asn Thr Val Asn Thr 
180 185 190 



Met Ala Glu Ala Val Ala Pro Leu Met Glu Ala lie Thr Gly Gly Gin 
195 200 205 



Val Arg Leu Arg lie Leu Ser Asn Leu Ala Asp Leu Arg Leu Ala Arg 

210 215 220 



Ala Gin Val Arg lie Thr Pro Gin Gin Leu Glu Thr Ala Glu Phe Ser 
225 230 235 240 



Gly Glu Ala Val lie Glu Gly lie Leu Asp Ala Tyr Ala Phe Ala Ala 
245 250 255 



Val Asp Pro Tyr Arg Ala Ala Thr His Asn Lys Gly lie Met Asn Gly 
260 265 270 



lie Asp Pro Leu lie Val Ala Thr Gly Asn Asp Trp Arg Ala Val Glu 
275 280 285 



Ala Gly Ala His Ala Tyr Ala Cys Arg Ser Gly His Tyr Gly Ser Leu 
290 295 300 



Thr Thr Trp Glu Lys Asp Asn Asn Gly His Leu Val Gly Thr Leu Glu 
305 310 315 320 



Met Pro Met Pro Val Gly Leu Val Gly Gly Ala Thr Lys Thr His Pro 
325 330 335 



Leu Ala Gin Leu Ser Leu Arg lie Leu Gly Val Lys Thr Ala Gin. Ala 
340 345 350 



Leu Ala Glu lie Ala Val Ala Val Gly Leu Ala Gin Asn Leu Gly Ala 
355 360 365 



Met Arg Ala Leu Ala Thr Glu Gly lie Gin Arg Gly His Met Ala Leu 
370 375 380 
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His Ala Arg Asn lie Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val 
385 390 395 400 



Asp Trp Val Ala Arg Gin Leu Val Glu Tyr His Asp Val Arg Ala Asp 
405 410 415 



Arg Ala Val Ala Leu Leu Lys Gin Lys Arg Gly Gin 
420 425 



<210> 320 
<211> 428 
<212> PRT 

<213> Pseudomonas mevalonii 
<400> 320 

Met Ser Leu Asp Ser Arg Leu Pro Ala Phe Arg Asn Leu Ser Pro Ala 
15 10 15 



Ala Arg Leu Asp His lie Gly Gin Leu Leu Gly Leu Ser His Asp Asp 
20 25 30 



Val Ser Leu Leu Ala Asn Ala Gly Ala Leu Pro Met Asp lie Ala Asn 
35 40 45 



Gly Met lie Glu Asn Val lie Gly Thr Phe Glu Leu Pro Tyr Ala Val 
50 55 60 



Ala Ser Asn Phe Gin lie Asn Gly Arg Asp Val Leu Val Pro Leu Val 
65 70 75 80 



Val Glu Glu Pro Ser He Val Ala Ala Ala Ser Tyr Met Ala Lys Leu 
85 90 95 



Ala Arg Ala Asn Gly Gly Phe Thr Thr Ser Ser Ser Ala Pro Leu Met 
100 105 110 



His Ala Gin Val Gin He Val Gly He Gin Asp Pro Leu Asn Ala Arg 
115 120 125 



Leu Ser Leu Leu Arg Arg Lys Asp Glu He He Glu Leu Ala Asn Arg 
130 135 140 



Lys Asp Gin Leu Leu Asn Ser Leu Gly Gly Gly Cys Arg Asp He Glu 
145 150 155 160 
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Val His Thr Phe TVla Asp Thr Pro Arg Gly Pro Met Leu Val Ala His 
165 170 175 



Leu lie Val Asp Val Arg Asp Ala Met Gly Ala Asn Thr Val Asn Thr 
180 185 190 



Met Ala Glu Ala Val Ala Pro Leu Met Glu Ala lie Thr Gly Gly Gin 
195 200 205 



Val Arg Leu Arg lie Leu Ser Asn Leu Ala Asp Leu Arg Leu Ala Arg 
210 215 220 



Ala Gin Val Arg lie Thr Pro Gin Gin Leu Glu Thr Ala Glu Phe Ser 
225 230 235 240 



Gly Glu Ala Val lie Glu Gly lie Leu Asp Ala Tyr Ala Phe Ala Ala 
245 250 255 



Val Asp Pro Tyr Arg Ala Ala Thr His Asn Lys Gly lie Met Asn Gly 
260 265 270 



lie Asp Pro Leu lie Val Ala Thr Gly Asn Asp Trp Arg Ala Val Glu 
275 280 285 



Ala Gly Ala His Ala Tyr Ala Cys Arg Ser Gly His Tyr Gly Ser Leu 
290 295 300 



Thr Thr Trp Glu Lys Asp Asn Asn Gly His Leu Val Gly Thr Leu Glu 
305 310 315 320 



Met Pro Met Pro Val Gly Leu Val Gly Gly Ala Thr Lys Thr His Pro 
325 330 335 



Leu Ala Gin Leu Ser Leu Arg lie Leu Gly Val Lys Thr Ala Gin Ala 
340 345 350 



Leu Ala Glu lie Ala Val Ala Val Gly Leu Ala Gin Asn Leu Gly Ala 
355 360 365 



Met Arg Ala Leu Ala Thr Glu Gly lie Gin Arg Gly His Met Ala Leu 
370 375 380 



His Ala Arg Asn lie Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val 
385 390 395 400 



Asp Trp Val Ala Arg Gin Leu Val Glu Tyr His Asp Val Arg Ala Asp 
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405 410 415 



Arg Ala Val Ala Leu Leu Lys Gin Lys Arg Gly Gin 
420 425 



<210> 321 
<211> 428 
<212> PRT 

<213> Pseudomonas mevalonii 
<400> 321 

Met Ser Leu Asp Ser Arg Leu Pro Ala Phe Arg Asn Leu Ser Pro Ala 
15 10 15 



Ala Arg Leu Asp His lie Gly Gin Leu Leu Gly Leu Ser His Asp Asp 
20 25 30 



Val Ser Leu Leu Ala Asn Ala Gly Ala Leu Pro Met Asp lie Ala Asn 
35 40 45 



Gly Met lie Glu Asn Val lie Gly Thr Phe Glu Leu Pro Tyr Ala Val 
50 55 60 



Ala Ser Asn Phe Gin lie Asn Gly Arg Asp Val Leu Val Pro Leu Val 
65 70 75 80 



Val Glu Glu Pro Ser lie Val Ala Ala Ala Ser Tyr Met Ala Lys Leu 
85 90 95 



Ala Arg Ala Asn Gly Gly Phe Thr Thr Ser Ser Ser Ala Pro Leu Met 
100 105 110 



His Ala Gin Val Gin lie Val Gly lie Gin Asp Pro Leu Asn Ala Arg 
115 120 125 



Leu Ser Leu Leu Arg Arg Lys Asp Glu lie lie Glu Leu Ala Asn Arg 
130 135 140 



Lys Asp Gin Leu Leu Asn Ser Leu Gly Gly Gly Cys Arg Asp lie Glu 
145 150 155 160 



Val His Thr Phe Ala Asp Thr Pro Arg Gly Pro Met Leu Val Ala His 
165 170 175 



Leu lie Val Asp Val Arg Asp Ala Met Gly Ala Asn Thr Val Asn Thr 
180 185 190 
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Met Ala Glu Ala Val Ala Pro Leu Met Glu Ala lie Thr Gly Gly Gin 
195 200 205 



Val Arg Leu Arg lie Leu Ser Asn Leu Ala Asp Leu Arg Leu Ala Arg 
210 215 220 



Ala Gin Val Arg lie Thr Pro Gin Gin Leu Glu Thr Ala Glu Phe Ser 
225 230 235 240 



Gly Glu Ala Val lie Glu Gly lie Leu Asp Ala Tyr Ala Phe Ala Ala 
245 250 255 



Val Asp Pro Tyr Arg Ala Ala Thr His Asn Lys Gly lie Met Asn Gly 
260 265 270 



lie Asp Pro Leu lie Val Ala Thr Gly Asn Asp Trp Arg Ala Val Glu 
275 280 285 



Ala Gly Ala His Ala Tyr Ala Cys Arg Ser Gly His Tyr Gly Ser Leu 
290 295 300 



Thr Thr Trp Glu Lys Asp Asn Asn Gly His Leu Val Gly Thr Leu Glu 
305 310 315 320 



Met Pro Met Pro Val Gly Leu Val Gly Gly Ala Thr Lys Thr His Pro 
325 330 335 



Leu Ala Gin Leu Ser Leu Arg lie Leu Gly Val Lys Thr Ala Gin Ala 
340 345 350 



Leu Ala Glu lie Ala Val Ala Val Gly Leu TVla Gin Asn Leu Gly Ala 
355 360 365 



Met Arg Ala Leu Ala Thr Glu Gly lie Gin Arg Gly His Met Ala Leu 
370 375 380 



His Ala Arg Asn lie Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val 
385 390 395 400 



Asp Trp Val Ala Arg Gin Leu Val Glu Tyr His Asp Val Arg Ala Asp 
405 410 415 



Arg Ala Val Ala Leu Leu Lys Gin Lys Arg Gly Gin 
420 425 
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<210> 322 

<211> 560 

<212> PRT 

<213> Oryza sativa 

<400> 322 

Met Glu Val Arg Arg Arg Ala Pro Leu Pro Pro Pro Pro Gly Arg Val 
15 10 15 



Gin Ala Gly Asp Ala Leu Pro Leu Pro lie Arg His Thr Asn Leu lie 
20 25 30 



Phe Ser Ala Leu Phe Ala Ala Ser Leu Ala Tyr Leu Met Arg Arg Trp 
35 40 45 



Arg Glu Lys lie Arg Ser Ser Thr Pro Leu His Val Val Gly Leu Ala 
50 55 60 



Glu Met Leu Ala lie Phe Gly Leu Val Ala Ser Leu lie Tyr Leu Leu 
65 70 75 80 



Ser Phe Phe Gly lie Ala Phe Val Gin Ser lie Val Ser Ser Ser Asp 
85 90 95 



Asp Glu Glu Glu Asp Phe Leu Val Gly Pro Ala Arg Gly Ser Ser Ala 
100 105 110 



Ala Ala Ala Val Ala Pro Arg Ala Pro Ser Ser Pro Ala Gin Cys Ser 
115 120 125 



Leu Leu Gly Ser Pro His Asp Asp Ala Ala Arg Glu Arg Met Pro Glu 
130 135 140 



Glu Asp Glu Glu lie Val Ser Ser Val Val Ala Gly Lys Val Pro Ser 
145 150 155 160 



Tyr Val Leu Glu Thr Lys Leu Gly Asp Cys Arg Arg Ala Ala Gly lie 
165 170 175 



Arg Arg Glu Ala Val Arg Arg lie Thr Gly Arg Gin lie Glu Gly Leu 
180 185 190 



Pro Leu Asp Gly Phe Asp Tyr Ala Ser lie Leu Gly Gin Cys Cys Glu 
195 200 205 



Leu Pro Val Gly Tyr Val Gin Leu Pro Val Gly lie Ala Gly Pro Leu 
210 215 220 
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Leu Leu Asp Gly Gin Arg Phe Tyr Val Pro Met Ala Thr Thr Glu Gly 
225 230 235 240 



Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Lys Ala lie Ala Glu Ser 
245 250 255 



Gly Gly Ala Val Ser Val Val Leu Arg Asp Gly Met Thr Arg Ala Pro 
260 265 270 



Val Ala Arg Leu Pro Thr Ala Arg Arg Ala Ala Glu Leu Lys Ala Phe 
275 280 285 



Leu Glu Asp Ser Val Asn Phe Asn Thr Leu Ser Met Val Phe Asn Arg 
290 295 300 



Ser Ser Arg Phe Ala Arg Leu Gin Gly Val Gin Cys Ala Met Ala Gly 
305 310 315 320 



Arg Asn Leu Tyr Met Arg Phe Ser Cys Cys Thr Gly Asp Ala Met Gly 
325 330 335 



Met Asn Met Val Ser Lys Gly Glu Gin Asn Val Leu Asp Tyr Leu Gin 
340 345 350 



Asp Asp Phe Pro Asp Met Asp Val lie Ser lie Ser Gly Asn Phe Cys 
355 360 365 



Ser Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys 
370 375 380 



Ser Val Val Cys Glu Ala Val lie Lys Glu Asp Val Val Lys Lys Val 
385 390 395 400 



Leu Lys Thr Asn Val Gin Ser Leu Val Glu Leu Asn Val lie Lys Asn 
405 410 415 



Leu Ala Gly Ser Ala Val Ala Gly Ala Leu Gly Gly Phe Asn Ala His 
420 425 430 



Ala Ser Asn lie Val Thr Ala lie Phe lie Ala Thr Gly Gin Asp Pro 
435 440 445 



Ala Gin Asn Val Glu Ser Ser His Cys lie Thr Met Leu Glu Ala Val 
450 455 460 
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Asn Asp Gly Arg Asp Leu His lie Ser Val Thr Met Pro Ser lie Glu 
465 470 475 480 



Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ala Ala Cys 
485 490 495 



Leu Asp Leu Leu Gly Val Lys Gly Ala Asn Arg Glu Ser Pro Gly Ser 
500 505 510 



Asn Ala Arg Leu Leu Ala Thr Val Val Ala Gly Gly Val Leu Ala Gly 
515 520 525 



Glu Leu Ser Leu Leu Ser Ala Leu Arg Ala Gly Gin Leu Val Lys Ser 
530 535 540 



His Met Lys Tyr Asn Arg Ser Ser Lys Asp Met Ser Lys Val lie Ser 

550 555 560 



545 




<210> 


323 


<211> 


587 


<212> 


PRT 


<213> 


Cucumis melo 


<400> 


323 



Met Asp Arg Arg Arg Ser Leu Arg Pro Pro Arg Pro Asn Ala Val Gin 
15 10 15 



Asp Ala Asp Ala Thr Cys Thr Phe Arg Arg Asp Glu Gin Asp Ala Ser 
20 25 30 



Ala Ala Asp His Leu Lys Arg Ala Ser Pro Lys Ala Ser Asp Ala Leu 
35 40 45 



Pro Leu Pro Leu Tyr Leu Thr Asn Thr lie Phe Phe Thr Leu Phe Phe 
50 55 60 



Ser Val Ala Tyr Tyr Leu Leu His Arg Trp Arg Asp Lys lie Arg Asn 
65 70 75 80 



Ser Thr Pro Leu His Val Val Thr Leu Ser Glu lie Ala Ala lie Val 
85 90 95 



Ser Leu Met Ala Ser Phe lie Tyr Leu Leu Gly Phe Phe Gly lie Asp 
100 105 110 



Phe Val Gin Ser Phe lie Ala Arg Ser Ser Pro Asp Ala Trp Asp Leu 
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115 



120 



125 



Glu Asp Glu lie Asp Arg Thr Leu Leu lie Asp Asn Asn Arg Tyr Ala 
130 135 140 



Ala Pro Arg Ser Ala Ser Ala Val Ala Leu Pro Ser Lys Val Val Asp 
145 150 155 160 



Ala Glu Ala Leu Asn Thr lie Pro Leu Pro Glu Glu Asp Glu Glu Val 
165 170 175 



Val Lys Met Val Val Asp Gly Ser Val Pro Ser Tyr Ser Leu Glu Ser 
180 185 190 



Lys Leu Gly Asp Pro Lys Arg Ala Ala Ser lie Arg Arg Glu Ala Leu 
195 200 205 



Gin Arg Thr Thr Gly Arg Ser lie His Gly Leu Pro Phe Glu Gly Phe 
210 215 220 



Asp Tyr Glu Ser lie Leu Gly Gin Cys Cys Glu Met Pro Val Gly Tyr 
225 230 235 240 



Val Gin lie Pro Val Gly lie Ala Gly Pro Leu Leu Leu Asp Gly Phe 
245 250 255 



Glu Tyr Thr Val Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser 
260 265 270 



Thr Asn Arg Gly Cys Lys Ala lie Tyr Ala Ser Gly Gly Ala Thr Ser 
275 280 285 



Met Leu Leu Lys Asp Gly Met Thr Arg Ala Pro Val Val Arg Phe Gly 
290 295 300 



Ser Ala Lys Arg Ala Ser Glu Leu Lys Phe Phe Leu Glu Asp Pro Ser 
305 310 315 320 



Asn Phe Asp Thr Leu Ala Val Val Phe Asn Arg Ser Ser Arg Phe Ala 
325 330 335 



Arg Leu Gin Ser lie Arg Cys Ser lie Ala Gly Lys Asn Leu Tyr Val 
340 345 350 



Arg Phe Cys Cys Ser Thr Gly Asp Ala Met Gly Met Asn Met Val Ser 
355 360 365 
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Lys Gly Val Gin Asn Val Leu Glu Phe Leu Gin His Asp Phe Ser Asp 
370 375 380 



Met Glu Val lie Gly lie Ser Gly Asn Phe Cys Ala Asp Lys Lys Pro 
385 390 395 400 



Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu 
405 410 415 



Ala Val lie Lys Asp Glu Val Val Arg Lys Val Leu Lys Thr Ser Val 
420 425 430 



Ala Ser Leu Val Glu Leu Asn Met Leu Lys Asn Leu Thr Gly Ser Ala 
435 440 445 



Met Ala Gly Ala Leu Gly Gly Phe Asn Ala His Ser Ser Asn lie Val 
450 455 460 



Ser Ala lie Phe Leu Ala Thr Gly Gin Asp Pro Ala Gin Asn Val Glu 
465 470 475 480 



Ser Ser His Cys lie Thr Met Met Glu Pro Val Asn Asn Gly Arg Asp 
485 490 495 



Leu His lie Ser Val Thr Met Pro Ser lie Glu Val Gly Thr Val Gly 
500 505 510 



Gly Gly Thr Gin Leu Ala Ser Gin Ser Ala Cys Leu Asn Leu Leu Gly 
515 520 525 



Val Lys Gly Ala Ser Lys Glu Ser Pro Gly Ala Asn Ser Arg Leu Leu 
530 535 540 



Ala Thr lie Val Ala Gly Ser Val Leu Ala Gly Glu Leu Ser Leu Met 
545 550 555 560 



Ser Ala lie Ala Ala Gly Gin Leu Val Arg Ser His Met Lys Tyr Asn 
565 570 575 



Arg Ser Ser Arg Asp Val Ser Lys Leu Glu Ser 
580 585 



<210> 324 
<211> 121 
<212> PRT 
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<213> Glycine max 
<400> 324 



Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala lie lie Lys Glu Glu 
15 10 15 



Val Val Gin Lys Val Leu Lys Thr Asn Val Ser Ala Leu Val Glu Leu 
20 25 30 



Asn Met Leu Lys Asn Leu Ala Gly Ser Ala Val Ala Gly Ala Leu Gly 
35 40 45 



Gly Phe Asn Ala His Ala Ser Asn lie Val Ser Ala lie Phe lie Ala 
50 55 60 



Thr Gly Gin Asp Pro Ala Gin Asn Val Glu Ser Ser His Cys lie Thr 
65 70 75 80 



Met Met Glu Ala lie Asn Asp Gly Arg Asp Leu His lie Ser Val Thr 
85 90 95 



Met Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala 
100 105 110 



Ser Gin Ser Ala Cys Leu Asn Leu Leu 
115 120 



<210> 325 
<211> 236 
<212> PRT 

<213> Schistosoma mansoni 
<400> 325 

Met Leu Lys lie Leu Asn Thr Val Leu Leu Phe Phe Asp Cys Phe Ser 
15 10 15 



Thr Gly Thr Phe Phe Val Leu Leu lie Tyr Leu Phe Thr Arg Leu Arg 
20 25 30 



Thr His Leu Leu His Phe Ser Ser Ser Asn Cys His Leu Asp Val lie 
35 40 45 



lie Tyr Gin Ser Arg Ala Val lie lie Phe Leu Val Val Phe Val Tyr 
50 55 60 



Phe lie Gly Val Leu Thr Cys Lys lie Asn Asp Lys lie Leu Val His 
65 70 75 80 
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Thr Met Leu Arg Asn Lys Arg Gin Leu Asn Thr Leu Phe Tyr Thr Leu 
85 90 95 



lie Leu Phe Thr Phe Ala Leu Cys Ser Leu Ser Ser Val Leu Phe Val 
100 105 110 



Pro Tyr Thr Ser Phe Ala lie Phe Leu Leu Ser Thr Ser Val Phe Leu 
115 120 125 



Leu Phe Ser Asp Leu Ser Val Phe Phe lie Val Leu Glu Tyr Tyr Leu 
130 135 140 



Leu Glu lie Glu Leu Val Asn Tyr Glu His Ala Lys Arg His Cys Leu 
145 150 155 160 



Leu Ser His Leu Phe Ser Asn Gin Leu Phe Val Asp His Met Leu Gly 
165 170 175 



Met Phe Leu Lys Thr Ser Leu Phe Ser lie Ser Thr Thr Ser Lys Tyr 
180 185 190 



Ala Tyr Leu Glu Ser lie Phe Lys Cys Thr Leu Met Glu Gin lie lie 
195 200 205 



Tyr lie Met lie Val Phe Val Phe Leu Pro Ser Phe Met Arg lie Phe 
210 215 220 



Ala Ser Tyr Ala Lys Arg Met Tyr Gly Glu Gin Lys 

235 



225 




230 


<210> 


326 




<211> 


18 




<212> 


PRT 




<213> 


Solanum 


tuberosum 


<400> 


326 





Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Pro Ser Glu His 
15 10 15 



lie Ser 



<210> 327 

<211> 82 

<212> PRT 

<213> Solanum tuberosum 



25156216 
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<400> 327 



Met Asp Val Cys Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Phe Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 328 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 328 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 329 
<211> 82 
<212> PRT 



25156216 
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<213> Solanum tuberosum 
<400> 329 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Arg Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Phe His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu ALa 



<210> 330 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 330 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 331 
<211> 82 



25156216 
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<212> PRT 

<213> Solanum tuberosum 



<400> 331 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu He Arg Trp Arg Glu 
50 55 60 



Lys He Arg Asn Ser He Pro Leu His Ala Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 332 
<211> 59 

<212> PRT 

<213> Solanum tuberosum 
<400> 332 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Tyr Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Ser Leu Leu Cys He Phe Phe Ser 
50 55 



<210> 333 
<211> 934 
<212> PRT 

<213> Pichia jadinii 
<400> 333 

Met Phe Tyr His Gly Ala Ser Ala Asn Gin His Trp He Ala Val Asp 
15 10 15 



25156216 



-595- 



Asp Leu Ser Lys Val Pro Val Asp Val Asp His Tyr Asn Val Val Pro 
20 25 30 



Phe Gin Phe Arg Arg Ala Gly Glu Tyr Lys Glu Pro Val Leu Ser Gly 
35 40 45 



lie Val Glu Leu Asp Glu Val Lys Phe Val Val Ser Gin Ser Asp Ala 
50 55 60 



Ala Glu Gin Trp Gin Gin Leu Thr Ala Glu Asp Gly Thr Val Trp Arg 
65 70 75 80 



Ser Arg Ala Tyr His Gly Lys Leu Gly Lys Tyr Ser Asp Met Ala Val 
85 90 95 



Gly Ala Phe Asn Lys Val Leu Asn Leu Val Arg Gly Ala Glu Thr Phe 
100 105 110 



Asp lie Ala Leu Val Thr Cys Ala Tyr lie Ala Met Phe Tyr Thr Leu 
115 120 125 



Phe Asn Leu Phe Ala Arg Met Arg Ala Val Gly Ser Lys Val Trp Leu 
130 135 140 



Gly Leu Ser Thr Leu Val Ser Ser Phe Phe Ala Phe Leu Phe Ala Leu 
145 150 155 160 



Tyr lie Thr Thr Arg Val Leu Asp Leu Ser lie Pro Phe Leu Ser Leu 
165 170 175 



Ser Glu Gly lie Pro Phe Phe Val Ala Val Val Gly Phe Asn Asn Lys 
180 185 190 



lie Leu Leu Ala Glu Lys Val Leu Gin Asn Gin Leu Asn Ala Gin Ser 
195 200 205 



Ser Lys Asn Asp Ala Pro Thr Val Leu Tyr Gin Ala Leu Arg Glu Gin 
210 215 220 



Gly Pro Leu Leu Leu Arg Asp His Leu Phe Met lie Thr Ala Phe Leu 
225 230 235 240 



Gly Cys Ser Phe Tyr Ala Ser Tyr Leu Asp Gly Leu Lys Asn Phe Cys 
245 250 255 



25156216 
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lie Leu Ala Ala Leu lie Leu Ala Phe Asp lie Leu Thr Thr Ser Thr 
260 265 270 



Phe Leu Ser Ala lie Leu Ser Leu Lys Leu Glu lie Asn Gin lie His 
275 280 285 



Arg Ser Thr Leu Leu Arg Glu Gin Leu Glu Asp Asp Gly Leu Thr Glu 
290 295 300 



Thr Thr Val Asp Asp Val Leu Lys Ser Asn Ser Leu Ala Gly Thr Lys 
305 310 315 320 



Thr Phe Thr Asp Ala Pro Ser Thr Leu Val Thr Val Ala Lys Val Ala 
325 330 335 



Gly Val Ser Val Phe Phe Gly Leu His Phe Tyr Gly Phe Gly Ser Ala 
340 345 350 



Trp Leu Ser Asp Leu Ser Ala Gly Asn Glu Thr Asn Asp Thr Phe Thr 
355 360 365 



Leu Tyr Asp Ala Val Ala Asp Gin lie Pro lie Gly Ser Asn Gly Thr 
370 375 380 



Leu Val Thr Leu Phe Pro Thr Arg Phe Phe Leu Pro Glu Lys Leu Ser 
385 390 395 400 



Thr Gin lie Glu Ala Val Val Leu Ser Phe lie Gly Leu lie Ser Thr 
405 410 415 



Ala Ala Arg Asp Lys Tyr lie Ser Lys Phe lie Leu Phe Ala Phe Ala 
420 425 430 



Val Ser Ala Ser lie Asn Val Tyr Leu Leu Asn Val Ala Arg lie His 
435 440 445 



Thr Thr Arg Leu Glu Asp Ala lie Glu Leu Lys Lys Pro Lys Lys Lys 
450 455 460 



Ala Ser Lys Thr Ala Val Ser Val Pro Lys Ala Val Val Val Lys Asp 
465 470 475 480 



Ser Glu Thr Thr Lys Ser Ser Glu lie Leu His Ser Ser Ser Glu Ser 
485 490 495 



25156216 
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Glu Ser Glu Gin Ser Ser Arg Pro Leu Glu Gin Val lie Glu Leu Tyr 
500 505 510 



Lys Asp Gly Lys Val Lys Thr Leu Val Asp Asp Glu Val Val Ser Leu 
515 520 525 



Val Thr Ala Gly Lys Leu Pro Leu Tyr Ala Leu Glu Lys Gin Leu Gly 
530 535 540 



Asp Asn Leu Arg Ala Val Ala lie Arg Arg Lys Ala lie Ser Asp Leu 
545 550 555 560 



Ala Asp Ala Pro Val Leu Arg Ser Asn Lys Leu Pro Tyr Leu His Tyr 
565 570 575 



Asp Tyr Asp Arg Val Phe Gly Ala Cys Cys Glu Asn Val lie Gly Tyr 
580 585 590 



Met Pro Leu Pro Val Gly Val Ala Gly Pro Leu lie lie Asp Gly Lys 
595 600 605 



Pro Tyr His lie Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser 
610 615 620 



Ala Met Arg Gly Cys Lys Ala lie Asn Leu Gly Gly Gly Val Thr Thr 
625 630 635 640 



Val Leu Thr Lys Asp Gly Met Thr Arg Gly Pro Cys Val Lys Phe Pro 
645 650 655 



Ser Leu Lys Arg Ala Gly Gin Cys Lys Leu Trp Leu Asp Ser Asp Glu 
660 665 670 



Gly Gin Glu Glu Met Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala 
675 680 685 



Arg Leu Gin His Leu Gin Thr Ala Leu Ala Gly Asp Leu Leu Phe lie 
690 695 700 



Arg Phe Arg Thr Val Thr Gly Asp Ala Met Gly Met Asn Met lie Ser 
705 710 715 720 



Lys Gly Val Glu Tyr Ala Leu Lys Gin Met Thr Glu Val Phe Gly Trp 
725 730 735 



Asp Asp Met Met Val Val Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys 



25156216 
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740 



745 



750 



Lys Pro Ala Ala Val Asn Trp lie Asn Gly Arg Gly Lys Ser Val Val 
755 760 765 



Ala Glu Ala Ser lie Pro Lys Asp Ala Val Val Lys Val Leu Lys Ser 
770 775 780 



Ser Val Lys Ala Val Val Asp Val Asn Val Asn Lys Asn Leu lie Gly 
785 790 795 800 



Ser Ala Met Ala Gly Ser Val Gly Gly Phe Asn Ala Gin Ala Ala Asn 
805 810 815 



Met Val Thr Ala Val Tyr Leu Ala Leu Gly Gin Asp Pro Ala Gin Asn 
820 825 830 



Val Glu Ser Ser Asn Cys lie Thr Leu Met Thr Glu Thr Glu Asp Gly 
835 840 845 



Asp Leu Lys Val Ser Val Ser Met Pro Ser lie Glu Val Gly Thr lie 
850 855 860 



Gly Gly Gly Thr lie Leu Asp Pro Gin Gly Ser Met Leu Glu Leu Leu 
865 870 875 880 



Gly Val Arg Gly Pro Ala Asp Val Pro Gly Glu Asn Ala Arg Gin Leu 
885 890 895 



Ala Lys lie Val Ala Ser lie Val Leu Ser Gly Glu Leu Ser Leu Val 
900 905 910 



Ser Ala Leu Ala Ala Gly His Leu Val Gin Ser His Met Gin His Asn 
915 920 925 



Arg Ala Ala Ala Lys Lys 
930 



<210> 334 
<211> 628 
<212> PRT 

<213> Gossypium hirsutum 
<400> 334 

Met Glu Ala Ser Arg Arg Ser Ala Val Lys Pro Val lie Val Leu Lys 
15 10 15 



25156216 
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Pro Ser Lys Arg Phe Pro Leu Val Glu Asp Thr Pro Gly Lys Ala Ser 
20 25 30 



Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Ala Val Phe Phe Thr 
35 40 45 



Leu Phe Phe Thr Val Val Tyr Phe Leu Leu Ser Arg Trp Arg Glu Lys 
50 55 60 



lie Arg Ala Ser lie Pro Leu His Ala Val Thr Phe Pro Glu lie Val 
65 70 75 80 



Ala lie Phe Ala Phe Val Ala Ser Leu lie Tyr Leu Leu Gly Phe Phe 
85 90 95 



Gly lie Asp Phe Val Gin Ser Leu lie lie Arg Pro Ser Gly Asp Val 
100 105 110 



Trp Ser Gly Glu Asp Tyr Glu Glu Glu Asn Glu Val Leu Leu His Glu 
115 120 125 



Glu Asp Ala Arg Thr Val Pro Cys Gly Gin Ala Leu Asp Cys Ser Val 
130 135 140 



Pro Ser Leu Pro His Met Ala Arg Asn Val Thr Ala Gin Arg Leu Phe 
145 150 155 160 



Asp Glu Lys Pro Val Arg Val Ala Thr Glu Glu Asp Ala Arg Lys Val 
165 170 175 



Ser Cys Gly Gin Ala Val Asp Cys Ser Leu His Ser Leu Pro Pro Arg 
180 185 190 



Pro Pro lie Val Thr Ser Gin Lys Leu Phe His Glu Lys Thr Val lie 
195 200 205 



Val Thr Thr Glu Glu Asp Glu Glu lie lie Lys Ser Val Val Ala Gly 
210 215 220 



Thr Leu Pro Ser Tyr Ser Leu Glu Ser Lys Leu Gly Asp Cys Lys Arg 
225 230 235 240 



Ala Ala Ala lie Arg Arg Glu Ala Leu Gin Arg Leu Thr Gly Arg Ser 
245 250 255 
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Leu Ser Gly Leu Pro Leu Asp Gly Phe Asp Tyr Glu Ser lie Leu Gly 
260 265 270 



Gin Cys Cys Glu Met Pro Val Gly Tyr Val Gin lie Pro Val Gly He 
275 280 285 



Ala Gly Pro Leu Leu Leu Asn Gly Arg Glu Tyr Ser Val Pro Met Ala 
290 295 300 



Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Lys Ala 
305 310 315 320 



He His Leu Ser Gly Gly Ala Thr Ser He Leu Leu Lys Asp Gly Met 
325 330 335 



Thr Arg Ala Pro Val Val Arg Phe Ser Thr Ala Lys Arg Ala Ala Glu 
340 345 350 



Leu Lys Phe Tyr Leu Glu Asp Pro Glu Asn Phe Asp Thr Leu Ala Val 
355 360 365 



Val Phe Asn Arg Ser Ser Arg Phe Gly Arg Leu Gin Ser He Lys Cys 
370 375 380 



Ala He Ala Gly Lys Asn Leu Tyr Leu Arg Phe Thr Cys Ser Thr Gly 
385 390 395 400 



Asp Ala Met Gly Met Asn Met Val Ser Lys Gly Val Gin Asn Val Leu 
405 410 415 



Asp Phe Leu Gin Thr Asp Phe Pro Asp Met Asp Val He Gly He Ser 
420 425 430 



Gly Asn Phe Cys Ser Asp Lys Lys Pro Ala Ala Val Asn Trp He Glu 
435 440 445 



Gly Arg Gly Lys Ser Val Val Cys Glu Ala He He Glu Gly Asp Val 
450 455 460 



Val Arg Lys Val Leu Lys Thr Ser Val Glu Ser Leu Val Glu Leu Asn 
465 470 475 480 



Met Leu Lys Asn Leu Thr Gly Ser Ala Met Ala Gly Ala Leu Gly Gly 
485 490 495 



Phe Asn Ala His Ala Ser Asn He Val Thr Ala He Tyr He Ala Thr 
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500 



505 



510 



Gly Gin Asp Pro Ala Gin Asn Val Glu Ser Ser His Cys lie Thr Met 
515 520 525 



Met Glu Ala Val Asn Asp Gly Lys Asp Leu His lie Ser Val Thr Met 
530 535 540 



Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser 
545 550 555 560 



Gin Ser Ala Cys Leu Asn Leu Leu Gly Val Lys Gly Ala Ser Lys Asp 
565 570 575 



Val Ala Gly Ala Asn Ser Arg Met Leu Ala Thr lie Val Thr Gly Ala 
580 585 590 



Val Leu Ala Gly Glu Leu Ser Leu Met Ser Ala Leu Ala Ala Gly Gin 
595 600 605 



Leu Val Lys Ser His Met Lys Tyr Asn Arg Ser Ser Lys Asp Met Ser 
610 615 620 



Asn Leu Ser Ser 
625 



<210> 335 
<211> 585 
<212> PRT 

<213> Gossypium hirsutum 
<400> 335 

Met Glu Thr His Arg Arg Ser Ser Thr Asn Ser lie Arg Ser His Lys 
15 10 15 



Pro Ala Arg Pro lie Ala Leu Glu Asp Asp Ser Thr Lys Ala Ser Asp 
20 25 30 



Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Ala Val Phe Phe Thr Leu 
35 40 45 



Phe Phe Ser Ala Val Tyr Phe Leu Leu Cys Arg Trp Arg Glu Lys lie 
50 55 60 



Arg Ser Ser Thr Pro Leu His Val Val Thr Phe Ser Glu lie Val JKla 
65 70 75 80 



25156216 



-602- 



lie Leu Ala Ser Val Ala Ser Phe lie Tyr Leu Leu Gly Phe Phe Gly 
85 90 95 



lie Asp Phe Val Gin Ser Leu Val Leu Arg Pro Ser Ala Asp Val Trp 
100 105 110 



Ala Thr Glu Asp Asp Glu Val Glu Ser Glu Val Leu Leu Arg Asn Glu 
115 120 125 



Asp Ala Arg His Val Pro Cys Gly Gin Ala Leu Asp Arg Ser lie Arg 
130 135 140 



Ser Leu Gin Pro Pro Glu Pro lie Val Thr Ala Glu Lys Val Phe Asp 
145 150 155 160 



Glu Met Pro Val Thr Val Met Thr Glu Glu Asp Glu Glu lie lie Arg 
165 170 175 



Ser Val Val Cys Gly Met Thr Pro Ser Tyr Ser Leu Glu Ser Lys Leu 
180 185 190 



Asp Asp Cys Lys Arg Ala Ala Ala lie Arg Arg Glu Ala Leu Gin Arg 
195 200 205 



lie Thr Gly Lys Ser Leu Ser Gly Leu Pro Leu Asp Gly Phe Asp Tyr 
210 215 220 



Glu Ser lie Leu Gly Gin Cys Cys Glu Met Pro Val Gly Tyr Glu Gin 
225 230 235 240 



lie Pro Val Gly lie Ala Gly Pro Leu Leu Leu Asn Gly Arg Glu Tyr 
245 ^ 250 255 

# 

Ser Val Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn 
260 265 270 



Arg Gly Cys Lys Ala lie His Leu Ser Gly Gly Ala Thr Ser Val Leu 
275 280 285 



Leu Arg Asp Gly Met Thr Arg Ala Pro Val Val Arg Phe Gly Thr Ala 
290 295 300 



Lys Arg Ala Ala Asp Leu Lys Leu Tyr Leu Glu Asp Pro Glu Asn Phe 
305 310 315 320 
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Glu Thr Leu Ala Cys Val Phe Asn Arg Ser Ser Arg Phe Ala Arg Leu 
325 330 335 



Gin Ser lie Lys Cys Ala lie Ala Gly Lys Asn Leu Tyr Leu Arg Phe 
340 345 350 



Ser Cys Phe Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Gly 
355 360 365 



Val Gin Asn Val Leu Asp Phe Leu Gin Thr Asp Phe Pro Asp Met Asp 
370 375 380 



Val lie Gly lie Ser Gly Asn Phe Cys Ser Asp Lys Lys Pro Ala Ala 
385 390 395 400 



Val Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala lie 
405 410 415 



lie Asn Gly Asp Val Val Thr Lys Val Leu Lys Thr Ser Val Glu Ser 
420 425 430 



Leu Val Glu Leu Asn Met Leu Lys Asn Leu Thr Gly Ser Ala Met Ala 
435 440 445 



Gly Ala Leu Gly Gly Phe Asn Ala His Ala Ser Asn lie Val Thr Ala 
450 455 460 



Val Tyr lie Ala Thr Gly Gin Asp Pro Ala Gin Asn Val Glu Ser Ser 
465 470 475 480 



His Cys lie Thr Met Met Glu Ala Val Asn Gly Gly Lys Asp Leu His 
485 490 495 



Val Ser Val Thr Met Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly 
500 505 510 



Thr Gin Leu Ala Ser Gin Ser Ala Cys Leu Asn Leu Leu Gly Val Lys 
515 520 525 



Gly Ala Ser Lys Glu Ser Pro Gly Ala Asn Ser lie Leu Leu Ala Thr 
530 535 540 



lie Val Ala Gly Ala Val Leu Ala Gly Glu Leu Ser Leu Met Ser Ala 
545 550 555 560 



Leu Ala Ala Gly Gin Leu Val Lys Ser His Met Lys Tyr Asn Arg Ser 



25156216 
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565 570 575 



Ser Lys Asp Val Ser Lys Val Ser Ser 
580 585 



<210> 336 

<211> 1045 

<212> PRT 

<213> Saccharomyces cerevisiae 

<400> 336 



Met Ser Leu Pro Leu Lys Thr lie Val His Leu Val Lys Pro Phe Ala 
15 10 15 



Cys Thr Ala Arg Phe Ser Ala Arg Tyr Pro lie His Val lie Val Val 
20 25 30 



Ala Val Leu Leu Ser Ala Ala Ala Tyr Leu Ser Val Thr Gin Ser Tyr 
35 40 45 



Leu Asn Glu Trp Lys Leu Asp Ser Asn Gin Tyr Ser Thr Tyr Leu Ser 
50 55 60 



lie Lys Pro Asp Glu Leu Phe Glu Lys Cys Thr His Tyr Tyr Arg Ser 
65 70 75 80 



Pro Val Ser Asp Thr Trp Lys Leu Leu Ser Ser Lys Glu Ala Ala Asp 
85 90 95 



lie Tyr Thr Pro Phe His Tyr Tyr Leu Ser Thr lie Ser Phe Gin Ser 
100 105 110 



Lys Asp Asn Ser Thr Thr Leu Pro Ser Leu Asp Asp Val lie Tyr Ser 
115 120 125 



Val Asp His Thr Arg Tyr Leu Leu Ser Glu Glu Pro Lys lie Pro Thr 
130 135 140 



Glu Leu Val Ser Glu Asn Gly Thr Lys Trp Arg Leu Arg Asn Asn Ser 
145 150 155 160 



Asn Phe lie Leu Asp Leu His Asn lie Tyr Arg Asn Met Val Lys Gin 
165 170 175 



Phe Ser Asn Lys Thr Ser Glu Phe Asp Gin Phe Asp Leu Phe lie lie 
180 185 190 



25156216 
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Leu Ala Ala Tyr Leu Thr Leu Phe Tyr Thr Leu Cys Cys Leu Phe Asn 
195 200 205 



Asp Met Arg Lys lie Gly Ser Lys Phe Trp Leu Ser Phe Ser Ala Leu 
210 215 220 



Ser Asn Ser Ala Cys Ala Leu Tyr Leu Ser Leu Tyr Thr Thr His Ser 
225 230 235 240 



Leu Leu Lys Lys Pro Ala Ser Leu Leu Ser Leu Val lie Gly Leu Pro 
245 250 255 



Phe lie Val Val lie lie Gly Phe Lys His Lys Val Arg Leu Ala Ala 
260 265 270 



Phe Ser Leu Gin Lys Phe His Arg lie Ser lie Asp Lys Lys lie Thr 
275 280 285 



Val Ser Asn lie lie Tyr Glu Ala Met Phe Gin Glu Gly Ala Tyr Leu 
290 295 300 



lie Arg Asp Tyr Leu Phe Tyr lie Ser Ser Phe lie Gly Cys Ala lie 
305 310 315 320 



Tyr Ala Arg His Leu Pro Gly Leu Val Asn Phe Cys lie Leu Ser Thr 
325 330 335 



Phe Met Leu Val Phe Asp Leu Leu Leu Ser Ala Thr Phe Tyr Ser Ala 
340 345 350 



lie Leu Ser Met Lys Leu Glu lie Asn lie lie His Arg Ser Thr Val 
355 360 365 



He Arg Gin Thr Leu Glu Glu Asp Gly Val Val Pro Thr Thr Ala Asp 
370 375 380 



He He Tyr Lys Asp Glu Thr Ala Ser Glu Pro His Phe Leu Arg Ser 
385 390 395 400 



Asn Val Ala He He Leu Gly Lys Ala Ser Val He Gly Leu Leu Leu 
405 410 415 



Leu He Asn Leu Tyr Val Phe Thr Asp Lys Leu Asn Ala Thr He Leu 
420 425 430 



25156216 
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Asn Thr Val Tyr Phe Asp Ser Thr lie Tyr Ser Leu Pro Asn Phe lie 
435 440 445 



Asn Tyr Lys Asp lie Gly Asn Leu Ser Asn Gin Val lie lie Ser Val 
450 455 460 



Leu Pro Lys Gin Tyr Tyr Thr Pro Leu Lys Lys Tyr His Gin lie Glu 
465 470 475 480 



Asp Ser Val Leu Leu lie lie Asp Ser Val Ser Asn Ala lie Arg Asp 
485 490 495 



Gin Phe lie Ser Lys Leu Leu Phe Phe Ala Phe Ala Val Ser lie Ser 
500 505 510 



lie Asn Val Tyr Leu Leu Asn Ala Ala Lys lie His Thr Gly Tyr Met 
515 520 525 



Asn Phe Gin Pro Gin Ser Asn Lys lie Asp Asp Leu Val Val Gin Gin 
530 535 540 



Lys Ser Ala Thr lie Glu Phe Ser Glu Thr Arg Ser Met Pro Ala Ser 
545 550 555 560 



Ser Gly Leu Glu Thr Pro Val Thr Ala Lys Asp lie lie lie Ser Glu 
565 570 575 



Glu lie Gin Asn Asn Glu Cys Val Tyr Ala Leu Ser Ser Gin Asp Glu 
580 585 590 



Pro lie Arg Pro Leu Ser Asn Leu Val Glu Leu Met Glu Lys Glu Gin 
595 600 605 



Leu Lys Asn Met Asn Asn Thr Glu Val Ser Asn Leu Val Val Asn Gly 
610 615 620 



Lys Leu Pro Leu Tyr Ser Leu Glu Lys Lys Leu Glu Asp Thr Thr Arg 
625 630 635 640 



Ala Val Leu Val Arg Arg Lys Ala Leu Ser Thr Leu Ala Glu Ser Pro 
645 650 655 



lie Leu Val Ser Glu Lys Leu Pro Phe Arg Asn Tyr Asp Tyr Asp Arg 
660 665 670 



Val Phe Gly Ala Cys Cys Glu Asn Val lie Gly Tyr Met Pro lie Pro 
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675 



680 



685 



Val Gly Val lie Gly Pro Leu lie lie Asp Gly Thr Ser Tyr His lie 
690 695 700 



Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Ala Met Arg Gly 
705 710 715 720 



Cys Lys Ala lie Asn Ala Gly Gly Gly Ala Thr Thr Val Leu Thr Lys 
725 730 735 



Asp Gly Met Thr Arg Gly Pro Val Val Arg Phe Pro Thr Leu lie Arg 
740 745 750 



Ser Gly Ala Cys Lys lie Trp Leu Asp Ser Glu Glu Gly Gin Asn Ser 
755 760 765 



lie Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala Arg Leu Gin His 
770 775 780 



lie Gin Thr Cys Leu Ala Gly Asp Leu Leu Phe Met Arg Phe Arg Thr 
785 790 795 800 



Thr Thr Gly Asp Ala Met Gly Met Asn Met lie Ser Lys Gly Val Glu 
805 810 815 



Tyr Ser Leu Lys Gin Met Val Glu Glu Tyr Gly Trp Glu Asp Met Glu 
820 825 830 



Val Val Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala 
835 840 .845 



lie Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Ala Glu Ala Thr 
850 855 860 



lie Pro Gly Asp Val Val Lys Ser Val Leu Lys Ser Asp Val Ser 7\la 
865 870 875 880 



Leu Val Glu Leu Asn lie Ser Lys Asn Leu Val Gly Ser Ala Met Ala 
885 890 895 



Gly Ser Val Gly Gly Phe Asn Ala His TKla Ala Asn Leu Val Thr Ala 
900 905 910 



Leu Phe Leu Ala Leu Gly Gin Asp Pro Ala Gin Asn Val Glu Ser Ser 
915 920 925 
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Asn Cys lie Thr Leu Met Lys Glu Val Asp Gly Asp Leu Arg lie Ser 
930 935 940 



Val Ser Met Pro Ser lie Glu Val Gly Thr lie Gly Gly Gly Thr Val 
945 950 955 960 



Leu Glu Pro Gin Gly Ala Met Leu Asp Leu Leu Gly Val Arg Gly Pro 
965 970 975 



His Pro Thr Glu Pro Gly Ala Asn Ala Arg Gin Leu Ala Arg lie lie 
980 985 990 



Ala Cys Ala Val Leu Ala Gly Glu Leu Ser Leu Cys Ser Ala Leu TVla 
995 1000 1005 



Ala Gly His Leu Val Gin Ser His Met Thr His Asn Arg Lys Thr 
1010 1015 1020 



Asn Lys Ala Asn Glu Leu Pro Gin Pro Ser Asn Lys Gly Pro Pro 
1025 1030 1035 



Cys Lys Thr Ser Ala Leu Leu 
1040 1045 



<210> 337 
<211> 574 
<212> PRT 

<213> Solaniaiti tuberosum 
<400> 337 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Pro Ser Glu His 
15 10 15 



lie Ser Ser Gly Glu Pro Leu Lys Pro His Asn Gin Asp Ser Ser Val 
20 25 30 



Lys Ala Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Gly Leu 
35 40 45 



Phe Phe Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu His Arg Trp 
50 55 60 



Arg Glu Lys lie Arg Asn Gly lie Pro Leu His Val Leu Asn Phe Ser 
65 70 75 80 



25156216 



-609- 



Glu Leu Val Ala Met Val Ser Leu lie Ala Ser Val lie Tyr Leu Leu 
85 90 95 



Gly Phe Phe Gly lie Gly Phe Val Gin Ser Phe Val Ser Lys Gly Asn 
100 105 110 



Asn Asp Ser Trp Asp Val Glu Asp Glu Ser Pro Glu Gin Phe lie Asp 
115 120 125 



Arg Thr Val Thr Pro Pro Pro Val Arg Arg Asn lie Pro Met Lys Ser 
130 135 140 



Val Pro Val Ala Glu Lys Thr Ala Gin lie lie Thr Pro Phe Ser Ser 
145 150 155 160 



Glu Asp Asp Glu Val Val lie Lys Ser Val Val Glu Gly Arg lie Pro 
165 170 175 



Ser Tyr Ser Leu Glu Ser Lys Leu Gly Asp Cys Lys Arg Ala Ala Phe 
180 185 190 



lie Arg Lys Glu Ala Leu Gin Arg Ser Ser Gly Lys Ser Leu Glu Gly 
195 200 205 



Leu Pro Leu Asp Gly Phe Asp Tyr Glu Ser lie Leu Gly Gin Cys Cys 
210 215 220 



Glu Met Pro lie Gly Tyr lie Gin lie Pro Val Gly lie Ala Gly Pro 
225 230 235 240 



Leu Leu Leu Asn Gly Lys Glu Phe Ser Val Pro Met Ala Thr Thr Glu 
245 250 255 



Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Cys Lys TVla lie Tyr Val 
260 265 270 



Ser Gly Gly Ala Thr Ser Val Leu Phe Arg Asp Ala Met Thr Arg Ala 
275 280 285 



Pro Val Val Arg Phe Gly Ser Ala Lys Arg Ala Ala Glu Leu Lys Phe 
290 295 300 



Phe Val Glu Asp Pro Met Asn Phe Glu Thr Leu Ser Val Val Phe Asn 
305 310 315 320 



Lys Ser Ser Arg Phe Ala Arg Leu Gin Asn lie Gin Cys Ala lie Ala 
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325 330 335 



Gly Lys Asn Leu Tyr Met Arg Phe Ser Cys Ser Thr Gly Asp Ala Met 
340 345 350 



Gly Met Asn Met Val Ser Lys Gly Val Gin Asn Val Leu Asp Tyr Leu 
355 360 365 



Gin Asn Glu Tyr Pro Asp Met Asp lie lie Gly lie Ser Gly Asn Tyr 
370 375 380 



Cys Ser Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly 
385 390 395 400 



Lys Ser Val Val Cys Glu Ala lie lie Lys Glu Asp Val Val Lys Lys 
405 410 415 



Val Leu Lys Thr Glu Val Ala Thr Leu Val Glu Leu Asn Met Leu Lys 
420 425 430 



Asn Leu Thr Gly Ser Ala Met Ala Gly Ala Leu Gly Gly Phe Asn Ala 
435 440 445 



His Ala Ser Asn lie Val Ser Ala Val Tyr Leu Ala Thr Gly Gin Asp 
450 455 460 



Pro Ala Gin Asn lie Glu Ser Ser His Cys lie Thr Met Met Glu Ala 
465 470 475 480 



Val Asn Asp Gly Lys Asp Leu His lie Ser Val Thr Met Pro Ser lie 
485 490 495 



Glu Val Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ser Ala 
500 505 510 



Cys Leu Asn Leu Leu Gly Val Lys Gly Ala Asn Arg Glu Ala Pro Gly 
515 520 525 



Ser Asn Ala Arg Leu Leu Ala Thr lie Val Ala Gly Ser Val Leu Ala 
530 535 540 



Gly Glu Leu Ser Leu Met Ser Ala lie Ser Ala Gly Gin Leu Val Lys 
545 550 555 560 



Ser His Met Lys Tyr Asn Arg Ser Cys Lys Asp Val Thr Lys 
565 570 
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<210> 338 
<211> 595 
<212> PRT 

<213> Solanum tuberosum 
<400> 338 

Met Asp Val Arg Arg Arg Ser Glu Lys Pro Val Tyr Pro Ser Lys Val 
15 10 15 



Phe Gly Ala Asp Glu Lys Pro Leu Lys Pro His Asn Asn Gin Gin Gin 
20 25 30 



Glu Asp Asn Asn Thr Leu Leu lie Asp Ala Ser Asp Ala Leu Pro Leu 
35 40 45 



Pro Leu Tyr Leu Thr Asn Gly Leu Phe Phe Thr Met Phe Phe Ser Val 
50 55 60 



Met Tyr Phe Leu Leu Ser Arg Trp Arg Glu Lys lie Arg Asn Ser Thr 
65 70 75 80 



Pro Leu His Val Val Thr Leu Ser Glu Leu Gly Ala lie Val Ser Leu 
85 90 95 



lie Ala Ser Val lie Tyr Leu Leu Gly Phe Phe Gly lie Gly Phe Val 
100 105 110 



Gin Thr Phe Val Ser Arg Gly Asn Asn Asp Ser Trp Asp Glu Asn Asp 
115 120 125 



Glu Glu Phe Leu Leu Lys Glu Asp Ser Arg Cys Gly Pro Ala Thr Thr 
130 135 140 



Leu Gly Cys Ala lie Pro Ala Pro Pro Ala Arg Gin lie Ser Pro Met 
145 150 155 160 



Ala Pro Pro Gin Pro Ala Met Ser Met Val Glu Lys Pro Ser Pro Leu 
165 170 175 



lie Thr Pro Ala Ser Ser Glu Glu Asp Glu Glu lie lie Asn Ser Val 
180 185 190 



Val Gin Gly Lys Phe Pro Ser Tyr Ser Leu Val lie Gin Leu Gly Asp 
195 200 205 
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Val Ser Ala Ala Ala Ser Leu Arg Lys Glu Val Met Gin Arg lie Thr 
210 215 220 



Gly Lys Ser Leu Glu Gly Leu Pro Leu Glu Gly Phe Thr Tyr Glu Ser 
225 230 235 240 



lie Leu Gly Gin Cys Cys Glu Met Pro lie Gly Tyr Val Gin lie Pro 
245 250 255 



Val Gly He TVla Gly Pro Leu Leu Leu Asn Gly Lys Glu Phe Ser Val 
260 265 270 



Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg Gly 
275 280 285 



Cys Lys Ala He Tyr Ala Ser Gly Gly Ala Thr Cys He Val Leu Arg 
290 295 300 



Asp Gly Met Thr Arg Ala Pro Cys Val Arg Phe Gly Thr Ala Lys Arg 
305 310 315 320 



Ala Ala Glu Leu Lys Phe Phe Val Glu Asp Pro He Lys Phe Glu Thr 
325 330 335 



Leu Ala Asn Val Phe Asn Gin Ser Ser Arg Phe Gly Arg Leu Gin Arg 
340 345 350 



He Gin Cys Ala He Ala Gly Lys Asn Leu Tyr Met Arg Phe Val Cys 
355 360 365 



Ser Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Gly Val Gin 
370 375 380 



Asn Val Leu Asp Tyr Leu Gin Asn Glu Tyr Pro Asp Met Asp Val He 
385 390 395 - 400 



Gly He Ser Gly Asn Phe Cys Ser Asp Lys Lys Pro Ala Ala Val Asn 
405 410 415 



Trp He Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala He He Thr 
420 425 430 



Glu Glu Val Val Lys Lys Val Leu Lys Thr Glu Val Ala Ala Leu Val 
435 440 445 



Glu Leu Asn Met Leu Lys Asn Leu Thr Gly Ser Ala Met Ala Gly Ala 
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450 455 460 



Leu Gly Gly Phe Asn Ala His Ala Ser Asn lie Val Ser Ala Val Phe 
465 470 475 480 



lie Ala Thr Gly Gin Asp Pro Ala Gin Asn lie Glu Ser Ser His Cys 
485 490 495 



lie Thr Met Met Glu Ala Val Asn Asp Gly Lys Asp Leu His lie Ser 
500 505 510 



Val Thr Met Pro Ser lie Glu Val Gly Thr Val Gly Gly Gly Thr Gin 
515 520 525 



Leu Ala Ser Gin Ser 7U.a Cys Leu Asn Leu Leu Gly Val Lys Gly Ala 

530 535 540 



Asn Arg Glu Ala Pro Gly Ser Asn Ala Arg Leu Leu Ala Thr Val Val 
545 550 555 560 



Ala Gly Ser Val Leu Ala Gly Glu Leu Ser Leu Met Ser Ala lie Ser 
565 570 575 



Ala Gly Gin Leu Val Asn Ser His Met Lys Tyr Asn Arg Ser Thr Lys 
580 585 590 



Ala Ser Ser 
595 



<210> 339 
<211> 1053 
<212> PRT 

<213> Schizosaccharomyces pombe 
<400> 339 

Met lie Tyr Lys Leu Ala Ala Arg Tyr Pro lie Gin Val lie Ala lie 
15 10 15 



Val Gly lie Leu Val Ser Met Ala Tyr Phe Ser Phe Leu Glu Ala Leu 
20 25 30 



Thr Gin Glu Asp Phe Pro Val Leu lie Arg Ala Leu Lys Arg Phe Gly 
35 40 45 



lie Leu Asp Gly Phe Pro Asn Thr Arg Leu Pro Asn Glu Met lie Leu 
50 55 60 
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Lys Leu Ser Ser Val Gin Gly Glu Asp Ala Ser Val Trp Glu Gin lie 
65 70 75 80 



Pro Ala Ala Glu Leu Gly Gly Glu Gly Phe Val Asp Phe Asp lie Thr 
85 90 95 



Gin Trp Tyr Tyr Pro Ala Asn Ala Lys Val Asp Val Ala Gin Leu Val 
100 105 110 



Glu Pro Tyr Arg Asn Asp Cys lie Phe His Asp Ala Ser Gly Ala Cys 
115 120 125 



His Phe Phe Phe Lys Glu Val Gly Asn Trp Thr Val Ser Ser lie Ala 
130 135 140 



Leu Pro Ser Asn Leu Ala Asn Pro Pro lie Asp Tyr Phe Leu Asp Ser 
145 150 155 160 



Ser Ser Thr Val lie Gin Arg lie Leu Pro Ala lie Arg Glu His Gly 
165 170 175 



lie Ser Trp Ser Trp Leu Leu Gin Leu lie Ala Arg Thr Trp Met Asn 
180 185 190 



Thr Leu Lys lie Ala Ser Gin Ala Ser Lys Thr Glu Leu Leu lie Val 
195 200 205 



Gly Thr Ala Tyr Ala Cys Met Leu lie Ser lie Val Ser Leu Tyr Leu 
210 215 220 



Lys Met Arg Arg Leu Gly Ser Lys Phe Trp Leu Phe Phe Ser Val Leu 
225 230 235 240 



Leu Ser Thr Leu Phe Ser Val Gin Phe Ala Met Thr Leu Val Arg Ala 
245 250 255 



Ser Gly Val Arg lie Ser Leu Val Ser Leu lie Glu Ser Leu Pro Phe 
260 265 270 



Leu lie Asn Val Val Ala Leu Asp Lys Ala Ala Glu Leu Thr Arg Gin 
275 280 285 



Val lie Thr Arg Cys Ser Val Ser Asp Ser His Ser Pro Met His Glu 
290 295 300 
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Asp lie Ala Lys Ala Cys Arg Asn Ala Ala Pro Pro lie Leu Arg His 
305 310 315 320 



Phe Ser Phe Gly lie Val Val Leu Ala lie Phe Ser Tyr Cys Asn Phe 
325 330 335 



Gly lie Lys Gin Phe Phe Leu Phe Ala Ala Val Met lie Tyr Asp Leu 
340 345 350 



Leu Leu Leu Phe Ser Phe Phe Val Ala lie Leu Thr Leu Lys Leu Glu 
355 360 365 



Met Arg Arg Tyr Asn Ala Lys Asp Asp Val Arg Lys Val Leu lie Glu 
370 375 380 



Glu Gly Leu Ser Glu Ser Thr Ala Arg His Val Ala Asp Gly Asn Asp 
385 390 395 400 



Ser Ser Ala Thr Thr Ser Ala Gly Ser Arg Tyr Phe Lys Val Arg Tyr 
405 410 415 



Gly Thr Lys lie lie Leu Phe lie Phe lie Ala Phe Asn Leu Phe Glu 
420 425 430 



Leu Cys Ser lie Pro Phe Lys His Tyr Ala Ala Thr Ser Ala Ala Ala 
435 440 445 



Ala Arg Leu lie Pro Leu Val Arg Ser Gin Tyr Pro Asp Phe Lys Ser 
450 455 460 



Gin Arg Leu Leu Asp Asp Gly Val Phe Asp Asp Val Leu Ser Ala lie 
465 470 475 480 



Ser Ser Met Ser Asn lie Glu Ser Pro Ser Val Arg Leu Leu Pro Ala 
485 490 495 



Val Phe Tyr Gly Ala Glu Leu Ser Ser Thr Ser Phe Leu Ser Thr lie 
500 505 510 



His Ser Phe lie Asn Asn Trp Ser His Tyr lie Ser Ala Ser Phe Leu 
515 520 525 



Ser Lys Trp lie Val Cys Ala Leu Ser Leu Ser lie Ala Val Asn Val 
530 535 540 



Phe Leu Leu Asn Ala Ala Arg Leu Asn Ser lie Lys Glu Glu Pro Glu 
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545 



550 



555 



560 



Lys Lys Val Val Glu Lys Val Val Glu Val Val Lys Tyr He Pro Ser 
565 570 575 



Ser Asn Ser Ser Ser He Asp Asp He Gin Lys Asp Glu He Ala Gin 
580 585 590 



Glu Ser Val Val Arg Ser Leu Glu Glu Cys He Thr Leu Tyr Asn Asn 
595 600 605 



Gly Gin He Ser Thr Leu Asn Asp Glu Glu Val Val Gin Leu Thr Leu 
610 615 620 



Ala Lys Lys He Pro Leu Tyr Ala Leu Glu Arg Val Leu Lys Asp Val 

625 630 635 640 



Thr Arg Ala Val Val He Arg Arg Thr Val Val Ser Arg Ser Ser Arg 
645 650 655 



Thr Lys Thr Leu Glu Ser Ser Asn Cys Pro Val Tyr His Tyr Asp Tyr 
660 665 670 



Ser Arg Val Leu Asn Ala Cys Cys Glu Asn Val He Gly Tyr Met Pro 
675 680 685 



Leu Pro Leu Gly Val Ala Gly Pro Leu He He Asp Gly Lys Pro Phe 
690 695 700 



Tyr He Pro Met Ala Thr Thr Glu Gly Ala Leu Val Ala Ser Thr Met 
705 710 715 720 



Arg Gly Cys Lys Ala He Asn Ala Gly Gly Gly Ala Val Thr Val Leu 
725 730 735 



Thr Arg Asp Gin Met Ser Arg Gly Pro Cys Val Ala Phe Pro Asp Leu 
740 745 750 



Thr Arg Ala Gly Arg Ala Lys He Trp Leu Asp Ser Pro Glu Gly Gin 
755 760 765 



Glu Val Met Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala Arg Leu 
770 775 780 



Gin His He Lys Thr Ala Leu Ala Gly Thr Arg Leu Phe He Arg Phe 
785 790 795 800 
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Cys Thr Ser Thr Gly Asp Ala Met Gly Met Asn Met lie Ser Lys Gly 
805 810 815 



Val Glu His Ala Leu Val Val Met Ser Asn Asp Ala Gly Phe Asp Asp 
820 825 830 



Met Gin Val lie Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro 
835 840 845 



Ala Ala lie Asn Trp lie Asp Gly Arg Gly Lys Ser Val lie Ala Glu 
850 855 860 



Ala lie lie Pro Gly Asp Ala Val Lys Ser Val Leu Lys Thr Thr Val 
865 870 875 880 



Glu Asp Leu Val Lys Leu Asn Val Asp Lys Asn Leu lie Gly Ser Ala 
885 890 895 



Met Ala Gly Ser Val Gly Gly Phe Asn Ala His Ala Ala Asn lie Val 
900 905 910 



Thr Ala Val Tyr Leu Ala Thr Gly Gin Asp Pro Ala Gin Asn Val Glu 
915 920 925 



Ser Ser Asn Cys lie Thr Leu Met Asp Asn Val Asp Gly Asn Leu Gin 
930 935 940 



Leu Ser Val Ser Met Pro Ser lie Glu Val Gly Thr lie Gly Gly Gly 
945 950 955 960 



Thr Val Leu Glu Pro Gin Gly Ala Met Leu Asp Leu Leu Gly Val Arg 
965 970 975 



Gly Ala His Met Thr Ser Pro Gly Asp Asn Ser Arg Gin Leu TVla Arg 
980 985 990 



Val Val Ala Ala Ala Val Met Ala Gly Glu Leu Ser Leu Cys Ser Ala 
995 1000 1005 



Leu Ala Ser Gly His Leu Val Lys Ser His lie Gly Leu Asn Arg 
1010 1015 1020 



Ser Ala Leu Asn Thr Pro Ala Met Asp Ser Ser Ala Lys Lys Pro 
1025 1030 1035 
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Ala Thr Asp Ala Leu Lys Ser Val Asn Ser Arg Val Pro Gly Arg 
1040 1045 1050 



<210> 340 
<211> 856 
<212> PRT 

<213> Blattella germanica 
<400> 340 

Met Val Gly Arg Leu Phe Arg Ala His Gly Gin Phe Cys Ala Ser His 
15 10 15 



Pro Trp Glu Val lie Val Ala Thr Leu Thr Leu Thr Val Cys Met Leu 
20 25 30 



Thr Val Asp Gin Arg Pro Leu Gly Leu Pro Pro Gly Trp Gly His Asn 
35 40 45 



Cys lie Thr Leu Glu Glu Tyr Asn Ala Ala Asp Met lie Val Met Thr 
50 55 60 



Leu lie Arg Cys Val Ala Val Leu Tyr Ser Tyr Tyr Gin Phe Cys His 
65 70 75 80 



Leu Gin Lys Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly Leu Phe 
85 90 95 



Thr Val Phe Ser Ser Phe Val Phe Ser Ser Ser Val lie Asn Phe Leu 
100 105 110 



Gly Ser Asp Val Ser Asp Leu Lys Asp Ala Leu Phe Phe Phe Leu Leu 
115 120 125 



Leu lie Asp Leu Ser Lys Ala Thr Val Leu Ala Gin Phe Ala Leu Ser 
130 135 140 



Ser Arg Ser Gin Asp Glu Val Lys His Asn lie Ala Arg Gly lie Ala 
145 150 155 160 



Met Leu Gly Pro Thr lie Thr Leu Asp Thr Val Val Glu Thr Leu Val 
165 170 175 



lie Gly Val Gly Met Leu Ser Gly Val Arg Arg Leu Glu Val Leu Cys 
180 185 190 



Cys Phe Ala Cys Met Ser Val lie Val Asn Tyr Val Val Phe Met Thr 
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195 



200 



205 



Phe Tyr Pro Ala Cys Leu Ser Leu lie Leu Glu Leu Ser Arg Ser Gly 
210 215 220 



Glu Ser Gly Arg Pro Ala Trp His Asp Lys Ser Leu lie lie Lys Ala 
225 230 235 240 



Leu His Glu Glu Asp Gin Lys Pro Asn Pro Val Val Gin Arg Val Lys 
245 250 255 



Val lie Met Ser Ala Gly Leu Met Leu Val His Ala His Arg Trp Val 
260 265 270 



Arg Cys Leu Ser lie Ala Leu Trp Pro Asp Leu Thr Ser Leu Arg Tyr 
275 280 285 



Phe Cys Thr His Cys Asp Thr Gly Val Ser Tyr Ser Arg Trp Ser Phe 
290 295 300 



Ala Ser Glu Gly Glu Glu Leu Pro Thr Val Lys Leu Val Thr Gly Asp 
305 310 315 320 



Ser Val Val Asn Ser Asn Ser Thr Asp Asp Ala Gin Leu His Tyr Tyr 
325 330 335 



lie Met Arg Trp Leu Thr Val Ser Ala Asp His lie Val lie Leu lie 
340 345 350 



Leu Leu Leu Ala Leu Ala Val Lys Phe Val Phe Phe Glu Thr Arg Asp 
355 360 365 



Glu Leu Thr Thr Thr Arg Gly Met Asp Gly Trp Val Glu Val Ser Ser 
370 375 380 



Pro Val Glu His Lys Tyr Val Gin Thr Glu Gin Pro Ser Cys Ser Ala 
385 390 395 400 



Pro Glu Gin Pro Leu Glu Glu Pro Pro Ala Ser Asn Arg Ser lie Asp 
405 410 415 



Glu Cys Leu Ser Val Cys Lys Ser Asp Val Gly Ala Gin Ala Leu Ser 
420 425 430 



Asp Cys Glu Val Met Ala Leu Val Thr Ser Gly His lie Ala Gly Tyr 
435 . 440 445 
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Gin Leu Glu Lys Val Val Arg Asn Pro Glu Arg Gly Val Gly lie Arg 
450 455 460 



Arg Gin lie Leu Thr Lys Thr Ala Asp Leu Lys Asp Ala Leu Asp Asn 
465 470 475 480 



Leu Pro Tyr Lys Asn Tyr Asp Tyr Leu Lys Val Met Gly Ala Cys Cys 
485 490 495 



Glu Asn Val lie Gly Tyr Met Pro Val Pro Val Gly Val Ala Gly Pro 
500 505 510 



Leu Asn Leu Asp Gly Arg Leu Val His Val Pro Leu Ala Thr Thr Glu 
515 520 525 



Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Met Arg Ala Leu Met Arg 
530 535 540 



Cys Gly Val Thr Ser Arg lie Val Ala Asp Gly Met Thr Arg Gly Pro 
545 550 555 560 



Val Val Arg Phe Pro Asn lie Asp Arg Ala Ser Glu Ala Met Leu Trp 
565 570 575 



Met Gin Val Pro Tyr Asn Phe Glu Gin lie Lys Lys Asn Phe Asp Ser 
580 585 590 



Thr Ser Arg Phe Ala Arg Leu Ser Lys lie His lie Arg Val Ala Gly 
595 600 605 



Arg His Leu Phe lie Arg Phe lie Ala Thr Thr Gly Asp Ala Met Gly 
610 615 620 



Met Asn Met Leu Ser Lys Gly Thr Glu Val Ala Leu Ala Tyr Val Gin 
625 630 635 640 



Gin Val Tyr Pro Asp Met Glu lie Leu Ser Leu Ser Gly Asn Phe Cys 
645 650 655 



Thr Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys 
660 665 670 



Ser Val Val Cys Glu Ala lie Val Pro Ala Asp lie lie Lys Ser Val 
675 680 685 
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Leu Lys Thr Ser Val Gin Ala Leu Met Asp Val Asn lie Thr Lys Asn 
690 695 700 



Leu lie Gly Ser Ala Val Ala Gly Ser lie Gly Gly Phe Asn Ala His 
705 710 715 720 



TVla Ala Asn lie Val Thr Ala lie Phe lie Ala Thr Gly Gin Asp Pro 
725 730 735 



Ala Gin Asn Val Gly Ser Ser Asn Cys Met Thr Leu Met Glu Pro Trp 
740 745 750 



Gly Glu Asp Gly Lys Asp Leu Tyr Val Ser Cys Thr Met Pro Ser lie 
755 760 765 



Glu lie Gly Thr lie Gly Gly Gly Thr Val Leu Pro Pro Gin Ala Ala 
770 775 780 



Cys Leu Asp Met Leu Gly Val Arg Gly Ala Asn Glu Met Cys Pro Gly 
785 790 795 800 



Glu Asn Ala Asn Thr Leu Ala Arg lie Val Cys Gly Thr Val Leu TVla 
805 810 815 



Gly Glu Leu Ser Leu Met Ser Ala Leu Ala Ala Gly His Leu Val Lys 
820 825 830 



Ser His Met Arg His Asn Arg Ser Ser Val Ser Thr Ser Gly Ser Glu 
835 840 845 



Pro Ser Thr Pro Ala Cys Lys Ser 
850 855 



<210> 341 
<211> 59 
<212> PRT 

<213> Solanum tuberosum 
<400> 341 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Tyr Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
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35 



40 



45 



Thr Met Phe Ser Leu Leu Cys lie Phe Phe Ser 
50 55 



<210> 342 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 342 

Met Asp Val Cys Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Phe Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 343 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 343 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 
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Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 344 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 344 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Arg Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Phe His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 345 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 345 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu Val Arg Trp Arg Glu 
50 55 60 
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Lys lie Arg Asn Ser lie Pro Leu His Val Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 346 
<211> 82 
<212> PRT 

<213> Solanum tuberosum 
<400> 346 

Met Asp Val Arg Arg Arg Pro Val Lys Pro Leu Tyr Thr Ser Lys Asp 
15 10 15 



Ala Ser Ala Gly Glu Pro Leu Lys Gin Glu Val Ser Ser Pro Lys Ala 
20 25 ' 30 



Ser Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Thr Gly Leu Phe Phe 
35 40 45 



Thr Met Phe Phe Ser Val Met Tyr Phe Leu Leu lie Arg Trp Arg Glu 
50 55 60 



Lys lie Arg Asn Ser lie Pro Leu His Ala Val Thr Leu Ser Glu Leu 
65 70 75 80 



Leu Ala 



<210> 347 

<211> 277 
<212> PRT 

<213> Sphaceloma manihoticola 
<400> 347 

Met Ala Ala Gly Phe Pro Gly Tyr Ala Leu Glu Lys Thr Leu Glu Asp 
15 10 15 



Lys Thr Arg Ala Val Lys lie Arg Arg Ala Met lie Ala Arg Thr Pro 
20 25 30 



Ala Thr Thr Lys His Ser Arg Leu Leu Glu Ser Ser Asn Leu Pro Tyr 
35 40 45 



Gin His Phe Asp Tyr Asp Arg Val Phe Gly Ala Cys Cys Glu Asn Val 
50 55 60 
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lie Gly Tyr Met Pro Leu Pro Val Gly Val Ala Gly Pro Leu Thr lie 
65 70 75 80 



Asp Gly Glu Ser Tyr Phe Leu Pro Met Ala Thr Thr Glu Gly Val Leu 
85 90 95 



Val Ala Ser Thr Ser Arg Gly Cys Lys Ala lie Asn Ala Gly Gly Gly 
100 105 110 



Ala Val Thr Val Leu Thr Ala Asp Gly Met Thr Arg Gly Pro Cys Val 
115 120 125 



Gly Phe Glu Thr Leu Ala Arg Ala Ala Ala Ala Ala Lys Leu Trp Leu 
130 135 140 



Asp Ser Glu Glu Gly Gin Lys Val Met Lys Asp Ala Phe Asn Ser Thr 
145 150 155 160 



Ser Arg Phe Ala Arg Leu Gin Gin Leu Lys Thr Ser Leu Ala Gly Thr 
165 170 175 



Tyr Val Tyr lie Arg Phe Lys Thr Thr Thr Gly Glu Ala Met Gly Met 
180 185 190 



Asn Met lie Ser Lys Gly Val Glu Lys Ala Leu Asp Val Met Ala Lys 
195 200 205 



Glu Ser Gly Phe Glu Asp Met Ala lie lie Ser Val Ser Gly Asn Phe 
210 215 220 



Cys Thr Asp Lys Lys Pro Ala Ala lie Asn Trp lie Asp Gly Arg Gly 
225 230 235 240 



Lys Ser Val Val Ala Glu Ala lie He Pro Gly Asp Val Val Arg Ser 
245 250 255 



Val Leu Lys Ser Asp Val Asn Ala Leu Val Glu Leu Asn Val Ser Lys 
260 265 270 



Asn Leu He Gly Ser 
275 



<210> 348 
<211> 976 
<212> PRT 
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<213> Gibberella fujikuroi 
<400> 348 

Met Asp His Glu Gly Cys Gin Gly Gin His Pro Gin Gin Cys Cys Gin 
15 10 15 



Trp Val Ser Asn Ala Trp Ser Glu Phe Leu Asp Leu Leu Lys Asn Ala 
20 25 30 



Glu Thr Leu Asp lie Val lie Met Leu Leu Gly Tyr lie Ala Met His 
35 40 45 



Leu Thr Phe Val Ser Leu Phe Leu Ser Met Arg Lys Met Gly Ser Lys 
50 55 60 



Phe Trp Leu Gly lie Cys Thr Leu Phe Ser Ser Val Phe Ala Phe Leu 
65 70 75 80 



Phe Gly Leu Val Val Thr Thr Lys Leu Gly Val Pro lie Ser Val lie 
85 90 95 



Leu Leu Ser Glu Gly Leu Pro Phe Leu Val Val Thr lie Gly Phe Glu 
100 105 110 



Lys Asn lie Val Leu Thr Arg Ala Val Met Ser His Ala lie Glu His 
115 120 125 



Arg Arg lie Gin Ala Gin Asn Ser Lys Ser Gly Lys Arg Ser Pro Asp 
130 135 140 



Gly Ser Thr Gin Asn Met lie Gin Tyr Ala Val Gin Ala Ala lie Lys 
145 150 155 160 



Glu Lys Gly Phe Glu lie lie Arg Asp Tyr Ala lie Glu lie Val lie 
165 170 175 



Leu Val lie Gly Ala Ala Ser Gly Val Gin Gly Gly Leu Gin Gin Phe 
180 185 190 



Cys Phe Leu Ala Ala Trp Thr Leu Phe Phe Asp Phe lie Leu Leu Phe 
195 200 205 



Thr Phe Tyr Thr Ala lie Leu Ser lie Lys Leu Arg Ser Thr Val Ser 
210 215 220 



Ser Val Met Ser lie Cys Val Trp Pro Leu Arg Met Met Ala Ser Arg 
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225 



230 



235 



240 



Arg Val Ala Glu Asn Val Ala Lys Gly Asp Asp Glu Leu Asn Arg Val 
245 250 255 



Arg Gly Asp Ala Pro Leu Phe Gly Arg Lys Ser Ser Ser lie Pro Lys 
260 265 270 



Phe Lys Val Leu Met lie Leu Gly Phe lie Phe Val Asn lie Val Asn 
275 280 285 



lie Cys Ser lie Pro Phe Arg Asn Pro Ser Ser Met Ser Thr lie Arg 
290 295 300 



Thr Trp Ala Ser Ser Leu Gly Gly Val lie Ala Pro Leu Ser Val Asp 

305 310 315 320 



Pro Phe Lys Val Ala Ser Asn Gly Leu Asp Ala lie Leu Pro Thr Ala 
325 330 335 



Lys Ser Asn Asn Arg Pro Thr Leu Val Thr Val Leu Thr Pro He Lys 
340 345 350 



Tyr Glu Leu Glu Tyr Pro Ser He His Tyr Ala Leu Gly Ser Ala Ala 
355 360 365 



Ser Asn Pro Ala Tyr Asn Asp Ala Phe His His His Phe Gin Gly Tyr 
370 375 380 



Gly Val Gly Gly Arg Met Val Gly Gly He Leu Lys Ser Leu Glu Asp 
385 390 395 400 



Pro Val Leu Ser Lys Trp He Val He Ala Leu Ala Leu Ser Val Ala 
405 410 415 



Leu Asn Gly Tyr Leu Phe Asn Val Ala Arg Trp Gly He Lys Asp Pro 
420 425 430 



Asn Val Pro Glu His Asn He Asp Arg Asn Glu Leu Ala Arg Ala Arg 
435 440 445 



Glu Phe Asn Asp Thr Gly Ser Ala Thr Leu Pro Leu Gly Glu Tyr Val 
450 455 460 



Pro Pro Thr Pro Met Arg Thr Gin Pro Ser Thr Pro Ala He Thr Asp 
465 470 475 480 
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Asp Glu Ala Glu Gly Leu His Met Thr Lys Ala Arg Pro Ala Asn Leu 
485 490 495 



Pro Asn Arg Ser Asn Glu Glu Leu Glu Lys Leu Leu Ser Glu Asn Ala 
500 505 510 



Leu Arg Glu Met Thr Asp Glu Glu Val lie Ser Leu Ser Met Arg Gly 
515 520 525 



Lys lie Pro Gly Tyr Ala Leu Glu Lys Thr Leu Gly Asp Phe Thr Arg 
530 535 540 



Ala Val Lys lie Arg Arg Ser lie lie Ala Arg Asn Lys Ala Ala Ala 
545 550 555 560 



Asp lie Thr His Ser Leu Asp Arg Ser Lys Leu Pro Tyr Glu Asn Tyr 
565 570 575 



Asn Trp Glu Arg Phe Phe Gly Ala Cys Cys Glu Asn Val lie Gly Tyr 
580 585 590 



Met Pro Leu Pro Val Gly Val Ala Gly Pro Leu Val lie Asp Gly Gin 
595 600 605 



Ser Tyr Phe lie Pro Met Ala Thr Thr Glu Gly Val Leu Val Ala Ser 
610 615 620 



Ala Ser Arg Gly Cys Lys Ala lie Asn Ser Gly Gly Gly Ala lie Thr 
625 630 635 640 



Val Leu Thr Ala Asp Gly Met Thr Arg Gly Pro Cys Val Ala Phe Glu 
645 650 655 



Thr Leu Glu Arg Ala Gly Ala Ala Lys Leu Trp Leu Asp Ser Glu Ala 
660 665 670 



Gly Gin Asp Met Met Lys Lys Ala Phe Asn Ser Thr Ser Arg Phe Ala 
675 680 685 



Arg Leu Gin Ser Met Lys Thr Ala Leu Ala Gly Thr Asn Leu Tyr lie 
690 695 700 



Arg Phe Lys Thr Thr Thr Gly Asp Ala Met Gly Met Asn Met lie Ser 
705 710 715 720 
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Lys Gly Val Glu His Ala Leu Ser Val Met Ala Asn Asp Gly Gly Phe 
725 730 735 



Asp Asp Met Gin lie lie Ser Val Ser Gly Asn Tyr Cys Thr Asp Lys 
740 745 750 



Lys Ala Ala Ala Leu Asn Trp lie Asp Gly Arg Gly Lys Gly Val Val 
755 760 765 



Ala Glu Ala He He Pro Gly Glu Val Val Arg Ser Val Leu Lys Ser 
770 775 780 



Asp Val Asp Ser Leu Val Glu Leu Asn Val Ala Lys Asn Leu He Gly 
785 790 795 800 



Ser Ala Met Ala Gly Ser Val Gly Gly Phe Asn Ala His Ala Ala Asn 

805 810 815 r 



lie Val Ala Ala He Phe Leu Ala Thr Gly Gin Asp Pro Ala Gin Val 
820 825 830 



Val Glu Ser Ala Asn Cys He Thr He Met Lys Asn Leu Asn Gly Ala 
835 840 845 



Leu Gin He Ser Val Ser Met Pro Ser Leu Glu Val Gly Thr Leu Gly 
850 855 860 



Gly Gly Thr He Leu Glu Pro Gin Gly Ala Met Leu Asp He Leu Gly 
865 870 875 880 



Val Arg Gly Ser His Pro Thr Asn Pro Gly Asp Asn Ala Arg Arg Leu 
885 890 895 



Ala Arg He He Gly Ala Ala Val Leu Ala Gly Glu Leu Ser Leu Cys 
900 905 910 



Ser Ala Leu Ala Ala Gly His Leu Val Arg Ala His Met Gin His Asn 
915 920 925 



Arg Ser Ala Ala Pro Ser Arg Ser Thr Thr Pro Gly Ser Ser His Asp 
930 935 940 



Ala Arg Leu Thr Gly His Asp Gin Cys Pro Arg Ala Leu Ser Val Asn 
945 950 955 960 
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Asn Val Asp Glu Arg Arg Arg Tyr Ser Glu Val Lys Ala lie Asp Glu 
965 970 975 



<210> 


349 


<211> 


244 


<212> 


PRT 


<213> 


Rattus norvegicus 


<220> 




<221> 


MISC FEATURE 


<222> 


(1) . . (244) 


<223> 


X equals unknown 


<400> 


349 



Pro lie Arg Ser Pro Lys Arg Gly Thr Ser Met Gly Met Asn Met lie 
15 10 15 



Ser Lys Gly Thr Glu Lys Ala Leu Leu Lys Leu Gin Glu Phe Phe Pro 
20 25 30 



Glu Leu Gin lie Leu Ala Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys 
35 40 45 



Pro Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Thr Val Val Cys 
50 55 60 



Glu Ala Val lie Pro Ala Lys Val Val Arg Glu Val Leu Lys Ser Thr 
65 70 75 80 



Thr Glu Ala Met Val Asp Val Asn lie Asn Lys Asn Leu Val Gly Ser 
85 90 95 



Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala Ala Asn lie 
100 105 110 



Val Thr Ala lie Tyr lie Ala Cys Ala Gin Asp Ala Ala Gin Asn Val 
115 120 12.5 



Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly Pro Xaa Xaa 
130 135 140 



Glu Asp Leu Xaa Xaa Ser Xaa Xaa Met Pro Ser lie Glu lie Gly Thr 
145 150 155 160 



Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys Leu Gin Met 
165 170 175 
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Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu Asn Ala Arg 
180 185 190 



Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly Glu Leu Ser 
195 200 205 



Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser His Met Val 
210 215 220 



His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly Thr Cys Thr 
225 230 235 240 



Lys Lys Ala Ala 



<210> 


350 


<211> 


102 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


NON_TER 


<220> 




<221> 


NON TER 


<222> 


(1) . . (102) 


<223> 


NON_TER 


<400> 


350 



Leu His Glu Tyr Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn 
15 10 15 



Tyr Cys Thr Asp Lys Lys Pro Ala Ala lie Asn Trp lie Glu Gly Arg 
20 25 30 



Gly Lys Ser Val Val Cys Glu Ala Val lie Pro Ser Lys Val Val Arg 
35 40 45 



Glu Val Leu Lys Thr Thr Thr Glu Ala Met lie Glu Val Asn lie Asn 
50 55 60 



Lys Asn Leu Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn 
65 70 75 80 



Ala His Ala Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin 
85 90 95 



Asp Ala Ala Gin Asn Val 
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100 



<210> 


351 


<211> 


115 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


NON_TER 


<220> 




<221> 


NON TER 


<222> 


(1) . - (115) 


<223> 


NON_TER 


<400> 


351 



Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly Pro Thr Asn Glu 
15 10 15 



Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu lie Gly Thr Val 
20 25 30 



Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys Leu Gin Met Leu 
35 40 45 



Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu Asn Ala Arg Gin 
50 55 60 



Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly Glu Leu Ser Leu 
65 70 75 80 



Met Ala Ala Leu Ala Ala Gly His Leu Val Lys Ser His Met lie His 
85 90 95 



Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly Ala Cys Thr Lys 
100 105 110 



Lys Thr Ala 





115 


<210> 


352 


<211> 


4 62 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


NON_TER 


<220> 




<221> 


NON TER 
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<222> (1) . . (462) 
<223> NON TER 



<400> 352 



Met Val Leu Val Thr Gin Glu Pro Glu lie Glu Leu Pro Arg Glu Pro 
15 10 15 



Arg Pro Asn Glu Glu Cys Leu Gin lie Leu Gly Asn Ala Glu Lys Gly 
20 25 30 



Ala Lys Phe Leu Ser Asp Ala Glu lie lie Gin Leu Val Asn Ala Lys 
35 40 45 



His lie Pro Ala Tyr Lys Leu Glu Thr Leu Met Glu Thr His Glu Arg 
50 55 60 



Gly Val Ser lie Arg Arg Gin Leu Leu Ser Lys Lys Leu Ser Glu Pro 
65 70 75 80 



Ser Ser Leu Gin Tyr Leu Pro Tyr Arg Asp Tyr Asn Tyr Ser Leu Val 
85 90 95 



Met Gly Ala Cys Cys Glu Asn Val lie Gly Tyr Met Pro lie Pro Val 
100 105 110 



Gly Val Ala Gly Pro Leu Cys Leu Asp Glu Lys Glu Phe Gin Val Pro 
115 120 125 



Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Cys 
130 135 140 



Arg Ala lie Gly Leu Gly Gly Gly Ala Ser Ser Arg Val Leu Ala Asp 
145 150 155 160 



Gly Met Thr Arg Gly Pro Val Val Arg Leu Pro Arg Ala Cys Asp Ser 
165 170 175 



Ala Glu Val Lys Ala Trp Leu Glu Thr Ser Glu Gly Phe Ala Val lie 
180 185 190 



Lys Glu Ala Phe Asp Ser Thr Ser Arg Phe Ala Arg Leu Gin Lys Leu 
195 200 205 



His Thr Ser lie Ala Gly Arg Asn Leu Tyr lie Arg Phe Gin Ser Arg 
210 215 220 
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Ser Gly Asp Ala Met Gly Met Asn Met lie Ser Lys Gly Thr Glu Lys 
225 230 235 240 



Ala Leu Ser Lys Leu His Glu Tyr Phe Pro Glu Met Gin lie Leu TVla 
245 250 255 



Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala lie Asn Trp 
260 265 270 



lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala Val lie Pro Ser 
275 280 285 



Lys Val Val Arg Glu Val Leu Lys Thr Thr Thr Glu Ala Met lie Glu 
290 295 300 



Val Asn lie Asn Lys Asn Leu Val Gly Ser Ala Met Ala Gly Ser lie 
305 310 315 320 



Gly Gly Tyr Asn Ala His Ala Ala Asn lie Val Thr Ala lie Tyr lie 
325 330 335 



Ala Cys Gly Gin Asp Ala Ala Gin Asn Val Gly Ser Ser Asn Cys lie 
340 345 350 



Thr Leu Met Glu Ala Ser Gly Pro Thr Asn Glu Asp Leu Tyr lie Ser 
355 360 365 



Cys Thr Met Pro Ser lie Glu lie Gly Thr Val Gly Gly Gly Thr Asn 
370 375 . 380 



Leu Leu Pro Gin Gin Ala Cys Leu Gin Met Leu Gly Val Gin Gly Ala 
385 390 395 400 



Cys Lys Asp Asn Pro Gly Glu Asn Ala Arg Gin Leu /Via Arg lie Val 
405 410 415 



Cys Gly Thr Val Met Ala Gly Glu Leu Ser Leu Met Ala Ala Leu Ala 
420 425 430 



Ala Gly His Leu Val Lys Ser His Met lie His Asn Arg Ser Lys lie 
435 440 445 



Asn Leu Gin Asp Leu Gin Gly Ala Cys Thr Lys Lys Thr Ala 
450 455 460 
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<210> 


353 


<211> 


123 


<212> 


PRT 


<213> 


Artificial 


<220> 




<223> 


NON_TER 


<220> 




<221> 


NON TER 


<222> 


(1) . . (123) 


<223> 


NON__TER 


<400> 


353 



Met Val Leu Val Thr Gin Glu Pro Glu lie Glu Leu Pro Arg Glu Pro 
15 10 15 



Arg Pro Asn Glu Glu Cys Leu Gin lie Leu Gly Asn Ala Glu Lys Gly 
20 25 30 



Ala Lys Phe Leu Ser Asp Ala Glu lie lie Gin Leu Val Asn Ala Lys 
35 40 45 



His lie Pro Ala Tyr Lys Leu Glu Thr Leu Met Glu Thr His Glu Arg 
50 55 60 



Gly Val Ser lie Arg Arg Gin Leu Leu Ser Lys Lys Leu Ser Glu Pro 
65 70 75 80 



Ser Ser Leu Gin Tyr Leu Pro Tyr Arg Asp Tyr Asn Tyr Ser Leu Val 
85 90 95 



Met Gly Ala Cys Cys Glu Asn Val lie Gly Tyr Met Pro lie Pro Val 
100 105 110 



Gly Val Ala Gly Pro Leu Cys Leu Asp Glu Lys 
115 120 



<210> 354 
<211> 562 
<212> PRT 

<213> Arabidopsis thaliana 
<400> 354 

Met Glu Asp Leu Arg Arg Arg Phe Pro Thr Lys Lys Asn Gly Glu Glu 
15 10 15 



lie Ser Asn Val Ala Val Asp Pro Pro Leu Arg Lys Ala Ser Asp Ala 
20 25 30 
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Leu Pro Leu Pro Leu Tyr Leu Thr Asn Thr Phe Phe Leu Ser Leu Phe 
35 40 45 



Phe Ala Thr Val Tyr Phe Leu Leu Ser Arg Trp Arg Glu Lys lie Arg 
50 55 60 



Asn Ser Thr Pro Leu His Val Val Asp Leu Ser Glu lie Cys Ala Leu 
65 70 75 80 



lie Gly Phe Val Ala Ser Phe lie Tyr Leu Leu Gly Phe Cys Gly lie 
85 90 95 



Asp Leu lie Phe Arg Ser Ser Ser Asp Asp Asp Val Trp Val Asn Asp 
100 105 110 



Gly Met lie Pro Cys Asn Gin Ser Leu Asp Cys Arg Glu Val Leu Pro 
115 120 125 



lie Lys Pro Asn Ser Val Asp Pro Pro Arg Glu Ser Glu Leu Asp Ser 
130 135 140 



Val Glu Asp Glu Glu lie Val Lys Leu Val lie Asp Gly Thr lie Pro 
145 150 155 160 



Ser Tyr Ser Leu Glu Thr Lys Leu Gly Asp Cys Lys Arg Ala Ala Ala 
165 170 175 



lie Arg Arg Glu Ala Val Gin Arg lie Thr Gly Lys Ser Leu Thr Gly 
180 185 190 



Leu Pro Leu Glu Gly Phe Asp Tyr Asn Ser lie Leu Gly Gin Cys Cys 
195 200 205 



Glu Met Pro Val Gly Tyr Val Gin lie Pro Val Gly lie Ala Gly Pro 
210 215 220 



Leu Leu Leu Asp Gly Val Glu Tyr Ser Val Pro Met Ala Thr Thr Glu 
225 230 235 240 



Gly Cys Leu Val Ala Ser Thr Asn Arg Gly Phe Lys Ala lie His Leu 
245 250 255 



Ser Gly Gly Ala Phe Ser Val Leu Val Lys Asp Ala Met Thr Arg Ala 
260 265 270 
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Pro Val Val Arg Phe Pro Ser Ala Arg Arg Ala Ala Leu Val Met Phe 
\^ 275 280 285 



Tyr Leu Gin Asp Pro Ser Asn Phe Glu Arg Leu Ser Leu lie Phe Asn 
290 295 300 



Lys Ser Ser Arg Phe Ala Arg Leu Gin Ser lie Thr Cys Thr lie Ala 
305 310 315 320 



Gly Arg Asn Leu Tyr Pro Arg Phe Ala Cys Ser Thr Gly Asp Ala Met 
325 330 335 



Gly Met Asn Met Val Ser Lys Gly Val Gin Asn Val Leu Asp Phe Val 
340 345 350 



Lys Ser Glu Phe Pro Asp Met Asp Val lie Gly lie Ser Gly Asn Tyr 
355 360 365 



Cys Ser Asp Lys Lys Ala Ser Ala Val Asn Trp lie Glu Gly Arg Gly 
370 375 380 



Lys His Val Val Cys Glu Ala Phe lie Lys Ala Glu lie Val Glu Lys 
385 390 395 400 



Val Leu Lys Thr Ser Val Glu 7U.a Leu Val Glu Leu Asn Thr Leu Lys 
405 410 415 



Asn Leu Val Gly Ser Ala Met Ala Gly Ser Leu Gly Gly Phe Asn Ala 
420 425 430 



His Ser Ser Asn lie Val Ser Ala Val Phe lie Ala Thr Gly Gin Asp 
435 440 445 



Pro Ala Gin Asn Val Glu Ser Ser His Cys Met Thr Met lie Leu Pro 
450 455 460 



Asp Gly Asp Asp Leu His lie Ser Val Ser Met Pro Cys lie Glu Val 
465 470 475 480 



Gly Thr Val Gly Gly Gly Thr Gin Leu Ala Ser Gin Ala Ala Cys Leu 
485 490 495 



Asn Leu Leu Gly Val Lys Gly Ser Asn Asn Glu Lys Pro Gly Ser Asn 
500 505 510 
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Ala Gin Gin Leu Ala Arg lie Val Ala Gly Ser Val Leu Ala Gly Glu 
515 520 525 



Leu Ser Leu Met Ser Ala lie Ala Ala Gly Gin Leu Val Lys Ser His 
530 535 540 



Met Lys Tyr Asn Arg Ser Ser Arg Asp lie Gly Pro Ser Ser Gin Val 
545 550 555 560 



Asn Arg 



<210> 355 

<211> 224 

<212> PRT 

<213> Mus musculus 



<400> 355 

Glu Lys Ala Leu Leu Lys Leu Gin Glu Phe Phe Pro Asp Met Gin lie 
15 10 15 



Leu Ala Val Ser Gly Asn Tyr Cys Thr Asp Lys Lys Pro Ala Ala lie 
20 25 30 



Asn Trp lie Glu Gly Arg Gly Lys Thr Val Val Cys Glu Ala Val lie 
35 40 45 



Pro Ala Lys Val Val Arg Glu Val Leu Lys Thr Thr Thr Glu Ala Met 
50 55 60 



Val Asp Val Asn lie Asn Lys Asn Leu Val Gly Ser Ala Met Ala Gly 
65 70 75 80 



Ser lie Gly Gly Tyr Asn Ala His Ala Ala Asn lie Val Thr Ala lie 
85 90 95 



Tyr lie Ala Cys Gly Gin Asp Ala Ala Gin Asn Val Gly Ser Ser Asn 
100 105 110 



Cys lie Thr Leu Met Glu Ala Ser Gly Pro Thr Asn Glu Asp Leu Tyr 
115 120 125 



lie Ser Cys Thr Met Pro Ser lie Glu lie Gly Thr Val Gly Gly Gly 
130 135 140 



Thr Asn Leu Leu Pro Gin Gin Ala Cys Leu Gin Met Leu Gly Val Gin 
145 150 155 160 
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Gly Ala Cys Lys Asp Asn Pro Gly Glu Asn Ala Arg Gin Leu Ala Arg 
165 170 175 



lie Val Cys Gly Thr Val Met Ala Gly Glu Leu Ser Leu Met Ala Ala 
180 185 190 



Leu Ala Ala Gly His Leu Val Arg Ser His Met Val His Asn Arg Ser 
195 200 205 



Lys lie Asn Leu Gin Asp Leu Gin Gly Thr Cys Thr Lys Lys Ala Ala 
210 215 220 



<210> 356 

<211> 887 

<212> PRT 

<213> Mesocricetus auratus 

<400> 356 

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His 
1 5 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asn Lys lie Cys Gly Trp Asn Tyr 
35 40 45 



Glu Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 
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Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Glu Asn lie Ala Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
180 185 190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe 
195 200 205 



Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 



Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser His Phe Ala Arg 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gin Arg Val 
245 250 255 



Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg 
260 265 270 



Trp lie Ala Asp Pro Ser Pro Gin Asn Ser Thr Thr Glu His Ser Lys 
275 280 285 



Val Ser Leu Gly Leu Asp Glu Asp Val Ser Lys Arg lie Glu Pro Ser 
290 295 300 



Val Ser Leu Trp Gin Phe Tyr Leu Ser Lys Met lie Ser Met Asp lie 
305 310 315 320 



Glu Gin Val Val Thr Leu Ser Leu Ala Phe Leu Leu Ala Val Lys Tyr 
325 330 335 



lie Phe Phe Glu Gin Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn 
340 345 350 



Pro lie Thr Ser Pro Val Ala Thr Pro Lys Lys Ala Pro Asp Asn Cys 
355 360 365 



Cys Arg Arg Glu Pro Val Leu Ser Arg Arg Asn Glu Lys Leu Ser Ser 
370 375 380 



Val Glu Glu Glu Pro Gly Val Asn Gin Asp Arg Lys Val Glu Val lie 
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385 



390 



395 



400 



Lys Pro Leu Val Ala Glu Thr Glu Ser Thr Ser Arg Ala Thr Phe Val 
405 410 415 



Leu Gly Ala Ser Gly Gly Cys Ser Pro Val Ala Leu Gly Thr Gin Glu 
420 425 430 



Pro Glu lie Glu Leu Pro Ser Glu Pro Arg Pro Asn Glu Glu Cys Leu 
435 440 445 



Gin lie Leu Glu Ser Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp Ala 
450 455 460 



Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu 
465 470 475 480 



Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg Gin 
485 490 495 



Leu Leu Ser Thr Lys Leu Pro Glu Pro Ser Ser Leu Gin Tyr Leu Pro 
500 505 510 



Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly JKla Cys Cys Glu Asn 
515 520 525 



Val lie Gly Tyr Met Pro lie Pro Val Gly Val Ala Gly Pro Leu Cys 
530 535 540 



Leu Asp Gly Lys Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys 
545 550 555 560 



Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala lie Gly Leu Gly Gly 
565 570 575 



Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro Val 
580 585 590 



Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp Leu 
595 600 605 



Glu Thr Pro Glu Gly Phe Ala Val lie Lys Asp Ala Phe Asp Ser Thr 
610 615 620 



Ser Arg Phe Ala Arg Leu Gin Lys Leu His Val Thr Met Ala Gly Arg 
625 630 635 640 
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-642- 



Asn Leu Tyr lie Arg Phe Gin Ser Lys Thr Gly Asp Ala Met Gly Met 
645 650 655 



Asn Met lie Ser Lys Gly Thr Glu Lys Ala Leu Val Lys Leu Gin Glu 
660 665 670 



Phe Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn Tyr Cys Thr 
675 680 685 



Asp Lys Lys Pro Ala Ala Val Asn Trp lie Glu Gly Arg Gly Lys Thr 
690 695 700 



Val Val Cys Glu Ala Val lie Pro Ala Arg Val Val Arg Glu Val Leu 
705 710 715 720 



Lys Thr Thr Thr Glu Ala Met lie Asp Val Asn lie Asn Lys Asn Leu 
725 730 735 



Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala 
740 745 750 



Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala Ala 
755 760 765 



Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly 
770 775 780 



Pro Thr Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu 
785 790 795 800 



lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys 
805 810 815 



Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu 
820 825 830 



Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly 
835 840 845 



Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser 
850 855 860 



His Met Val His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly 
865 870 875 880 
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Thr Cys Thr Lys Lys Ala Ala 
885 



<210> 357 
<211> 592 
<212> PRT . 

<213> Arabidopsis thaliana 

<400> 357 

Met Asp Leu Arg Arg Arg Pro Pro Lys Pro Pro Val Thr Asn Asn Asn 
15 10 15 



Asn Ser Asn Gly Ser Phe Arg Ser Tyr Gin Pro Arg Thr Ser Asp Asp 
20 25 30 



Asp His Arg Arg Arg Ala Thr Thr lie Ala Pro Pro Pro Lys Ala Ser 
35 40 45 



Asp Ala Leu Pro Leu Pro Leu Tyr Leu Thr Asn Ala Val Phe Phe Thr 
50 55 60 



Leu Phe Phe Ser Val Ala Tyr Tyr Leu Leu His Arg Trp Arg Asp Lys 
65 70 75 80 



lie Arg Tyr Asn Thr Pro Leu His Val Val Thr lie Thr Glu Leu Gly 
85 90 95 



Ala lie lie Ala Leu lie Ala Ser Phe lie Tyr Leu Leu Gly Phe Phe 
100 105 110 



Gly lie Asp Phe Val Gin Ser Phe lie Ser Arg Ala Ser Gly Asp Ala 
115 120 125 



Trp Asp Leu Ala Asp Thr lie Asp Asp Asp Asp His Arg Leu Val Thr 
130 135 140 



Cys Ser Pro Pro Thr Pro lie Val Ser Val Ala Lys Leu Pro Asn Pro 
145 150 155 160 



Glu Pro lie Val Thr Glu Ser Leu Pro Glu Glu Asp Glu Glu lie Val 
165 170 175 



Lys Ser Val lie Asp Gly Val lie Pro Ser Tyr Ser Leu Glu Ser Arg 
180 185 190 



Leu Gly Asp Cys Lys Arg Ala Ala Ser lie Arg Arg Glu Ala Leu Gin 
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195 



200 



205 



Arg Val Thr Gly Arg Ser lie Glu Gly Leu Pro Leu Asp Gly Phe Asp 
210 215 220 



Tyr Glu Ser lie Leu Gly Gin Cys Cys Glu Met Pro Val Gly Tyr lie 
225 230 235 240 



Gin lie Pro Val Gly lie Ala Gly Pro Leu Leu Leu Asp Gly Tyr Glu 
245 250 255 



Tyr Ser Val Pro Met Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr 
260 265 270 



Asn Arg Gly Cys Lys Ala Met Phe lie Ser Gly Gly Ala Thr Ser Thr 
275 280 285 



Val Leu Lys Asp Gly Met Thr Arg Ala Pro Val Val Arg Phe Ala Ser 
290 295 300 



Ala Arg Arg Ala Ser Glu Leu Lys Phe Phe Leu Glu Asn Pro Glu Asn 
305 310 315 320 



Phe Asp Thr Leu Ala Val Val Phe Asn Arg Ser Ser Arg Phe Ala Arg 
325 330 335 



Leu Gin Ser Val Lys Cys Thr lie Ala Gly Lys Asn Ala Tyr Val Arg 
340 345 350 



Phe Cys Cys Ser Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys 
355 360 365 



Gly Val Gin Asn Val Leu Glu Tyr Leu Thr Asp Asp Phe Pro Asp Met 
370 375 380 



Asp Val lie Gly lie Ser Gly Asn Phe Cys Ser Asp Lys Lys Pro Ala 
385 390 395 400 



Ala Val Asn Trp lie Glu Gly Arg Gly Lys Ser Val Val Cys Glu Ala 
405 410 415 



Val lie Arg Gly Glu lie Val Asn Lys Val Leu Lys Thr Ser Val Ala 
420 425 430 



Ala Leu Val Glu Leu Asn Met Leu Lys Asn Leu Ala Gly Ser Ala Val 
435 440 445 
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Ala Gly Ser Leu Gly Gly Phe Asn Ala His Ala Ser Asn lie Val Ser 
450 455 460 



Ala Val Phe lie Ala Thr Gly Gin Asp Pro Ala Gin Asn Val Glu Ser 
465 470 475 480 



Ser Gin Cys lie Thr Met Met Glu Ala lie Asn Asp Gly Lys Asp lie 
485 490 495 



His lie Ser Val Thr Met Pro Ser lie Glu Val Gly Thr Val Gly Gly 
500 505 510 



Gly Thr Gin Leu Ala Ser Gin Ser Ala Cys Leu Asn Leu Leu Gly Val 
515 520 525 



Lys Gly Ala Ser Thr Glu Ser Pro Gly Met Asn Ala Arg Arg Leu Ala 
530 535 540 



Thr lie Val Ala Gly Ala Val Leu Ala Gly Glu Leu Ser Leu Met Ser 
545 550 555 560 



Ala lie Ala Ala Gly Gin Leu Val Arg Ser His Met Lys Tyr Asn Arg 
565 570 575 



Ser Ser Arg Asp lie Ser Gly Ala Thr Thr Thr Thr Thr Thr Thr Thr 
580 585 590 



<210> 358 
<211> 948 
<212> PRT 

<213> Schistosoma mansoni 
<400> 358 

Met Leu Lys lie Leu Asn Thr Val Leu Leu Phe Phe Asp Cys Phe Ser 
15 10 15 



Thr Gly Thr Phe Phe Val Leu Leu lie Tyr Leu Phe Thr Arg Leu Arg 
20 25 30 



Thr His Leu Leu His Phe Ser Ser Ser Asn Cys His Leu Asp Val lie 
35 40 45 



lie Tyr Gin Ser Arg Ala Val lie lie Phe Leu Val Val Phe Val Tyr 
50 55 60 
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Phe lie Gly Val Leu Thr Cys Lys lie Asn Asp Lys lie Leu Val His 
65 70 75 80 



Thr Met Leu Arg Asn Lys Arg Gin Leu Asn Thr Leu Phe Tyr Thr Leu 
85 90 95 



lie Leu Phe Thr Phe Ala Leu Cys Ser Leu Ser Ser Val Leu Phe Val 
100 105 110 



Pro Tyr Thr Ser Phe Ala lie Phe Leu Leu Ser Thr Ser Val Phe Leu 
115 120 125 



Leu Phe Ser Asp Leu Ser Val Phe Phe lie Val Leu Glu Tyr Tyr Leu 
130 135 140 



Leu Glu lie Glu Leu Val Asn Tyr Glu His Ala Lys Arg His Cys Leu 
145 150 155 160 



Leu Ser His Leu Phe Ser Asn Gin Leu Phe Val. Asp His Met Leu Gly 
165 170 175 



Met Phe Leu Lys Thr Ser Leu Phe Ser lie Ser Thr Thr Ser Lys Tyr 
180 185 190 



Ala Tyr Leu Glu Ser lie Phe Lys Cys Thr Leu Met Glu Gin lie lie 
195 200 205 



Tyr lie Met lie Val Phe Val Phe Leu Pro Ser Phe Met Arg lie Phe 
210 215 220 



Ala Ser Tyr Ala Lys Arg Met Tyr Gly Glu Gin Lys Lys Cys Leu Val 
225 230 235 240 



Ser Asn Lys Gly Val Ser Ser Ser Thr Arg Lys Arg Arg His Ser Tyr 
245 250 255 



Ser Ser Gly His Ser Tyr Val Glu Tyr Arg Arg Met Ser Val His Asn 
260 265 270 



Leu lie Gly Tyr Val Val Asn Pro Asn Cys His Tyr Lys Cys Trp Ser 
275 280 285 



Thr Thr Phe Val lie Phe Val Ser Leu lie lie Leu His Leu Asn Asn 
290 295 300 



Arg Tyr Ser Glu Arg lie Ser Ser Phe Lys His Asn Ser Ser Glu Asn 
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305 



310 



315 



320 



Glu Val Phe Pro Val Leu Tyr His lie Thr Ala Tyr Glu Val Thr Ser 
325 330 335 



lie Phe His Phe He Tyr Asn He Phe His Val He Asn Ala Asn Leu 
340 345 350 



Val Val Tyr Leu Phe Leu Gly Leu Phe Leu Phe Lys Arg He Arg Leu 
355 360 365 



Asn Lys Pro He Asn Ser Gin Leu Arg Asn Leu Asn He Pro Lys He 
370 375 380 



Lys Glu Thr Leu He Ser Asp Gin Val Lys Gin Ser Pro Val Leu Pro 
385 390 395 400 



Lys Phe Ser Lys Lys Leu Asn Asp He Pro Leu Gin Ser Arg Lys Arg 
405 410 415 



He Tyr Cys Leu His Lys Asp Asp Asp Tyr He Asp Arg Asn Asp Ser 
420 425 430 



Ser Ser Val Ser Thr Phe Ser Asn Thr Cys Lys Asn Ser Asn Glu Arg 
435 440 445 



Pro Ser Asn Val Leu Asp Leu Asp Met Leu Thr Glu Lys He Lys Gin 
450 455 460 



Gly Leu Gly His Glu Leu Ser Asp Thr Glu He Leu Gin Leu Leu Ser 
465 470 475 480 



His Gly Arg Leu Lys Thr Arg Glu Leu Glu Ser Val Val Arg Asn Pro 
485 490 495 



Phe Arg Ala Val Glu Leu Arg Arg Leu Asp Leu Ser Thr Phe Leu Asn 
500 505 510 



Asn Pro His He He Glu Arg He Pro Tyr Lys Asp Tyr Asp Tyr Arg 
515 520 525 



Leu Val Tyr Gly Gin Cys Cys Glu Glu Val He Gly Tyr Met Pro He 
530 535 540 



Pro Val Gly Lys He Gly Pro Leu Leu Leu Asp Gly Arg Ser His Tyr 
545 550 555 560 
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lie Pro Leu Ala Thr Thr Glu Gly Cys Leu Val Ala Ser Thr Asn Arg 
565 570 575 



Gly Cys Arg Ala lie Phe Leu Ala Gly Gly lie Lys Ser Val Val Tyr 
580 585 590 



Arg Asp Gin Met Thr Arg Ala Pro Val Val Trp Phe Pro Ser lie lie 
595 600 605 



Asp Ser Val Lys Cys lie Ala Trp lie Asp Ser Glu Glu Gly Phe Gin 
610 615 620 



Thr Leu Lys Ser Ala Phe Asp Lys Thr Ser Ala His Val Asn Leu Leu 
625 630 635 640 



Ser Val Phe Ala Cys Pro Ala Gly Arg Tyr lie His lie Arg Phe Ala 
645 650 655 



Ala Arg Thr Gly Asp Ala Met Gly Met Asn Met Val Ser Lys Ala Thr 
660 665 670 



Asp Ser Ala Leu His Cys Leu Lys Lys Tyr Phe Ser Asn Met Gin Val 
675 680 685 



lie Ser Leu Ser Gly Asn Met Cys Thr Asp Lys Lys Pro Ala Thr lie 
690 695 700 



Asn Thr lie Leu Gly Arg Gly Lys Ser Val lie Ala Glu Ala His Leu 
705 710 715 720 



Ser Ala Asp Val Leu Ala Gin Val Leu His Thr Asn Ala Gin Arg Leu 
725 730 • 735 



Ala Arg Leu Thr His Ser Lys Asn Trp lie Gly Ser Ala Met Ala Gly 
740 745 750 



Cys Pro Gly Met Met Gly Cys Asn Ala His Ala Ala Asn lie lie Ala 
755 760 765 



Gly Met Phe Ala Ala Thr Gly Gin Asp Leu Ala Gin Val Val Asp Ser 
770 775 780 



Ser Ser Cys Leu Thr Gin Leu Glu Val Asp Leu Ser Asp Asp Ser Leu 
785 790 795 800 
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Val Ala Ser Val Thr Met Pro Cys Leu Glu Val Gly Thr Val Gly Gly 
805 810 815 



Gly Thr Arg Leu Ser Gly Gin Arg Ala Cys Leu Asp Leu Leu Asp Leu 
820 825 830 



Ser Val Asp Arg Pro Thr Glu His Leu Ser Arg lie lie Ala Gly Thr 
835 '840 845 



Val Leu Ala Ala Glu Leu Ser Leu Met Ala Ala Leu Asp Thr Asp Asp 
850 855 860 



Leu Val Lys Ala His Met His Phe Asn Arg Ala Lys Gin Ser Thr Asn 
865 870 875 880 



Ser His Ser Cys Ser His Ser Thr Thr Thr Asp Asn Asn Asp Asn lie 
885 890 895 



Ser Asn lie Tyr Asp Asn His Asn Val Ala Leu Ser Ser Lys lie Pro 
900 905 910 



Val Thr Asp Asn Ser Asp lie Arg Glu Ser Val His Ser Leu His Val 
915 920 925 



Lys Pro Phe Pro Val Lys Ser Asp Leu Ser Val Asn Pro Glu lie Ser 
930 935 940 



His Tyr Thr Met 
945 



<210> 359 
<211> 887 
<212> PRT 

<213> Cricetulus griseus 
<400> 359 

Met Leu Ser Arg Leu Phe Arg Met His Gly Leu Phe Val Ala Ser His 
15 10 15 



Pro Trp Glu Val lie Val Gly Thr Val Thr Leu Thr lie Cys Met Met 
20 25 30 



Ser Met Asn Met Phe Thr Gly Asn Asn Lys lie Cys Gly Trp Asn Tyr 
35 40 45 



Glu Cys Pro Lys Phe Glu Glu Asp Val Leu Ser Ser Asp lie lie lie 
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50 55 60 



Leu Thr lie Thr Arg Cys lie Ala lie Leu Tyr lie Tyr Phe Gin Phe 
65 70 75 80 



Gin Asn Leu Arg Gin Leu Gly Ser Lys Tyr lie Leu Gly lie Ala Gly 
85 90 95 



Leu Phe Thr lie Phe Ser Ser Phe Val Phe Ser Thr Val Val lie His 
100 105 110 



Phe Leu Asp Lys Glu Leu Thr Gly Leu Asn Glu Ala Leu Pro Phe Phe 
115 120 125 



Leu Leu Leu lie Asp Leu Ser Arg Ala Ser Ala Leu Ala Lys Phe Ala 
130 135 140 



Leu Ser Ser Asn Ser Gin Asp Glu Val Arg Glu Asn lie Ala Arg Gly 
145 150 155 160 



Met Ala lie Leu Gly Pro Thr Phe Thr Leu Asp Ala Leu Val Glu Cys 
165 170 175 



Leu Val lie Gly Val Gly Thr Met Ser Gly Val Arg Gin Leu Glu lie 
180 185 190 



Met Cys Cys Phe Gly Cys Met Ser Val Leu Ala Asn Tyr Phe Val Phe 
195 200 205 



Met Thr Phe Phe Pro Ala Cys Val Ser Leu Val Leu Glu Leu Ser Arg 
210 215 220 



Glu Ser Arg Glu Gly Arg Pro lie Trp Gin Leu Ser His Phe Ala Arg 
225 230 235 240 



Val Leu Glu Glu Glu Glu Asn Lys Pro Asn Pro Val Thr Gin Arg Val 
245 250 255 



Lys Met lie Met Ser Leu Gly Leu Val Leu Val His Ala His Ser Arg 
260 265 270 



Trp lie Ala Asp Pro Ser Pro Gin Asn Ser Thr Thr Glu His Ser Lys 
275 280 285 



Val Ser Leu Gly Leu Asp Glu Asp Val Ser Lys Arg lie Glu Pro Ser 
290 295 300 
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Val Ser Leu Trp Gin Phe Tyr Leu Ser Lys Met lie Ser Met Asp lie 
305 310 315 320 



Glu Gin Val Val Thr Leu Ser Leu Ala Phe Leu Leu Ala Val Lys Tyr 
325 330 335 



lie Phe Phe Glu Gin Ala Glu Thr Glu Ser Thr Leu Ser Leu Lys Asn 
340 345 350 



Pro lie Thr Ser Pro Val Val Thr Pro Lys Lys Ala Pro Asp Asn Cys 
355 360 365 



Cys Arg Arg Glu Pro Leu Leu Val Arg Arg Ser Glu Lys Leu Ser Ser 
370 375 380 



Val Glu Glu Glu Pro Gly Val Ser Gin Asp Arg Lys Val Glu Val lie 
385 390 395 400 



Lys Pro Leu Val Val Glu Thr Glu Ser Ala Ser Arg Ala Thr Phe Val 
405 410 415 



Leu Gly Ala Ser Gly Thr Ser Pro Pro Val Ala Ala Arg Thr Gin Glu 
420 425 430 



Leu Glu lie Glu Leu Pro Ser Glu Pro Arg Pro Asn Glu Glu Cys Leu 
435 440 445 



Gin lie Leu Glu Ser Ala Glu Lys Gly Ala Lys Phe Leu Ser Asp Ala 
450 455 460 



Glu lie lie Gin Leu Val Asn Ala Lys His lie Pro Ala Tyr Lys Leu 
465 470 475 480 



Glu Thr Leu Met Glu Thr His Glu Arg Gly Val Ser lie Arg Arg Gin 
485 490 495 



Leu Leu Ser Thr Lys Leu Pro Glu Pro Ser Ser Leu Gin Tyr Leu Pro 
500 505 510 



Tyr Arg Asp Tyr Asn Tyr Ser Leu Val Met Gly Ala Cys Cys Glu Asn 
515 520 525 



Val lie Gly Tyr Met Pro lie Pro Val Gly Val Ala Gly Pro Leu Cys 
530 535 540 
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Leu Asp Gly Lys Glu Tyr Gin Val Pro Met Ala Thr Thr Glu Gly Cys 
545 550 555 560 



Leu Val Ala Ser Thr Asn Arg Gly Cys Arg Ala lie Gly Leu Gly Gly 
565 570 575 



Gly Ala Ser Ser Arg Val Leu Ala Asp Gly Met Thr Arg Gly Pro Val 
580 585 590 



Val Arg Leu Pro Arg Ala Cys Asp Ser Ala Glu Val Lys Ala Trp Leu 
595 600 605 



Glu Thr Pro Glu Gly Phe Ala Val lie Lys Asp Ala Phe Asp Ser Thr 
610 615 620 



Ser Arg Phe Ala Arg Leu Gin Lys Leu His Val Thr Met Ala Gly Arg 
625 630 635 640 



Asn Leu Tyr lie Arg Phe Gin Ser Lys Thr Gly Asp Ala Met Gly Met 
645 650 655 



Asn Met lie Ser Lys Gly Thr Glu Lys Ala Leu Leu Lys Leu Gin Glu 
660 665 670 



Phe Phe Pro Glu Met Gin lie Leu Ala Val Ser Gly Asn Tyr Cys Thr 
675 680 685 



Asp Lys Lys Pro Ala Ala lie Asn Trp lie Glu Gly Arg Gly Lys Thr 
690 695 700 



Val Val Cys Glu Ala Val lie Pro Ala Lys Val Val Arg Glu Val Leu 

705 710 715 720 



Lys Thr Thr Thr Glu Ala Met lie Asp Val Asn lie Asn Lys Asn Leu 
725 730 735 



Val Gly Ser Ala Met Ala Gly Ser lie Gly Gly Tyr Asn Ala His Ala 
740 745 750 



Ala Asn lie Val Thr Ala lie Tyr lie Ala Cys Gly Gin Asp Ala Ala 
755 760 765 



Gin Asn Val Gly Ser Ser Asn Cys lie Thr Leu Met Glu Ala Ser Gly 
770 775 780 
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Pro Thr Asn Glu Asp Leu Tyr lie Ser Cys Thr Met Pro Ser lie Glu 
785 790 795 800 



lie Gly Thr Val Gly Gly Gly Thr Asn Leu Leu Pro Gin Gin Ala Cys 
805 810 815 



Leu Gin Met Leu Gly Val Gin Gly Ala Cys Lys Asp Asn Pro Gly Glu 
820 825 830 



Asn Ala Arg Gin Leu Ala Arg lie Val Cys Gly Thr Val Met Ala Gly 
835 840 845 



Glu Leu Ser Leu Met Ala Ala Leu Ala Ala Gly His Leu Val Arg Ser 
850 855 860 



His Met Val His Asn Arg Ser Lys lie Asn Leu Gin Asp Leu Gin Gly 
865 870 875 880 



Thr Cys Thr Lys Lys Ser Ala 

885 



<210> 360 
<211> 44 
<212> PRT 

<213> Pseudomonas mevalonii 
<400> 360 

His Ala Arg Asn lie Ala Val Val Ala Gly Ala Arg Gly Asp Glu Val 
15 10 15 



Asp Trp Val Ala Arg Gin Leu Val Glu Tyr His Asp Val Arg Ala Asp 
20 25 30 



Arg Ala Val Ala Val Leu Lys Gin Lys Arg Gly Gin 
35 40 



<210> 361 
<211> 2792 
<212> DNA 

<213> Stevia rebaudiana 
<400> 361 

cccactcatc ctttatcaac caataccatc gttctgccac cggaagactg atacgcgacg 60 
gacctgacga cgcctttaat ctctgttgga ccacctaaca aaattccgac catcagatct 120 
actccggtgg acagtttcat ttgcaattta gtaaatcagc aaactaaaca tcaatgaatc 180 
tttcactatg catcgcgtcc cctttgttaa ccaaatcaaa tcgacccgcg gctctgtcag 240 
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ctattcatac agcatcaact tcacatggtg gacaaactaa tcccactaat ctgatcattg 300 

atacaaccaa agaacggatc caaaaacagt ttaaaaatgt agaaatttct gtttcttcat 360 

atgacacagc atgggtagcc atggtccctt ctccaaactc acccaaatcg ccttgtttcc 420 

ctgagtgtct caattggtta attaataatc agcttaatga tggttcatgg ggtcttgtta 480 

atcacactca taatcataat cacccgttgc ttaaagattc tctatcttca acattagcat 540 

gtattgttgc attaaaaaga tggaatgttg gggaagatca aataaataaa ggtctaagtt 600 

ttattgagtc aaatcttgct tcagctactg aaaaaagtca accatctccc attggttttg 660 

acatcatatt tcctggtttg cttgagtatg cgaaaaactt ggacataaac ctcctttcaa 720 

aacaaacaga ttttagtttg atgctacata agagggaatt ggagcaaaaa agatgccatt 780 

caaatgagat ggatggatac ttggcgtata tctctgaagg actcggtaat ttatatgatt 840 

ggaatatggt gaagaaatat cagatgaaaa atggttctgt tttcaactca ccatcagcaa 900 

cagctgctgc tttcattaat catcaaaatc ctggttgtct taattattta aattcacttt 960 

tggacaagtt tggtaatgca gtcccaacag tttatcctca tgatttattt atccgacttt 1020 

ctatggttga cacaattgaa agattaggaa tttcacacca tttcagagtg gaaattaaaa 1080 

atgttttaga tgaaacatac agatgttggg tggaacgaga tgagcaaata ttcatggatg 1140 

ttgtaacatg tgctttagcc tttcggttat taaggatcaa tgggtatgaa gtttccccag 1200 

atccattggc tgaaattact aatgaattag ctttgaaaga cgaatatgca gctcttgaaa 1260 

catatcatgc gtcacatata ttataccaag aggatttatc ttctggaaaa caaatcttga 1320 

agtcagctga tttcctcaaa gagataatat ccactgattc aaacaggctt tctaaattaa 1380 

ttcacaaaga ggtggaaaat gctcttaagt tccctatcaa taccggttta gaacgcataa 1440 

acactagacg aaatatacag ctttacaatg tagacaatac aagaattctg aaaactacat 1500 

atcactcatc aaatattagt aacactgatt acctaaggtt ggctgttgaa gatttctaca 1560 

cctgccaatc tatttatcgt gaagaattaa aaggtcttga aaggtgggtg gtagagaata 1620 

agttggacca gctcaagttt gctaggcaaa agaccgccta ctgttatttc tctgttgctg 1680 

caacactttc gtctcccgaa ttatcagatg cgcgtatttc atgggccaaa aatggcatat 1740 

taactacagt agttgatgac ttttttgata tcggtggtac aatcgatgaa ttgaccaacc 1800 

tgattcaatg tgttgaaaaa tggaatgtag atgtcgacaa ggattgttgt tcagagcatg 1860 

ttcggatttt atttttagca ttaaaagatg caatctgttg gattggagat gaagctttta 1920 

aatggcaagc gcgcgatgta actagccatg ttattcaaac ttggttggaa ctaatgaata 1980 

gtatgttgag agaagctata tggacaagag atgcttatgt gccaacatta aatgaatata 2040 

tggaaaacgc ttacgtgtca tttgcattag gcccgattgt caagccggct atttactttg 2100 
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tggggcccaa attatcagag gagattgttg aaagctctga atatcataat ctatttaagc 2160 

taatgagcac gcagggtcga cttctaaacg atatccatag cttcaagagg gaatttaagg 2220 

aaggcaaatt aaacgcggta gcattgcatt tgagtaacgg agaaagtggg aaagtggaag 2280 

aagaggttgt ggaggagatg atgatgatga ttaaaaacaa gaggaaagaa ttaatgaaat 2340 

taatttttga agaaaatggt agcattgttc ctagagcttg taaagatgca ttttggaaca 2400 

tgtgtcacgt gttgaatttt ttttacgcaa acgatgacgg gtttactgga aacacgattc 2460 

ttgatactgt gaaggacatc atttacaacc cgttggtgct tgtgaatgaa aatgaagaac 2520 

aaaggtaatt ggcctttaaa agatgataat aatatcatgc tcttgacggg ggtactgttg 2580 

tagttgtata ataaaggttg tagttgtata ataaaggtaa taggtaatca atagaaagct 2640 

taagttatta agtttttccc tcgtgtcaca cacggtgagg ttcttgttaa agcagtttat 2700 

tttatgttta gtacgacact tggtggttgt tcgttgttta ttctctaaga ggctttcact 2760 

ttgttcttaa aaaaaaaaaa aaaaaaaaaa aa 2792 

<210> 362 
<211> 3117 
<212> DNA 

<213> Stevia rebaudiana 

<400> 362 

atttcttttg ctctgattga acacacgatt atctgtattt atgaggattg tagcatattg 60 

tttgattttt tatgattatt ttacacttat tctctgtcat ctccgagtct atttggtctg 120 

acaagcaata caatatcctc ttagattcac tctacatagg atttaggatg cattgttatt 180 

atcctaaaat catcttcatt ttgatccatt gcactgcctg ctccgtaagc ttcttatgat 240 

tcggataatt ccggtagaga ataaagttcg gagtatgcat cattgaagtt aatattctgg 300 

attgatgttc gttaggaatt ggtacagtag aaaattagct agtttgcttg atttgaccta 360 

gaatatagct tcagaaattt gttaatctgt gagcaatgat tcagatgttg ataacttttg 420 

gggcaacttc atgttaaaaa acttatatat taaaatgttt tcaagttggt gttgcagtaa 480 

atcagcaaac taaacatcaa tgaatctttc actatgcatt gcgtcccctt tgttaaccaa 540 

atcaagtcga cccacggctc tgtcagctat tcatacagca tcaacttcac atggtggaca 600 

aactaatccc actaatctga tcattgatac aaccaaagaa cggatccaaa aactgtttaa 660 

aaatgtagaa atttctgttt cttcatatga cacagcatgg gtagccatgg tcccttctcc 720 

aaactcaccc aaatcgcctt gtttccctga gtgtctcaat tggttaatta ataatcagct 780 

taatgatggt tcatggggtc ttgttaatca cactcataat cataatcacc cgttgcttaa 840 

agattctcta tcttcaacat tagcatgtat tgttgcatta aaaagatgga atgttgggga 900 
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agatcaaata 


aataaaggtc 


taagttttat 


tgagtcaaat 


cttgcttcag 


caactgacaa 


960 


aagtcaacca 


tctcccattg 


gttttgatat 


catatttcct 


ggtttgcttg 


agtatgcgaa 


1020 


aaacttggac 


ataaacctcc 


tttcaaaaca 


aacagatttt 


agtttgatgc 


tacataagag 


1080 


ggaattggag 


caaaaaagat 


gccattcaaa 


tgagattgat 


ggatacttgg 


cgtatatctc 


1140 


tgaaggactc 


ggtaatttat 


atgattggaa 


tatggtgaag 


aaatatcaga 


tgaaaaatgg 


1200 


ttctgttttc 


aactcaccat 


cagcaacagc 


agctgctttc 


attaatcatc 


aaaatcccgg 


1260 


ttgtcttaat 


tatttaaatt 


cacttttgga 


caagtttggt 


aatgcagtcc 


caacagttta 


1320 


tcctcttgat 


ttatatatcc 


ggctttctat 


ggttgacaca 


attgaaagat 


taggaatttc 


1380 


acaccatttc 


agagtggaaa 


ttaaaaatgt 


tttagatgaa 


acatacagat 


gttgggtgga 


1440 


acgagatgag 


caaatattca 


tggatgttgt 


aacatgtgct 


ttagcctttc 


ggttattaag 


1500 


gatccacggg 


tataaagtct 


ccccagatca 


attggctgaa 


attactaatg 


aattagcttt 


1560 


caaagacgaa 


tacgcagctc 


ttgaaacata 


tcatgcatca 


cagatattat 


accaagagga 


1620 


tttatcttct 


ggaaaacaaa 


tcttgaagtc 


agctgatttc 


ctcaaaggga 


tattatccac 


1680 


tgattcaaac 


aggctttcta 


aattaattca 


caaagaggtg 


gaaaatgctc 


ttaagttccc 


1740 


tatcaatacc 


ggtttagaac 


gcataaacac 


tagacgaaat 


atacagcttt 


acaatgtaga 


1800 


caatacaaga 


attctgaaaa 


ctacatatca 


ctcatcaaat 


attagtaaca 


cttattacct 


1860 


aaggttggct 


gttgaagatt 


tctacacctg 


ccaatctatt 


tatcgtgaag 


aattaaaagg 


1920 


tcttgaaagg 


tgggtggtac 


agaataagtt 


ggaccagctc 


aagtttgcta 


ggcaaaagac 


1980 


cgcctactgt 


tatttctctg 


ttgctgcaac 


actttcgtct 


cccgaattat 


cagatgcgcg 


2040 


tatttcatgg 


gccaaaaatg 


gcatattaac 


tacagtagtt 


gatgactttt 


ttgatatcgg 


2100 


tggtacaatc 


gatgaattga 


ccaacctgat 


tcaatgtgtt 


gaaaaatgga 


atgtagatgt 


2160 


cgacaaggat 


tgttgttcag 


agcatgttcg 


gattttattt 


ttagcattaa 


aagatgcaat 


2220 


ctgttggatt 


ggagatgaag 


cttttaaatg 


gcaagcgcgc 


gatgtaacta 


gccatgttat 


2280 


tcaaacttgg 


ttggaactaa 


tgaatagtat 


gttgagagaa 


gctatatgga 


caagagatgc 


2340 


ttatgtgcca 


acattaaatg 


aatata tgga 


aaacgcttac 


gtgtcatttg 


cattaggccc 


2400 


gattgtcaag 


ccggctattt 


actttgtggg 


gcccaaatta 


tcagaggaga 


ttgttgaaag 


24 60 


ctctgaatat 


cataatctat 


ttaagctaat 


gagcacgcag 


ggtcgacttc 


taaacgatat 


2520 


ccatagcttc 


aagagggaat 


ttaaggaagg 


caaattaaac 


gcggtagcat 


tgcatttgag 


2580 


taacggagaa 


agtgggaaag 


tggaagaaga 


ggttgtggag 


gagatgatga 


tgatgattaa 


2640 


aaacaagagg 


aaagaattaa 


tgaaattaat 


ttttgaagaa 


aatggtagca 


ttgttcctag 


2700 
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agcttgtaaa 


gatgcatttt 


ggaacatgtg 


tcacgtgttg 


aatttttttt 


acgcaaacga 


2760 


tgacgggttt 


actggaaaca 


cgattcttga 


tactgtgaag 


gacatcattt 


acaacccgtt 


2820 


ggtgcttgtg 


aatgaaaatg 


aagaacaaag 


gtaattggcc 


tttaaaagat 


gataataata 


2880 


tcatgctctt 


gacgggggta 


ctgttgtagt 


tgtataataa 


aggttgtagt 


tgtataataa 


2940 


aggtaatagg 


taatcaatag 


aaagcttaag 


ttattaagtt 


tttccctcgt 


gtcacacacg 


3000 


gtgaggttct 


tgttaaagca 


gtttatttta 


tgtttagtac 


gacacttggt 


ggttgttcgt 


3060 


tgtttattct 


ctaagaggct 


ttcactttgt 


tcttaataag 


aagtttttat 


tgtgttg 


3117 



<210> 363 

<211> 2700 

<212> DNA 

<213> Taxus brevifolia 

<400> 363 



ttcccctgcc 


tctctggaga 


aatggctcag 


ctctcattta 


atgcagcgct 


gaagatgaac 


60 


gcattgggga 


acaaggcaat 


ccacgatcca 


acgaattgca 


gagccaaatc 


tgagcgccaa 


120 


atgatgtggg 


tttgctccag 


atcagggcga 


accagagtaa 


aaatgtcgag 


aggaagtggt 


180 


ggtcctggtc 


ctgtcgtaat 


gatgagcagc 


agcactggca 


ctagcaaggt 


ggtttccgag 


240 


acttccagta 


ccattgtgga 


tgatatccct 


cgactctccg 


ccaattatca 


tggcgatctg 


300 


tggcaccaca 


atgttataca 


aactctggag 


acaccgtttc 


gtgagagttc 


tacttaccaa 


360 


gaacgggcag 


atgagctggt 


tgtgaaaatt 


aaagatatgt 


tcaatgcgct 


cggagacgga 


420 


gatatcagtc 


cgtctgcata 


cgacactgcg 


tgggtggcga 


ggctggcgac 


catttcctct 


480 


gatggatctg 


agaagccacg 


gtttcctcag 


gccctcaact 


gggttttcaa 


caaccagctc 


540 


caggatggat 


cgtggggtat 


cgaatcgcac 


tttagtttat 


gcgatcgatt 


gcttaacacg 


600 


accaattctg 


ttatcgccct 


ctcggtttgg 


aaaacagggc 


acagccaagt 


acaacaaggt 


660 


gctgagttta 


ttgcagagaa 


tctaagatta 


ctcaatgagg 


aagatgagtt 


gtccccggat 


720 


ttccaaataa 


tctttcctgc 


tctgctgcaa 


aaggcaaaag 


cgttggggat 


caatcttcct 


780 


tacgatcttc 


catttatcaa 


atatttgtcg 


acaacacggg 


aagccaggct 


tacagatgtt 


840 


tctgcggcag 


cagacaatat 


tccagccaac 


atgttgaatg 


cgttggaagg 


tctcgaggaa 


900 


gttattgact 


ggaacaagat 


tatgaggttt 


caaagtaaag 


atggatcttt 


cctgagctcc 


960 


cctgcctcca 


ctgcctgtgt 


actgatgaat 


acaggggacg 


aaaaatgttt 


cacttttctc 


1020 


aacaatctgc 


tcgacaaatt 


cggcggctgc 


gtgccctgta 


tgtattccat 


cgatctgctg 


1080 


gaacgccttt 


cgctggttga 


taacattgag 


catctcggaa 


tcggtcgcca 


tttcaaacaa 


1140 


gaaatcaaag 


gagctcttga 


tta tgtctac 


agacattgga 


gtgaaagggg 


ca tcggttgg 


1200 
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ggcagagaca 


gccttgttcc 


agatctcaac 


accacagccc 


tcggcctgcg 


aactcttcgc 


1260 


atgcacggat 


acaatgtttc 


ttcagacgtt 


ttgaataatt 


tcaaagatga 


aaacgggcgg 


1320 


ttcttctcct 


ctgcgggcca 


aacccatgtc 


gaattgagaa 


gcgtggtgaa 


tcttttcaga 


1380 


gcttccgacc 


ttgcatttcc 


tgacgaaaga 


gctatggacg 


atgctagaaa 


atttgcagaa 


1440 


ccatatctta 


gagaggcact 


tgcaacgaaa 


atctcaacca 


atacaaaact 


attcaaagag 


1500 


attgagtacg 


tggtggagta 


cccttggcac 


atgagtatcc 


cacgcttaga 


agccagaagt 


1560 


tatattgatt 


catatgacga 


caattatgta 


tggcagagga 


agactctata 


tagaatgcca 


1620 


tctttgagta 


attcaaaatg 


tttagaattg 


gcaaaattgg 


acttcaatat 


cgtacaatct 


1680 


ttgcatcaag 


aggagttgaa 


gcttctaaca 


agatggtgga 


aggaatccgg 


catggcagat 


1740 


ataaatttca 


ctcgacaccg 


agtggcggag 


gtttattttt 


catcagctac 


atttgaaccc 


1800 


gaatattctg 


ccactagaat 


tgccttcaca 


aaaattggtt 


gtttacaagt 


cctttttgat 


1860 


gatatggctg 


acatctttgc 


aacactagat 


gaattgaaaa 


gtttcactga 


gggagtaaag 


1920 


agatgggata 


catctttgct 


acatgagatt 


ccagagtgta 


tgcaaacttg 


ctttaaagtt 


1980 


tggttcaaat 


taatggaaga 


agtaaataat 


gatgtggtta 


aggtacaagg 


acgtgacatg 


2040 


ctcgctcaca 


taagaaaacc 


ctgggagttg 


tacttcaatt 


gttatgtaca 


agaaagggag 


2100 


tggcttgaag 


ccgggtatat 


accaactttt 


gaagagtact 


taaagactta 


tgctatatca 


2160 


gtaggccttg 


gaccgtgtac 


cctacaacca 


atactactaa 


tgggtgagct 


tgtgaaagat 


2220 


gatgttgttg 


agaaagtgca 


ctatccctca 


aatatgtttg 


agcttgtatc 


cttgagctgg 


2280 


cgactaacaa 


acgacaccaa 


aacatatcag 


gctgaaaagg 


ctcgaggaca 


acaagcctca 


2340 


ggcatagcat 


gctatatgaa 


ggataatcca 


ggagcaactg 


aggaagatgc 


cattaagcac 


2400 


atatgtcgtg 


ttgttgatcg 


ggccttgaaa 


gaagcaagct 


ttgaatattt 


caaaccatcc 


2460 


aatgatatcc 


caatgggttg 


caagtccttt 


atttttaacc 


ttagattgtg 


tgtccaaatc 


2520 


ttttacaagt 


ttatagatgg 


gtacggaatc 


gccaatgagg 


agattaagga 


ctatataaga 


2580 


aaagtttata 


ttgatccaat 


tcaagtatga 


tatatcatgt 


aaaacctctt 


tttcatgata 


2640 


aattgactta 


ttattgtatt 


ggcaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


2700 


<210> 364 
<211> 3007 
<212> DNA 

<213> Phaeosphaeria sp . 










<400> 364 
tattggtatt 


atcacgagac 


atattcaaaa 


ccattgcttg 


gagcttgtca 


aagcgactca 


60 


ctattcatca 


tgtttgccaa 


attcgatatg 


cttgaagaag 


aagcccgggc 


ccttgttcga 


120 
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aaagtaggta 


acgcagttga 


tccgatttac 


ggcttcagta 


ccacgagctg 


tcagatctac 


180 


gacacagcct 


gggcggccat 


gatatctaaa 


gaagagcatg 


gagacaaagt 


gtggctcttt 


240 


cccgagagtt 


tcaaatatct 


ccttgaaaag 


caaggcgagg 


acggtagctg 


ggaaagacat 


300 


cccaggtcga 


agacggttgg 


cgtcttgaac 


acagcggctg 


cgtgtcttgc 


actcttgcgt 


360 


catgtcaaaa 


accctctaca 


gctacaagat 


atcgctgctc 


aagatatcga 


attgcgcatc 


420 


cagcgtgggc 


taagatcact 


tgaagaacaa 


cttatcgcct 


gggacgacgt 


gttggacacc 


480 


aatcacattg 


gtgttgagat 


gattgtcccc 


gcattattgg 


actatttgca 


ggcagaagac 


540 


gaaaacgtgg 


actttgaatt 


cgagagccac 


agcctactga 


tgcagatgta 


caaggaaaaa 


600 


atggcccgct 


tcagtcctga 


gtctctctac 


cgggcgcggc 


catcgtcagc 


cctccacaat 


660 


ctggaggctc 


tgattggcaa 


gctggatttc 


gacaaggttg 


gacatcacct 


gtacaatggt 


720 


tcaatgatgg 


catctccgtc 


ctctacagca 


gcttttttga 


tgcatgcttc 


cccatggagt 


780 


cacgaggctg 


aagcatattt 


gcggcatgta 


ttcgaagctg 


gtacaggcaa 


aggttcgggc 


840 


ggatttccag 


gcacatatcc 


tactacgtac 


tttgagttga 


actgggtgct 


gtctactctt 


900 


atgaaaagcg 


ggtttactct 


atctgatctg 


gagtgtgatg 


agctttccag 


catcgcaaac 


960 


accattgctg 


aagggttcga 


gtgtgatcat 


ggtgtgatcg 


gttttgctcc 


acgtgcagtg 


1020 


gatgttgacg 


acacggccaa 


agggctactg 


acgctgactt 


tgcttggcat 


ggatgaaggt 


1080 


gtcagtcctg 


cgccaatgat 


tgccatgttc 


gaagccaaag 


atcatttctt 


gacgtttctg 


1140 


ggggagaggg 


acccaagttt 


cacgtcgaac 


tgtcacgtgc 


tgctttctct 


gttgcatcga 


1200 


acggatctac 


tgcaatacct 


gcctcagata 


cggaaaacga 


cgacgttcct 


gtgcgaagca 


1260 


tggtgggcgt 


gcgatgggca 


gatcaaagac 


aagtggcatc 


tgagccatct 


gtacccaaca 


1320 


atgttgatgg 


tgcaagcgtt 


tgcggaaatt 


ttgctcaaga 


gcgccgaggg 


agagcctctc 


1380 


cacgacgctt 


tcgacgcggc 


cacgcta teg 


cgagtctcca 


tctgcgtgtt 


ccaggcgtgc 


1440 


ttacgaacgc 


tgctggccca 


gagccaggat 


ggatcgtggc 


atggccaacc 


agaggcttcg 


1500 


tgctatgcgg 


ttctaacgct 


cgccgagtcg 


ggtcggctcg 


tgttgctgca 


ggccctgcag 


1560 


ccgcagattg 


cagctgccat 


ggaaaaggcc 


gcagacgtca 


tgcaggccgg 


acgctggagc 


1620 


tgcagcgacc 


atgactgtga 


ctggacgtcc 


aaaacggcat 


atcgcgtgga 


ccttgttgct 


1680 


gcagcgtacc 


gcctagccgc 


catgaaggct 


agctccaact 


taaccttcac 


cgtcgacgac 


1740 


aatgtgtcga 


agcgtagcaa 


cggtttccag 


cagctggtcg 


gccggacaga 


tctgttctct 


1800 


ggggtaccgg 


catgggaatt 


gcaggcgtca 


tttcttgaga 


gcgctctatt 


tgttcccctg 


1860 


ctcagaaacc 


accggctcga 


cgtatttgac 


cgagacgata 


tcaaggtcag 


caaggatcat 


1920 


tatctcgaca 


tgattccctt 


cacttgggtc 


ggctgcaata 


accggtcacg 


cacatatgtt 


1980 
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tcgacatcgt 


ttctatttga 


catgatgatc 


atctccatgc 


tgggatacca 


gattgacgag 


204 0 


ttcttcgaag 


ctgaggccgc 


ccccgcgttt 


gcccagtgca 


tcggccaact 


ccaccaggtg 


2100 


gttgataaag 


tcgttgatga 


agtgat tga t 


gaagtcgttg 


ataaagtcgt 


tggtaaagtc 


2 160 


gtcggtaaag 


tcgtcggtaa 


agtcgttgat 


gagcgagtcg 


actcaccaac 


gcacgaagcc 


2220 


attgcaattt 


gcaacatcga 


ggcttcgctg 


cggcggttcg 


tcgaccatgt 


gctgcatcac 


2280 


cagcatgtac 


ttcacgccag 


ccagcaggag 


caagacatcc 


tgtggcgcga 


gctgcgggct 


2340 


tttttgcacg 


ctcatgttgt 


ccagatggcc 


gacaactcca 


ccttagcgcc 


acccggtcgc 


2400 


accttcttcg 


actgggttcg 


cactaccgct 


gcagatcacg 


tggcatgtgc 


ctactcgttt 


2 4 60 


gcatttgcat 


gctgcatcac 


ctctgccacc 


atcggccagg 


gtcagagcat 


gtttgccacg 


2520 


gtcaacgaac 


tatacctcgt 


gcaagccgct 


gcccgccata 


tgacaacaat 


gtgccgcatg 


2580 


tgtaacgaca 


ttggctctgt 


cgaccgcgat 


ttcatcgaag 


ctaacattaa 


ctcggtccat 


2640 


ttcccagaat 


tctcaacctt 


gagcttggtt 


gccgacaaga 


aaaaggctct 


tgcacgcctg 


2700 


gctgcgtatg 


agaagtcttg 


tctgacccat 


acactcgacc 


agttcgagaa 


cgaggttctt 


2760 


caatctccca 


gagtctcctc 


ggctgcgtct 


ggtgatttcc 


gcacaagaaa 


ggtggccgtt 


2 82 0 


gtacgctttt 


ttgctgatgt 


cacggatttt 


tacgaccagc 


tatacatact 


ccgcgacctc 


2880 


tccagctctt 


tgaaacacgt 


cggcacgtag 


agacatgcgc 


ttagtaatgt 


tccatcattg 


2940 


ataggcctgt 


aatgatgtat 


ctttagctcc 


cctcttaact 


tgggtagaca 


acctggattt 


3000 


ttactac 












3007 


<210> 365 

<211> 2861 

<212> DNA 

<213> Abies grandis 












<400> 365 
agatggccat 


gccttcctct 


tcattgtcat 


cacagattcc 


cactgctgct 


catcatctaa 


60 


ctgctaacgc 


acaatccatt 


ccgcatttct 


ccacgacgct 


gaatgctgga 


agcagtgcta 


Ton 

120 


gcaaacggag 


aagcttgtac 


ctacgatggg 


gtaaaggttc 


aaacaagatc 


attgcctgtg 


180 


ttggagaagg 


tggtgcaacc 


tctgttcctt 


atcagtctgc 


tgaaaagaat 


gattcgcttt 


240 


cttcttctac 


attggtgaaa 


cgagaatttc 


ctccaggatt 


ttggaaggat 


gatcttatcg 


300 


attctctaac 


gtcatctcac 


aaggttgcag 


ca tcagacga 


gaagcgtatc 


gagacat taa 


360 


tatccgagat 


taagaatatg 


tttagatgta 


tgggctatgg 


cgaaacgaat 


ccctctgcat 


420 


atgacactgc 


ttgggtagca 


aggattccag 


cagttgatgg 


ctctgacaac 


cctcactttc 


480 


ctgagacggt 


tgaatggatt 


cttcaaaatc 


agttgaaaga 


tgggtcttgg 


ggtgaaggat 


540 
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tctacttctt 


ggcatatgac 


agaatactgg 


ctacacttgc 


atgtattatt 


acccttaccc 


600 


tctggcgtac 


tggggagaca 


caagtacaga 


aaggtattga 


attcttcagg 


acacaagctg 


660 


gaaagatgga 


agatgaagct 


gatagtcata 


ggccaagtgg 


atttgaaata 


gtatttcctg 


720 


caatgctaaa 


ggaagctaaa 


atcttaggct 


tggatctgcc 


ttacgatttg 


ccattcctga 


780 


aacaaatcat 


cgaaaagcgg 


gaggctaagc 


ttaaaaggat 


tcccactgat 


gttctctatg 


840 


cccttccaac 


aacgttattg 


tattctttgg 


aaggtttaca 


agaaatagta 


gactggcaga 


900 


aaataatgaa 


acttcaatcc 


aaggatggat 


catttctcag 


ctctccggca 


tctacagcgg 


960 


ctgtattcat 


gcgtacaggg 


aacaaaaagt 


gcttggattt 


cttgaacttt 


gtcttgaaga 


1020 


aattcggaaa 


ccatgtgcct 


tgtcactatc 


cgcttgatct 


atttgaacgt 


ttgtgggcgg 


1080 


ttgatacagt 


tgagcggcta 


ggtatcgatc 


gtcatttcaa 


agaggagatc 


aaggaagcat 


1140 


tggattatgt 


ttacagccat 


tgggacgaaa 


gaggcattgg 


atgggcgaga 


gagaatcctg 


1200 


ttcctgatat 


tgatgataca 


gccatgggcc 


ttcgaatctt 


gagattacat 


ggatacaatg 


1260 


tatcctcaga 


tgttttaaaa 


acatttagag 


atgagaatgg 


ggagttcttt 


tgcttcttgg 


1320 


gtcaaacaca 


gagaggagtt 


acagacatgt 


taaacgtcaa 


tcgttgttca 


catgtttcat 


1380 


ttccgggaga 


aacgatcatg 


gaagaagcaa 


aactctgtac 


cgaaaggtat 


ctgaggaatg 


1440 


ctctggaaaa 


tgtggatgcc 


tttgacaaat 


gggcttttaa 


aaagaatatt 


cggggagagg 


1500 


tagagtatgc 


actcaaatat 


ccctggcata 


agagtatgcc 


aaggttggag 


gctagaagct 


1560 


atattgaaaa 


ctatgggcca 


gatgatgtgt 


ggcttggaaa 


aactgtatat 


atgatgccat 


1620 


acatttcgaa 


tgaaaagtat 


ttagaactag 


cgaaactgga 


ct tcaataag 


gtgcagtcta 


1680 


tacaccaaac 


agagcttcaa 


gatcttcgaa 


ggtggtggaa 


atcatccggt 


ttcacggatc 


1740 


tgaatttcac 


tcgtgagcgt 


gtgacggaaa 


tatatttctc 


accggcatcc 


tttatctttg 


1800 


agcccgagtt 


ttctaagtgc 


agagaggttt 


atacaaaaac 


ttccaatttc 


actgttattt 


1860 


tagatgatct 


ttatgacgcc 


catggatctt 


tagacgatct 


taagttgttc 


acagaatcag 


1920 


tcaaaagatg 


ggatctatca 


ctagtggacc 


aaatgccaca 


acaaatgaaa 


atatgttttg 


1980 


tgggtttcta 


caatactttt 


aatgatatag 


caaaagaagg 


acgtgagagg 


caagggcgcg 


204 0 


atgtgctagg 


ctacattcaa 


aatgtttgga 


aagtccaact 


tgaagcttac 


acgaaagaag 


2100 


cagaatggtc 


tgaagctaaa 


tatgtgccat 


ccttcaatga 


atacatagag 


aatgcgagtg 


2160 


tgtcaatagc 


attgggaaca 


gtcgttctca 


ttagtgctct 


tttcactggg 


gaggttctta 


2220 


cagatgaagt 


actctccaaa 


attgatcgcg 


aatctagatt 


tcttcaactc 


atgggcttaa 


2280 


cagggcgttt 


ggtgaatgac 


accaaaactt 


atcaggcaga 


gagaggtcaa 


ggtgaggtgg 


2340 
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cttctgccat 


acaatgttat 


atgaaggacc 


atcctaaaat 


ctctgaagaa 


gaagctctac 


2400 


aacatgtcta 


tagtgtcatg 


gaaaatgccc 


tcgaagagtt 


gaatagggag 


tttgtgaata 


2460 


acaaaatacc 


ggatatttac 


aaaagactgg 


tttttgaaac 


tgcaagaata 


atgcaactct 


2520 


tttatatgca 


aggggatggt 


ttgacactat 


cacatgatat 


ggaaattaaa 


gagcatgtca 


2580 


aaaattgcct 


cttccaacca 


gttgcctaga 


ttaaattatt 


cagttaaagg 


ccctcatggt 


2640 


attgtgttaa 


cattataata 


acagatgctc 


aaaagctttg 


agcggtattt 


gttaaggcta 


2700 


tctttgtttg 


tttgtttgtt 


tactgccaac 


caaaaagcgt 


tcctaaacct 


ttgaagacat 


2760 


ttccatccaa 


gagatggagt 


ctacatttta 


tttatgagat 


tgaattattt 


caagagaata 


2820 


tactacatat 


atttaaaagt 


aaaaaaaaaa 


aaaaaaaaaa 


a 




2861 


<210> 366 
<211> 1994 
<212> DNA 

<213> Ricinus communis 










<400> 366 
actcagcagc 


cgcctctcct 


accccaatta 


gcacagaaga 


tttggtggtt 


cctctccttg 


60 


tgaaacatgg 


cattgccatc 


agctgctatg 


caatccaacc 


ctgaaaagct 


taacttattt 


120 


cacagattgt 


caagcttacc 


caccactagc 


ttggaatatg 


gcaataatcg 


cttccctttc 


180 


ttttcctcat 


ctgccaagtc 


acactttaaa 


aaaccaactc 


aagcatgttt 


atcctcaaca 


240 


acccaccaag 


aagttcgtcc 


attagcatac 


tttcctccta 


ctgtctgggg 


caatcgcttt 


300 


gcttccttga 


ccttcaatcc 


atcggaattt 


gaatcgtatg 


atgaacgggt 


aattgtgctg 


360 


aagaaaaaag 


ttaaggacat 


attaatttca 


tctacaagtg 


attcagtgga 


gaccgttatt 


420 


ttaatcgact 


tattatgtcg 


gcttggcgta 


tcatatcact 


ttgaaaatga 


tattgaagag 


480 


ctactaagta 


aaatcttcaa 


ctcccagcct 


gaccttgtcg 


atgaaaaaga 


atgtgatctc 


540 


tacactgcgg 


caattgtatt 


ccgagttttc 


agacagcatg 


gttttaaaat 


gtcttcggat 


600 


gtgtttagca 


aattcaagga 


cagtgatggt 


aagttcaagg 


aatccctacg 


gggtgatgct 


660 


aagggtatgc 


tcagcctttt 


tgaagcttcc 


catctaagtg 


tgcatggaga 


agacattctt 


720 


gaagaagcct 


ttgctttcac 


caaggattac 


ttacagtcct 


ctgcagttga 


gttattccct 


780 


aatctcaaaa 


ggcatataac 


gaacgcccta 


gagcagcctt 


tccacagtgg 


cgtgccgagg 


840 


ctagaggcca 


ggaaattcat 


cgatctatac 


gaagctgata 


ttgaatgccg 


gaatgaaact 


900 


ctgctcgagt 


ttgcaaagtt 


ggattataat 


agagttcagt 


tattgcacca 


acaagagctg 


960 


tgccagttct 


caaagtggtg 


gaaagacctg 


aatcttgctt 


cggatattcc 


ttatgcaaga 


1020 


gacagaatgg 


cagagatttt 


cttttgggca 


gtcgcgatgt 


actttgagcc 


tgactatgca 


1080 
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cacacccgaa 


tgattattgc 


gaaggttgta 


ttgcttatat 


cactaataga 


tgatacaatt 


1140 


gatgcgtatg 


caacaatgga 


ggaaactcat 


attcttgctg 


aagcagtcgc 


aaggtgggac 


1200 


atgagctgcc 


tcgagaagct 


gccagattac 


atgaaagtta 


tttataaact 


attgctaaac 


1260 


accttctctg 


aattcgagaa 


agaattgacg 


gcggaaggca 


agtcctacag 


cgtcaaatac 


1320 


ggaagggaag 


cgtttcaaga 


actagtgaga 


ggttactacc 


tggaggctgt 


atggcgcgac 


1380 


gagggtaaaa 


taccatcgtt 


cgatgactac 


ttgtataatg 


gatccatgac 


caccggattg 


1440 


cctctcgtct 


caacagcttc 


tttcatggga 


gttcaagaaa 


ttacaggtct 


caacgaattc 


1500 


caatggctgg 


aaactaatcc 


caaattaagt 


tatgcttccg 


gtgcattcat 


ccgacttgtc 


1560 


aacgacttaa 


cttctcatgt 


gactgaacaa 


caaagaggac 


acgttgcatc 


ttgcatcgac 


1620 


tgctatatga 


accaacatgg 


agtttccaaa 


gacgaagcag 


tcaaaatact 


tcaaaaaatg 


1680 


gctacagatt 


gttggaaaga 


aattaatgaa 


gaatgtatga 


ggcagagtca 


agtgtcagtg 


1740 


ggtcacctaa 


tgagaatagt 


taatctggca 


cgtcttacgg 


atgtgagtta 


caagtatgga 


1800 


gacggttaca 


ctgattccca 


gcaattgaaa 


caatttgtta 


agggattgtt 


cgttgatcca 


1860 


atttctattt 


gaactcaata 


attccttttt 


tcattttgta 


cttcaataag 


ttataaatga 


1920 


cccgtgcact 


agcggtggtg 


attattgtat 


ttaaattgcc 


ttttaaatta 


atatatgaat 


1980 


caagaatttt 


atag 










1994 


<210> 367 
<211> 2638 
<212> DMA 

<213> Cucumis sativus 










<400> 367 
atagctggaa 


atgttctcac 


aaagcatgca 


gcgaagactg 


aagctggcaa 


cggccgttat 


60 


acctctgtat 


tcctcaatca 


atgaatcttt 


cccgacccac 


caaccttgga 


tgttttactg 


120 


cctcctcctc 


agcttctcta 


ttccctggat 


tggatgtggg 


cacaaaaact 


aaaactggag 


180 


ctttgcgctt 


tgaagaaaca 


aaagaaagaa 


taaaaaaatt 


gttcaaaaat 


gttgaacttt 


240 


caatttctgc 


atatgatact 


gcatgggtgg 


caatggtccc 


ttctccaaac 


tctcttaata 


300 


aacctctttt 


tcctgagtgc 


ataaactggg 


tattagatca 


tcaaaaccct 


gatgggtcat 


360 


ggggcatact 


ccatgaccat 


cagttggtga 


tgaaagccac 


tctcttatcc 


acattagcat 


420 


gtgttcttac 


tcttaagcga 


tgggatatcg 


gtgatgatca 


tatgagcaag 


gcccttagtt 


480 


ttatcaagtc 


taatatagct 


tcagctactg 


atgagaatca 


acgttctcct 


gtgggatttg 


540 


acataatttt 


ccctggta tg 


attgagtatg 


ctaaagactt 


gaatttgaat 


ctacccttgg 


600 


catcaatgaa 


tgtggatgct 


ttggttcaaa 


agaaagagtt 


ggagcttaga 


agctgctgta 


660 
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gcaactctga 


aggaggaaaa 


gcctatttag 


cgtatgtttc 


agaaggaatt 


ggaaaattac 


720 


aggactggga 


aatggtcatg 


cgatatcaaa 


ggaagaacgg 


atcactgttt 


agttctccat 


780 


ccaccacggc 


agtggctttt 


atgcacagaa 


atgatgatgg 


ctgttttaat 


taccttcgct 


840 


cagtcttaca 


aaagtttcat 


agttcagttc 


ccgcaatata 


tcctcttgat 


atatatgctc 


900 


gtttacacat 


ggttgatagc 


cttcaaaaac 


tggggattga 


tggccatttc 


aaagatgaga 


960 


ttagaagtgt 


attagatgaa 


acatacagct 


gttggatgca 


aggggaggaa 


aacatattcc 


1020 


tagatgcttc 


aacttgtgca 


atggccttcc 


ggatgttacg 


tgttgaagga 


tatgatgttt 


1080 


cttcagatca 


attgactcaa 


ttctcagaag 


gtctcttttc 


aaattgcctc 


ggaggacatt 


1140 


taaaagactt 


tagtgcctca 


ctagagttat 


ttaaggcctc 


ccagattatc 


atttatccgg 


1200 


atgagtttat 


tctggaaaat 


ataaactctt 


ggactagtcg 


tttcctgaat 


catggattat 


1260 


ctagtggttc 


agttcattct 


gatagaactg 


agagactcgt 


gaaacaagag 


gcagttaatg 


1320 


ctttcgagtt 


cccctataat 


tcaactctgg 


aacgcttatc 


aaataagcga 


gcactggaaa 


1380 


gttacagtgg 


agacattgtg 


aggatttcaa 


aaacagcata 


tgcctgctta 


aattttggtc 


1440 


atcaagattt 


cttggaactt 


gctgtagaag 


atttcaatac 


cctgcaaggc 


atacatcgca 


1500 


aggaactgaa 


agagcttgaa 


aaatgggtca 


tcgaaaacaa 


attggacaag 


ttgaaatttg 


1560 


cgagacagaa 


gttagcgtac 


tgctattttt 


ctgctgcagc 


gaccctaacc 


tctccagaac 


1620 


tttgtgatgc 


ccgcttatca 


tgggcaaaaa 


atggggtact 


cacaaccgtg 


gttgatgatt 


1680 


tctttgatgt 


tggaggatct 


gaagaggaat 


tggtaaacct 


tatacaattg 


gtggaaaagt 


1740 


gggatgccag 


tggggaaacg 


ggttactgtt 


ccaaggaggt 


tgagattata 


tttcttgcac 


1800 


ttcatagcac 


aatttgtgaa 


ataggaaaaa 


aagctttacc 


ttggcaagga 


cgcagcgtga 


1860 


tgaggaatgt 


tatcgatatt 


tggttggctt 


tgctcgagtc 


aatgaggaag 


gaagctgaat 


1920 


ggttgaaaaa 


taaggtagtg 


ccat cat tgg 


atgagtacat 


ggaaaatggc 


tatgtatca t 


1980 


ttgctttggg 


acctatagtc 


cttccaacgc 


tctactttgt 


tggacctaag 


cttccagagg 


2040 


aaattgttgg 


aaattgtgaa 


tacaagaagc 


tctttaagct 


gatgagcact 


tctggccgcc 


2100 


ttctgaatga 


tactcgaact 


tttgatagag 


agtccagcga 


agggaaatta 


aatgccttgt 


2160 


ctctatacat 


gattagtgcc 


ggtggtaagc 


tcaccaaaga 


ggaggccact 


gaagcaatga 


2220 


aaggagatgt 


tgataggacg 


agaagagaac 


tgttgagatt 


agttttgcag 


gagaacagta 


2280 


caattccaag 


agcttgtaag 


gatttgttct 


qqaaaatqaq 


ctgtgttgtg 


catctatttt 


2340 


acaggaaaga 


tgatgggttt 


acatcccatg 


agttgatgaa 


ctctgcgaaa 


gccttatttg 


2400 


aacaacccat 


ggttctggat 


gaacttttga 


acaaatgaaa 


caagttaatt 


tgtaaacatg 


2460 


gggatggaga 


agtccttatg 


aaacttcaat 


aatgggaagt 


agatgtagac 


atcttctatt 


2520 
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cacaagctct 


ttctatactt 


gtctgttttt 


tattccctta 


tactccacta 


cttatattcc 


2580 


acttttgtta 


catttgaggg 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaaaa 


aaaaaaaa 


2638 


<210> 368 
<211> 2594 
<212> DNA 

<213> Lactuca sativa 












<400> 368 
cggattaacg 


cctgttttca 


agggttcgct 


ttcatcaaca 


tctgtcattc 


ttagtctcag 


60 


gggatcaatt 


tct cgacgaa 


acatcaatga 


atatcgcaca 


gatcacatca 


tccgccatgc 


120 


tggttccttc 


gtcacacata 


ccacatcgct 


catgggtggt 


taattgctgt 


atggtgcaat 


180 


acaacccatc 


aaa tct teat 


acagcttctt 


cacaagctgg 


acaagttaat 


cctactgtca 


240 


tgacccttga 


tgtgaccaaa 


gaacgaatcc 


gaaagctgtt 


caacaatgtg 


gaagtttctg 


300 


tttcttcata 


tgacacagct 


tgggtagcca 


tggtcccttc 


tccaaactct 


cccaaatccc 


360 


cttgtttccc 


tgattgtctg 


aactggttac 


tggataatca 


gcttgatgat 


ggttcatggg 


420 


gtcttcttcc 


tcatcagtcc 


ccattaatta 


aagatactct 


ctcttcaaca 


ttagcatgtg 


480 


tacttgcatt 


aaaacgatgg 


aatgttggga 


aagaccaaat 


taacaaaggt 


ttacattaca 


540 


ttgagtcaaa 


ttttgcttca 


gtcactgaca 


aaaatcaagc 


atctccattt 


ggttttgaca 


600 


tcatatttcc 


tggta tgct t 


gagtatgcaa 


aagatttgga 


tataaaactc 


cctttaaacc 


660 


aaacacattt 


aaatatcrata 


ttacatgaga 


gagaattgga 


gctaagaaga 


tgtcattcaa 


720 


ataaaaaaaa 


agcatacttg 


gcatatatct 


cagaaggact 


tggaaattta 


aatgactgga 


780 


a ca t crcf taa t 

\^ V_A V-r* u \^ ^ 


gaaa tat caa 


atgaagaatg 


gttctctttt 


caactcaccc 


tcagcaacag 


840 


cttctgttct 


tattcatcat 


caaaatgctg 


gttgtcttca 


ttatctaact 


tcactcttgg 


900 


acaaatttgg 


aaatgcagtc 


ccaacagttt 


accctattga 


ttta tatgtg 


aggctttcca 


960 


tggttgacac 


acttgaaaga 


ttgggaatca 


aacgacattt 


catggtggaa 


atccaaaatg 


1020 


ttttagatga 


aacatataga 


tgttgggtgc 


agggggatgt 


gcaaatattc 


atggatgttg 


1080 


tcacttgtgc 


tttagctttt 


cgggtattaa 


gaagcaatgg 


gtatgaagtc 


tcttcggatc 


1140 


cattggctaa 


aatcaccaaa 


gagggggatt 


acatgaattc 


acctgaaaag 


cctttcaaag 


1200 


acgtatacac 


atctcttgaa 


gtttataagg 


catcacagat 


catatatcaa 


gaggagttag 


1260 


cttttagaga 


acaaaacttg 


acaagttatc 


tcccttcaag 


taacaagctc 


tctaattata 


1320 


ttctcaaaga 


ggtggatgat 


gctcttaagt 


tcccctttaa 


tggcagccta 


gaacgcatgt 


1380 


ccactagaag 


aaacatagag 


cattacaatt 


taaaccatac 


aagaatcttg 


aaaactacat 


1440 


atagctcatc 


aaacattagc 


aacaaagatt 


acctaaagtt 


agctgtgcaa 


gatttcaatg 


1500 
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aatgccaatc 


tatctattgt 


gaagaactaa 


aagatcttga 


aaggtgggtg 


gtggagaaca 


1560 


gattagacaa 


gctcaaattt 


gctagacaga 


agacagccta 


ctgttacttt 


tctgctgctt 


1620 


catttctttc 


ttcccctgat 


ttatcagatg 


cccgaatttc 


atgggccaaa 


agtagcatcc 


1680 


tcactacagt 


aattgatgac 


ttttttgatg 


ttggaggatc 


tatggatgaa 


ctggtgaact 


1740 


ttgttcacat 


cattgaaaaa 


tggaatgtaa 


acgttgaaaa 


tgattgctgt 


tcagaggaag 


1800 


ttggcgtttt 


atttttagca 


cttaaggatg 


cagtctgttg 


gattggagac 


aaagctttta 


1860 


agattcaaga 


acgcaatata 


acaagccatg 


ttattgaaat 


ttggttggat 


ttggtgaaga 


1920 


gtatgttgag 


agaagctata 


tgggcgaaag 


atggttcaat 


tccaacaata 


aatgaatata 


1980 


tggaaaatgg 


ttacgtgtca 


tttgctttag 


gcccgattgt 


cctccctact 


ctttactttt 


2040 


taggggtaaa 


attgtcggag 


gaagttgttc 


agagctccga 


gtatcacaag 


ctttatgagg 


2100 


ttatgagcac 


tcagggtcgt 


ctcatgaatg 


atatccatag 


cttcaagagg 


gaaaagaagg 


2160 


cggggaaatt 


gaatgctgtg 


gcattgtaca 


tgagtgatgg 


aaagagtggg 


agtgtggaag 


2220 


aagaggttgt 


agaggagatg 


aagattttga 


caaaaagtca 


aaggaaagag 


atgatgaaat 


2280 


tagttttgga 


aacaaaagga 


agtgttgttc 


caagagtatg 


caaagatgta 


ttttggaaca 


2340 


tgtgcaatgt 


gttgaatctt 


ttttatgcga 


cagatgatgg 


gttcactgga 


aatgccattc 


2400 


ttaatattat 


caaggaaa't'b 


atata'tgaac 


ctgtgt ccca 


tgagt tgata 


taa t cat tgt 


2460 


tataccaatt 


cgtattatat 


tattagcatt 


ctcaaaaatg 


aaacaagcat 


actagtattc 


2520 


tagatctact 


catgtttatt 


tatttatttt 


tttaatatag 


tttgttagct 


attattttac 


2580 


aaaaaaaaaa 


aaaa 










2594 


<210> 369 
<211> 463 
<212> DNA 
<213> Glycine max 












<400> 369 
gaaagggtac 


ttgaaggatg 


ttggtgctgt 


tatagagcta 


tatagggctt 


cacaagccat 


60 


tatacatccc 


gatgaatcaa 


ttttggtgag 


acaaagtttg 


tggacaaaac 


atcttctgaa 


120 


gcaggaatcc 


tccccttaca 


gattatatgc 


tgataaactt 


cgtagttatg 


ttgacctaga 


180 


gatcaaggat 


gttcttaatt 


ttccttatca 


tgcaaatttg 


gagcgattgt 


taaacaggag 


240 


atcaatggag 


ca ttacaaca 


cagtagaaac 


aagaatttta 


aaagcatcat 


a tagatcttg 


300 


caatcttgca 


aaccaagaaa 


ttctaaagct 


agcagtagaa 


gacttcaata 


tctgccaagc 


360 


gatacacatt 


gaagagttga 


aacagctttc 


aaggtgggtt 


ggtgagagaa 


gactagacac 


420 


acttaaattt 


tgaaggcaga 


aactggctta 


ttgttacttc 


tec 




463 
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<210> 370 

<211> 274 

<212> DNA 

<213> Glycine max 

<220> 

<221> misc_f eature 

<222> (1) . . (274) 

<223> n equals unknown 



<400> 370 
taaccatttc 


cttttaacat 


cttcttcttc 


ttcttcttct 


atctctcttc 


accacttctc 


60 


caaatcctct 


ctaaataccg 


tgtcgtctaa 


tactaacaac 


aaacaagata 


taagatacag 


120 


agcaatatcc 


aaaccacaaa 


cacaagaata 


ttcagacata 


tttcaagata 


gtctagcaac 


180 


attaaagttt 


cataagatta 


atataaaaga 


tgacatagaa 


aagaancaag 


acattggaac 


240 


ttgtataaca 


aataagatca 


agaatagagt 


gaca 






274 


<210> 371 
<211> 3103 
<212> DNA 

<213> Gibberella fujikuroi 










<400> 371 
caactgcttt 


cttctctcat 


caacacaaat 


ttgaagtttg 


tcactgtagt 


ggatctggaa 


60 


tacttacaca 


agatgcctgg 


caaaatcgag 


aacggcaccc 


ccaaagacct 


caagacagga 


120 


aatgactttg 


tatcagcagc 


aaagtcgctg 


ctggaccgcg 


ccttcaagag 


ccatcatagc 


180 


tactatggtc 


tatgttccac 


cagctgtcag 


gtata tgaca 


ctgcttgggt 


ggccatgata 


240 


cccaagacga 


gagacaatgt 


caagcaatgg 


ctgtttcctg 


agtgcttcca 


ctatcttctg 


300 


aagactcagg 


ccgctgatgg 


tagttggggt 


agtctcccca 


cgacccagac 


tgctggtatt 


360 


ctagacactg 


cttcagctgt 


gcttgcactc 


ttatgtcacg 


cacaagagcc 


tctgcagata 


420 


ctggacgtct 


cgccagacga 


gatgggtctc 


aggatcgagc 


acggggtaac 


ttctttgaag 


480 


cgacagctag 


ctgtttggaa 


cgatgttgaa 


gataccaatc 


acattggtgt 


cgagtttatt 


540 


attccagctt 


tactttccat 


gcttgagaaa 


gagctcgacg 


tgccatcttt 


tgagtttcct 


600 


tgcagaagta 


tcttggagag 


gatgcacgga 


gagaagctcg 


gccatttcga 


tttggagcaa 


660 


gtatatggca 


agccgtcttc 


actacttcac 


tcccttgaag 


cctttcttgg 


aaagcttgac 


720 


tttgatcgcc 


tttctcacca 


tctttatcat 


ggctctatga 


tggcttcacc 


ttcttccact 


780 


gcagcctacc 


tcattggtgc 


aaccaagtgg 


gacgacgagg 


ctgaagatta 


cctgaggcac 


840 


gttatgagaa 


atggtgctgg 


tcacgggaat 


ggtggcatct 


caggcacctt 


tcctacaaca 


900 
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cattttgagt 


gtagctggat 


catagcgaca 


ctcctgaagg 


ttggcttcac 


tttgaaacaa 


960 


atcgatggtg 


atggcttgcg 


cggcttgtca 


actatacttc 


tcgaagcgtt 


gagggacgag 


1020 


aatggagtaa 


ttggctttgc 


accccgtact 


gctgatgttg 


atgacactgc 


aaaagctctt 


1080 


ctggcattga 


gccttgtcaa 


tcaacctgtc 


agcccagata 


tcatgatcaa 


ggtctttgaa 


1140 


ggaaaagatc 


acttcaccac 


gttcggatct 


gaacgtgatc 


ccagcttgac 


ttccaacctc 


1200 


catgtgctgc 


tgagtctcct 


gaagcagtcc 


aatctatcgc 


aataccaccc 


acaaatcctg 


1260 


aagaccacgt 


tgttcacttg 


ccgatggtgg 


tggggcagcg 


accattgcgt 


caaagataaa 


1320 


tggaatttga 


gtcatctata 


cccaaccatg 


cttctggtgg 


aagctttcac 


cgaggtactt 


1380 


catctcattg 


atggtggcga 


gctttctagt 


ctctttgacg 


agagcttcaa 


gtgcaagatc 


1440 


ggcctgtcaa 


tcttccaggc 


tgtactacgt 


atcatcctca 


cccaagataa 


cgacggatct 


1500 


tggagaggat 


atcgcgagca 


aacatgctac 


gccattctag 


ctcttgtaca 


ggcacgccat 


1560 


gtatgtttct 


tcactcacat 


ggtggacagg 


ctacagagtt 


gcgtcgaccg 


tggcttttcg 


1620 


tggctcaagt 


cctgcagctt 


tcattctcag 


gacctcactt 


ggacgtcaaa 


gacagcatat 


1680 


gaggttgggt 


ttgttgctga 


agcgtacaag 


ctagcagccc 


ttcagtcagc 


aagcctagag 


1740 


gtgcccgccg 


ctactattgg 


ccacagcgtc 


acctcggcgg 


ttccatcatc 


ggacttggag 


1800 


aagtacatga 


ggcttgtgcg 


caagactgct 


ttgttctcgc 


cactggacga 


gtggggactc 


1860 


atggcgtcaa 


tcattgagtc 


ctcgttcttc 


gtgccccttc 


tacaagctca 


gcgcgttgag 


1920 


atttatccga 


gggacaacat 


caaggtcgac 


gaggacaaat 


acctgagcat 


cattcctttt 


1980 


acttgggtcg 


gatgcaacaa 


cagatcccgc 


acatttgcat 


ctaacagatg 


gctctacgat 


2040 


atgatgtacc 


tgtccctcct 


gggctaccag 


accgatgagt 


acatggaagc 


tgtcgctggg 


2100 


ccggtattcg 


gtgatgtctc 


tctgcttcac 


cagaccatcg 


acaaggtcat 


agacaacaca 


2160 


atgggaaact 


tagccagggc 


caatggtacc 


gtgcacagtg 


gcaatggtca 


tcagcatgag 


2220 


tcacccaaca 


ttggacaagt 


tgaggatact 


ctcactcgct 


tcaccaacag 


cgtgctcaac 


2280 


cacaaagatg 


ttctgaattc 


aagctcttct 


gaccaagaca 


ctcttcgccg 


agaattcaga 


2340 


acgttcatgc 


atgcccatat 


cacacagata 


gaggacaaca 


gtcgcttctc 


caagcaggcc 


2400 


tccagcgacg 


ctttctcttc 


cccagaacaa 


tcgtacttcc 


aatgggtcaa 


cagtacagga 


2460 


ggcagtcacg 


tcgcctgcgc 


gtactcattc 


gctttctcca 


actgcctaat 


gtcagcgaat 


2520 


ctgctccaag 


gcaaggacgc 


atttccctcc 


ggcactcaga 


aatatctcat 


t t ca t ccgt t 


2580 


atgcgtcacg 


ctacaaatat 


gtgtcgtatg 


tacaacgact 


ttgggtccat 


agctcgcgat 


2640 


aacgctgagc 


ggaatgtgaa 


ctcgatccac 


ttccccgagt 


tcacgttatg 


taacggaacg 


2700 


tcacagaatc 


tcgatgaaag 


gaaagagaga 


cttttaaaga 


tagctacgta 


tgagcaaggt 


2760 
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tatcttgatc gtgctctcga agctctggaa cgacagtctc gtgatgatgc aggtgatcgt 2820 

gctgggtcta aggatatgag gaagctcaag attgtaaaac tgttctgtga tgtcaccgac 2880 

ttgtatgatc agctttacgt gatcaaggac ctttcaagca gcatgaagtg agggaatact 2940 

atggagctgg taattttgat atgtattttc ctctagttta tttgaagaca catagtttca 3000 

gtaagtgctc acaagactgc aaacccatca aagcttggtc cgtctgatat ggagcatcgg 3060 

atacatggtt tgcactcccg caaagaaatt caacactcgg cct 3103 

<210> 372 
<211> 306 
<212> DNA 

<213> Lotus japonicus 

<400> 372 

gaattcggca cgagcttatt taagcctttg ttttatatcc ttagtactac tattgtgtga 60 
tttaacatta ctcttctttc acaggatggc ttatgtgaac aacaataatt atctggagct 120 
tgctaaatta gattacaata gttgccaagc attgcatcaa acggaatggg gggaaattca 180 
gaagtggtac tctgaatcaa gattgggaga gcttggatta agcaggagga gtcttctgtt 240 
ggcctatttt ctggcagcag ctagcatctt tgagcctgag aggtaccatg tgagacttgc 300 
atgggc 306 

<210> 373 

<211> 439 

<212> DNA 

<213> Glycine max 

<400> 373 

ctctcttgtc taccttagca agcatccttg cattaaagca atggggtgtt ggtgaagatc 60 

aaattaatag gggtcttcgt tttattcaat caaacattac ttcaatcaat gatgagaatc 120 

aacaccctcc cataggattt ggtatacttt ttccttctat gattgaatat gcacaaaatt 180 

tgggcattaa cctcccaatt ggagctacaa gcttggaagc aatgatccag aagagagaaa 240 

tagagctcca cagaggtagt caaagcaatt cagatgggag gagagcatat ctagcatatg 300 

tttcagaagg aatgctggaa tcacaagact ggaaatcaat catgaaatat caaagaaaga 360 

atggatcgtt gtttaactca cctgctacaa cggcagctgt ttttcagtgc cataagaatg 420 

ctgaatgtct tggttacct 439 

<210> 374 

<211> 151 

<212> DNA 

<213> HUMAN 
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<400> 374 



taccagacgg 


cgtaggcgga 


gacgtgggcg 


gggtggttat 


ccgggtacaa 


cggccgcgag 


60 


gcggatggct 


gcgcggggtg 


cttcggatgc 


gatacatcgt 


cttaccacgt 


cgcggcagcg 


120 


tcgcgtcacg 


cgcgcgcgcg 


tctgtcaggc 


g 






151 


<210> 375 
<211> 1559 
<212> DNA 
<213> Zea mays 












<400> 375 
ggatacaatg 


t ctct t ctga 


tgagttgtat 


catgttgttg 


aagcttccgg 


actccataat 


60 


tcacttggag 


gatatctcaa 


tgatacaaga 


accttgttag 


aattacacaa 


ggcctcgaca 


120 


gttagta tct 


ctgaagatga 


gtctatcctg 


gatagcatag 


gctcaaggtc 


acgtacctta 


180 


ctgagggaac 


aactagagtc 


tggtggtgct 


ctacgaaaac 


cttcactctt 


taaagaggtg 


240 


gaacatgctc 


tggacggt cc 


cttctacacc 


acattggacc 


gtctacacca 


taggtggaac 


300 


at cgaaaa'b'b 


tcaa tat tat 


agagcagcac 


atgctagaga 


caccatactt 


gtcaaatcaa 


360 


ca'taccagt a 


gagatat tct 


agcgttgagt 


attagagact 


tcagttcctc 


tcagtttact 


420 


\^ C« >^ VmpCI \-A \^ d CL 


aacttcaaca 


tcttgaaagc 


tgggtgaaag 


agtgcaggtt 


agaccagcta 


480 


caa tttcrccrc 

N— ' t-i ^-A ^ ^ ^ ^ Vw- \-A 


gacagaagtt 


ggcatacttc 


tacttgtctg 


ctgctggcac 


catgttctct 


540 


cctgagc t g t 


ct ga tgct eg 


aactttgtgg 


gccaaaaatg 


gtgtgctcac 


aactattgtt 


600 


cfaccracttct 

U d. Vrii* ^ V**" 


ttgatgttgc 


gggatcaaaa 


gaagaacttg 


aaaaccttgt 


catgttggtt 


660 


gagatigtiggg 


acgagcatca 


caaagttgag 


ttctactcag 


aacaagtaga 


gattatattt 


720 


tcttcaattt 


a tgact cagt 


taaccaactt 


ggtgaaaagg 


cttctttggt 


acaagaccgc 


780 


agtattacca 


aacacctagt 


agaaatatgg 


ttggatttgc 


taaagtctat 


gatgacagag 


840 


gtagagtggc 


gtttgagcaa 


atatgtgcca 


acagagaagg 


aatacatgat 


aaatgcatct 


900 


ttaacatttg 


gactaggccc 


cattgtattg 


ccagcattat 


attttgttgg 


gccaaagatc 


960 


tcagagtcta 


ttgttaaaga 


tccagaatat 


gatgaattgt 


tcaaactgat 


gagcacatgt 


1020 


ggtcgcctct 


tgaatgatgt 


tcagactttt 


gagagggagt 


acaacgaggg 


caagttgaat 


1080 


agtgtttctc 


tcctcgttct 


tcatggtggc 


tccatgtcca 


tatcagacgc 


caaaaggaaa 


1140 


ttacagaagc 


ccatagacac 


atgcagaaga 


gacctcctaa 


gtttagttct 


tcgtgaagaa 


1200 


agtgttgttc 


ctaggccctg 


caaggaatta 


ttttggaaaa 


tgtgcaaggt 


gtgctacttc 


1260 


ttctactcga 


cgacggatgg 


gtttagctca 


caagtggaga 


gggctaaaga 


agtggatgcg 


1320 


gtgatcaatg 


agccactaaa 


gctacaagga 


agtcatacgc 


tggtgtctga 


tgtgtgaaag 


1380 


gaactaagcg 


tcgatgtgat 


gtgttctttt 


gatttattag 


tagttgtgtt 


ttctctatat 


1440 
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ggtggtttgg taggtgactg tataatgtaa aggagttggc acatgttgtc agtgtcgtaa 1500 
catcttcttg atctattcag cgctctcttg ggcttgcgtt aaaaaaaaaa aaaaaaaaa 1559 

<210> 376 

<211> 80374 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 376 



aagctttaag 


atcattgatt 


ttgattttac 


attctaaaat 


gacggaatcg 


ttgtatcggc 


60 


tgcttattta 


gggttttggg 


ttttttgtgc 


tgttggtagc 


ttttaattga 


gtgtatttgg 


120 


tatttttgga 


ttagttgaaa 


aatggttggg 


ttagtttgaa 


tccaattctc 


gctgagaatt 


180 


ttatgctcac 


gatcattcac 


ataagagatt 


ccgctatctg 


aagaaatcga 


agcatgtgaa 


240 


attttccctt 


ttcctttcga 


tgtctgcgtt 


tcgctgcgtt 


gtcatctttt 


gttcttgcca 


300 


tgggacttaa 


aactaatatc 


cttatacttt 


tcattgcagc 


ttaatgttta 


acggcatcac 


360 


cagcatcttg 


aaggagtact 


agttttggtt 


agattcgtca 


tacatgtgtt 


tgaattagag 


420 


taatttgaag 


ggctgttttg 


ttttgtgatg 


gataaagcta 


gacatcaaca 


gctttttcag 


480 


cattccatgg 


aacctggtta 


tagaaacgag 


actgttcctc 


aaccatttat 


gcctgatcaa 


540 


acagggagcg 


cgagtgctaa 


tatgcgacct 


cccaattcta 


atggttcaga 


tgttaaggcg 


600 


gtgcataact 


tctccataca 


aacaggtgag 


gaattctctc 


ttgagtttat 


gcgtgatcgg 


660 


gtgattcctc 


agaggtcttc 


caatcccaat 


ggagctggcg 


acatgaacta 


taacactggt 


720 


tatatggagc 


ttcgaggctt 


gatagggata 


agtcacacag 


gatctgagtg 


tgcttcagat 


780 


gtctcaaggt 


tcagcactgt 


ggaaaatggc 


accagtgata 


ttgagaggac 


taactcttcg 


840 


cttcacgagt 


ttggaaataa 


actaaatcat 


gtccagtcag 


caccacaagc 


tttactaagt 


900 


aa^agatagca 


gtgtaggaaa 


tttacatgga 


tacaagaaca 


cgt ct t cttc 


agcct caggt 


960 


agtgtaacag 


caaaggtgaa 


gatcctttgc 


agtttcggtg 


ggaaaatact 


tccacgtcca 


1020 


ggtgattcaa 


agcttcgata 


cgttggaggt 


gaaacacaca 


ttatatccat 


aagaaaggat 


1080 


atatcttggc 


aggagcttag 


gcaaaaaatc 


cttgaaatct 


attaccaaac 


acgtgttgta 


1140 


aagtatcagc 


ttcctggtga 


agatcttgac 


gcgttggtgt 


ctgtatcatc 


tgaagaagat 


1200 


ctccagaata 


tgctggaaga 


atataatgag 


atggaaaacc 


gtgggggatc 


tcagaagctt 


1260 


aggatgtttc 


ttttctccat 


cagtgatatg 


gatgatgctc 


ttctgggggt 


taacaaaaat 


1320 


gacggcgact 


ctgagtttca 


atatgttgta 


gctgtaaatg 


gcatggacat 


tggatcagga 


1380 


aagaactcga 


cccttcttgg 


gcttgacagc 


tcttcagcaa 


acaacttagc 


tgagcttgat 


1440 


gtgcggaaca 


ctgaggggat 


caataccatt 


gctggagatg 


ttgttggagt 


cggcgcatca 


1500 
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cagttaatgg 


tgaatggttt 


ccaacaaacg 


tctgctcaac 


agtctgagtc 


tattccacca 


1560 


agctcatcgc 


ttcattattc 


tcaatctatt 


ccactgaatg 


ctgcatatca 


gttgcagcaa 


1620 


tctgttccgc 


caagctctgc 


tcttcattat 


ccccagtcca 


ttaccccagg 


ttcctctctt 


1680 


cagtatcccc 


aatctattac 


gccaggctcc 


tcttatcagt 


atccacaatc 


catcatacct 


1740 


ggttctgcca 


gctcctatgg 


aatataccca 


caatattatg 


ggcatgtggt 


tcaacatgga 


1800 


gaaagagaac 


ggtttcctct 


ctatcctgat 


cacagttcta 


actactccgc 


tatcggggaa 


1860 


actaccagtt 


ccataccgat 


ccaagggcat 


gtcagtcagc 


aaggtggctg 


ggctgaaggg 


1920 


tatccgtacc 


ctggcagcac 


acccaaaagc 


acacaagcgc 


tagcagagga 


gcaaaaagta 


1980 


tcatctgata 


tgaaaattcg 


tgaggaagtt 


gagcctgaaa 


accgtaaaac 


tccggggaat 


2040 


gatcaccaga 


atcctcccca 


aatagatgat 


gttgaggtga 


ggaatcacaa 


tcaggtccgg 


2100 


gagatggcag 


ttgcaacaac 


tccacctagc 


caggatgcac 


atttactacc 


ccctagtaga 


2160 


gatccacggc 


agaacactac 


tgcaaaacct 


gctacctacc 


gtgatgctgt 


tattactggg 


2220 


caggttcctc 


tatctggtat 


tgaagatcag 


ctttcaactt 


caagcagtac 


ctatgcccct 


2280 


gttcatagcg 


actctgagtc 


aaatttaatt 


gatcttaact 


acccggagcc 


tgagcagtct 


2340 


tcccaaaggg 


tatattgctc 


agagagaata 


cctcgtgaac 


agctagaatt 


gctaaatcgt 


2400 


ttgtcgaagt 


ccgataactc 


attaagctct 


cagttcgtaa 


cgtctgagtc 


accagcaaac 


2460 


actgcacagc 


aagattcagg 


aaaagaagcg 


gttggaaagt 


cacatgacga 


attcaagact 


2520 


gttaatgatg 


atgccaatca 


ccatacgcac 


aaagatgtgg 


aaacaatctt 


tgaaaaagta 


2580 


ggagtatcag 


atgaaacttt 


ggaatccgag 


cccctgcaca 


agattgtaaa 


tcctgacgat 


2640 


gcaaacaaga 


acagagtagt 


caatggggca 


gatactgaaa 


ttggtgtttc 


caacttgagc 


2700 


catgtaaacg 


cagccatgag 


tcatgttatt 


cctgaagagc 


aagcttcgct 


gcagggagat 


2760 


attcttattg 


atatcaatga 


ccggtttcct 


cgtgacttcc 


tctctgaaat 


attctcacag 


2820 


gcaatctcag 


aggatacatc 


cactgtccgt 


ccatatcctc 


acgatggagc 


tgctgttagc 


2880 


atgaatgtgc 


aaaatcacga 


tcgtaaaaac 


tggtcatatt 


ttcagcagct 


ggctgaagat 


2940 


cagtttatcc 


aaagagatgt 


tgtacttgac 


caagctgatt 


ctcgcattcc 


atctgaccgt 


3000 


aaagatggtg 


gagagagctc 


cagattgcct 


tatgtctcgc 


cattgagtag 


agatggtatt 


3060 


tcaacaaacc 


ttgctaatcc 


tcagttgact 


ttaggtcaag 


attatggggg 


taatttttct 


3120 


gaaaaggatg 


ggggtggcac 


tggcagcatt 


ccccctgctc 


tagagaatga 


acagatgaag 


3180 


gtcactgaga 


gtgaggaatt 


tggtgccatg 


gtggagaatc 


ttaggacgcc 


ggattctgaa 


3240 


ccaaaggtat 


gagttagtgg 


cagtttttat 


tttatgattt 


ccaaaaccac 


tgtgtttctg 


3300 
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aagagaatgg 


aacatctagg 


atgaaaagac 


agaaacaagg 


catgctgcgc 


ttcctccact 


3360 


tggctcagag 


tttgactaca 


gtggcttgca 


ggtatgaaaa 


actttgaaaa 


tatacgtctg 


3420 


acaaaactcg 


tactatctat 


gcatgggaaa 


ttctttgttg 


gggtccatgt 


tggtggaatc 


3480 


agcattatgt 


ttaaccccga 


ctagtttttg 


tctgtgcgtc 


ttgtttcatt 


ttcattgcgc 


3540 


tagttctgtc 


aaaacaattc 


tctgcttcta 


ttttcttagt 


gtttctgctg 


agctcctttt 


3600 


ctgtgtttgg 


tttacataga 


tgtaaaatag 


tatactctta 


aatattacta 


gatcattaag 


3660 


aatgaagatc 


ttgaggagtt 


gagggagctt 


ggttctggta 


cttttggaac 


ggtgtatcat 


3720 


gggaagtgga 


gaggatcaga 


tgtcgctatc 


aagaggataa 


agaagagttg 


ctttgctggg 


3780 


cggtcatcag 


agcaagagag 


attggtgagt 


tgtttgcaga 


tcatgtctaa 


tgcatctccc 


3840 


tttttgccat 


gcctaaaatt 


catgcacctg 


tgttaatttg 


tcacactatc 


tagactggtg 


3900 


aattttgggg 


ggaagctgaa 


attctttcaa 


agcttcatca 


tccgaacgtg 


gtagcatttt 


3960 


atggtgttgt 


aaaagacggg 


cctggaggga 


ccttggcgac 


tgtgacagag 


tacatggttg 


4020 


atggttctct 


gaggcatgtt 


ctggtccgga 


aggacaggta 


aagttcggct 


tgttaggttc 


4080 


tctgatatca 


ctttaattgg 


ttccagttcg 


tttatcttat 


aaagttttat 


ctattttcct 


4140 


tctttgtatt 


atcaggcatc 


ttgatcgtcg 


taagagacta 


atcattgcca 


tggatgctgc 


4200 


atttggaatg 


gaatatttac 


actccaaaaa 


cactgttcac 


tttgatttga 


aatgtgacaa 


4260 


tttacttgtg 


aacttgaaag 


atccttctcg 


cccaatctgc 


aaggtaacac 


gattgctaga 


4320 


ccttcccgtc 


gatgaattta 


gtttaatatg 


atttttgaat 


aaatcgcatt 


aatatccgca 


4380 


tgctcttcta 


cctcaggttg 


gtgactttgg 


tttgtcaaaa 


atcaagagaa 


atacgttggt 


4440 


atctggtggt 


gtacgtggaa 


ccttaccgtg 


gatggcacca 


gagcttctaa 


acgggagcag 


4500 


tagcaaagtt 


tctgaaaagg 


taaacattaa 


tatgataaga 


tgcacagtaa 


atatcaatta 


4560 


ccactttaac 


tgctagaatg 


atgaatcctc 


tgcaacagtc 


acctatcttc 


ccgtttatga 


4620 


aaagctgaga 


tgaatagtgt 


ttagtttctt 


gagatgagaa 


tcttatgtta 


tcacaaactg 


4680 


actgagaatg 


caactaaact 


agaagatctg 


ttatattctt 


gtttttttgc 


ctgcaggttg 


4740 


atgttttctc 


tttcggtatc 


gttctgtggg 


agattctaac 


cggagaggaa 


ccatatgcca 


4800 


atatgcacta 


tggggcaata 


ataggtgcgt 


gcaagtaact 


catggtctat 


cgagtttctg 


4860 


cctgttcatt 


cttgttctga 


atgccgtggg 


tatgaaattt 


aagatgatga 


tgacttcatt 


4920 


qtqaaaqtqc 


aqqtqqqata 


gtgaacaaca 


cactgagacc 


aaccatacca 


ggcttctgtg 


4980 


acgatgaatg 


gagaacacta 


atggaggaat 


gttgggcacc 


aaacccaatg 


gcaagaccat 


5040 


ctttcacaga 


gatagctggt 


cgcttacgag 


taatgtcatc 


agcagcaact 


tcaactcaat 


5100 


ccaagccatc 


agctcacagg 


gcttccaaat 


gaaaaacctt 


tctttttctt 


atgtgcagtg 


5160 
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aaaagagaac ataagtcgat tacaaagagt ccaattcttt tatacttttt cgatttgggg 5220 

tttggagaga gatatttctt gatccttctc ctttcctttt tttgttcttt aacaaaaaca 5280 

aacaaaaaaa agttgaaaag tttattccag ttggttgaaa ttgttttgtc acatgtatct 5340 

gttgaataca catgcatccc ttttatagct atgcactgtg tttgcaaaga tgaagaattc 5400 

ttgaccaggc aaataacagg aaaggttttc ttatgtgagc atatcatatg gtttctctga 5460 

aaatgttcaa ctgcagatat atatcatcaa atacagacag acacagtaca aaatccggct 5520 

gggccaggaa cataactgcg gatattctat acctaaacca atgatggggg gcaaaagctc 5580 

ttttaagatg atttttttag attgatcaaa cctttttggt tttcactatt gaagaagttg 5640 

ggaacaatcc tgtggtgtga caggataaga gtaaagcttc tagcttctgt ggagtggcgc 5700 

agcacgtaaa tcaactggct gatagctcac tcgatccttg tgaggtaaaa gctcctcctg 5760 

aaaagaaaga acaactagtg tcacacactt aaaatgggaa ctagagctga ggattgagga 5820 

tcaacaagaa gataatatat agactacatc atcagggttt atctggaatg gcttcacaaa 5880 

atcctcaaac attaacggag aaagatcctt cattttctct tccacttcct acaaaatgaa 5940 

agcaatattt cttcagactg agagtatcta agcacataaa aggtcataat gaattgtcat 6000 

tgaagtttca gaaagtgtac caatccagta atccttgatt tttctaataa ctctctggtg 6060 

attaagtcca gaatgtgcct gtttgctctc agagcattca tcgcaagttc ttcagtctcc 6120 

tcgatatact gtcaccaaca ttcaaatacc atctatatgt tcaagctcca catgggagag 6180 

tttaaatcag attaggtgtg ctgagtcgaa gataaattac ccttgtcaac tcacgggtga 6240 

atagctcgga tacttctacc gacatctctg ctggcattac atgaggatgg tcccactgat 6300 

ataacatcac caagttgaaa agaacgtgag gaactactga gaatatgtaa gatcagcaaa 6360 

aatgggatag tatcagtctc tgattaatgg atatacccgg tattttatca gctcgccgtc 6420 

tgggttatct ggtaaatcca ccattccaat cttttttaca agttgagtga gacctaatct 6480 

cgcactttga gggctaatca ccatctccct ggcaatctga aaatgtaatg tcaggtcaaa 6540 

tttagaatgg aagactaaac attaatatta ctcaaaacac aagcactttg cagatatgca 6600 

gttacataga tgttatttta gctaccgagt tgaaggttta atcagaagct gaaaagcaag 6660 

gcacagtaat tagttaaacg agaaagggag agtacttact tttgttatct tctccaggtc 6720 

atcttttcct ccatcagtga cattatcgcc aaaaaccaca cgttcagcac agcgtccacc 6780 

atgagctacc accatttgca ttttcatata accaaacgtg gtataccctt ggtctaccat 6840 

gtcttcacgt ggatagaaaa ccgatacagc agtttcctgt aagattcaag agaaaagttt 6900 

atttaatcca ttcttacact gtgttgactg ttgagtgttc aaacaccact atcattacaa 6960 
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ctgaaaaata tatatttgaa acagaccttg ccaccaggaa ggagctgcga aaatgcatgc 7020 

cagtcaaatc gaggaaacaa atgagccaac actatatgac cagcctcatg aacagccaga 7080 

agtctcttct tttcgtaaga tacctaatat tacataagct ttaacggtta gggctttttt 7140 

agctgtggag catagtatgt tttgagataa atagtacaaa ggatgtcagt acgaacactt 7200 

tgttcacatt tctgttgctc ttcctctgta agaagtacac ccataccctc gagcaattgt 7260 

ttatctaaca catcaacaat gtcttgttga tatatgtaag aacgtccctt ccttacctgt 7320 

aaaattggat tacgatcaac aacgctcctc tagaaatggt ataactaaat tgggaaattg 7380 

agatccacat aagaatatga cataccgaca ttatagccgc ttcgttaaca agattccgga 7440 

tatctgcccc ggaaaagcca accgttcgaa aaacaagctg gatgtgaaaa aggatatagt 7500 

tgttatgaat gagcaaacac ctatatcaaa catgttattg ggattgaaaa atagcaggaa 7560 

aacaacttgc cttcccaaag tctatatctt ctgcaaggtt cttcccagca ctgtgaactc 7620 

caaatatttg caccctttgc tttgcatcag gcaacccaat atacagccga cggtcaatac 7680 

ggccagaacg gacaaactca aggtcgagtt catcaggtct attggtagca cagataaata 7740 

tcacagcttg tctcaaagaa aacctatcga tacctgtctt ctctttcctg caggtggtac 7800 

aatattaagt atgaaagcct tgatacaaac ccgatgaaaa catgtacata tcactaagat 7860 

ttataaacaa gtgcagattc tcttactccc catcgagttg cgcaattaaa gcttcaaaag 7920 

ttgctcttct ccgtggatct tttctagcat gtctaccagc aatagcatct atttcatcca 7980 

caaacacaaa agcaggggcc tggagatagt atataaaatt agatccacaa taatagtgtg 8040 

agtagaagac aactataccg tatgagcttt aaaacacata actaagaacc ttacatttcg 8100 

tctcgcgatt gaaaacatct cattgatctt tgcagcacca cttttttcac tgtctgtgaa 8160 

ctccgcacca gatgcaaaca caaatggtag cccactttcc tttgcaagtg ttcgcgcaaa 8220 

aagtgttttt ccagttccag gaggtccaga aagaagcaca ccctgactca aaaatgaaaa 8280 

cagaggagag tttgagctta gcttagacag ttaaatggaa taaaccaata tccacatgtt 8340 

agtttttggg tcaagatgta atttaccctg acaaaagcca catctttttc atagtattgc 8400 

attgggttcc ccatgtagat cattagctca tcaagaagat cccagacatc accgcctagt 8460 

accacttcct tatacattga ttttgtctca ctgacatctc caaccggctg tatgataatt 8520 

aaaactcatc aatagaagtg tgaatatgtg ggaagaaggc aactaaacaa agaagtaacg 8580 

aggttaatgg tatacagtaa cgatgattac caatataaaa ttttctgcat aagccatatc 8640 

aaacagctga ttatacttct tgtagagaaa gcgcttggat gtgataagga gaagcatggc 8700 

agattctctt ataaaccata aaattagtat ccccggcaga agtgcaatga aaactttcat 8760 

gaagtagtgg atctgcctct tctgaagaag atccacctca actccggcgt tgcaaatagt 8820 
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ctcaaacaag 
gaatgtacat 
ctagagggaa 
cagctgcaac 
gatctatcat 
tcatatttta 
atataatgac 
acctcagaag 
caccatctct 
acatcttcgc 
gctgaggagt 
agcctttccc 
agaggattag 
gctgctctga 
gcacaataaa 
acgaatgtat 
tgaatcctag 
tcatcccacg 
tcaatgaacc 
aacctgaaac 
tagtcttccc 
atgataccat 
tcggaaactg 
tcaaagcctc 
ggatggcaac 
cagcaactcg 
agaaacaacc 
aaatttatgc 
atgttttaga 
gttaaaaagc 



taaggatcta 
cattcatttc 
accttctttc 
ctgttatgaa 
cctatcacgt 
actcataatg 
acttgccact 
aatcaagctt 
ttgatatcca 
gaagactttt 
ttaactgttc 
gccaattacc 
atggtcaaaa 
aagaaacttg 
tcacttcttg 
actgaccaga 
catttctacc 
cattttctcc 
tttttaattt 
actagaataa 
actcttgacg 
agtttgaata 
aggattagga 
cataaaagac 
ataaactctt 
tttaccgtcc 
taatacacta 
ttccgttaaa 
acacaagcag 
tgaaccagct 



agggaatgtc 
caaatacttg 
atggtcacat 
cacatacaca 
ccagcttcaa 
aatataccat 
cacaatccca 
ctgaaggaag 
gagagctcta 
ctctacctct 
tgataatttt 
tacactgtct 
gcacaggtta 
attagtgaga 
ttatatcttc 
gacacccaga 
aattattttc 
aacataagaa 
caagccttta 
gtcaggacat 
ctttagatgc 
tgaaccatat 
agcacctact 
tctgttaact 
tgacaagaaa 
caattcctga 
gtatatgtcg 
tcaacaacaa 
aagtctaaca 
taccttccaa 



aacctagaaa 
caactataat 
acaatctctt 
gattatcgtg 
attaattgct 
cacttgttat 
aagccggaca 
taggtatagg 
gttccctcag 
ttcatatcaa 
tctcgttcta 
ccaatttcac 
ccaatgatag 
taagattagg 
agcatgccac 
tcttggctta 
ttgagagatc 
ctatcgtgga 
ggtgttgctt 
tctacaaaat 
ctcattagct 
tttaccatgt 
tttctatatt 
ctcttctctc 
gtaacagcgc 
tgtcctgata 
ctagaataag 
aataaataaa 
atacttgaga 
tgctcccact 



taaaaaggat 
ttttttactt 
taggtcttcc 
ccaacataag 
ttggaaaagg 
catttaaaaa 
agagtatagg 
gaagcttagg 
tttcagatgt 
attcaaccac 
acatttcctt 
ctatcataga 
tagatgaggg 
tcgtcaaaaa 
tactaaacaa 
gtttcttctt 
cctctgtggt 
caagtgttcc 
tcctccacat 
caaataaaca 
gagtatttac 
cccagtagag 
tccaggagat 
t cgttctacc 
aaaagca tat 
caatacatct 
cgtagttgta 
taccatacgt 
atcagaaatt 
tgttccaatc 



atgacatggt 
acaatatatt 
gtgaaaacaa 
ctaaaaaaaa 
aatatattca 
attcaactgg 
ttagagctgt 
gcgatatcgc 
ccttccaata 
atacttcgcc 
ccaggttgca 
agaatgcaat 
atctagaagt 
caaaggtttc 
gtatcaccta 
tgcctctgtc 
ctctagatcg 
atcaggcgct 
atttctcttg 
gaagttcttt 
ttgttaaagg 
aaaattacaa 
ggctcgggga 
cgaggagctt 
atgaacaagg 
tccctcatta 
gtctcctcca 
ttgtccctca 
tgataattac 
aataaacgaa 



8880 
8940 

9000 
9060 
9120 
9180 
9240 
9300 
9360 
9420 
9480 
9540 
9600 
9660 
9720 
9780 
9840 
9900 
9960 
10020 
10080 
10140 
10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
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ggcactgtct 
actcgagcca 
gtcttcacag 
gccaatctca 
gacgcataga 
aaccgaacaa 
ggattcggtt 
agagaacaaa 
attactgaag 
tacgcttctc 
acttcgaagg 
attgggctag 
tggaatccaa 
ttgtccaagc 
ttcaccaact 
actcatgtaa 
tagattctct 
tgtgcatctt 
gaagagaagc 
ggttgatctc 
tgccgctgtt 
tcacttggta 
ttggtgtggg 
tctttgcatg 
tcggttgatt 
atactcaagt 
gtttcagggc 
attgtctgaa 
tctgaacatt 
tggcaaatga 
gtgttttgct 



cattcttaaa 
catactcatt 
attctccaat 
cccacgaaaa 
ctcgaaagag 
gaccaaaact 
tatacgaaat 
accagacgca 
gaaaatggtg 
tccggtaagg 
agaaagatga 
cccattaagg 
ggagagacac 
tgcttttata 
ctttatacca 
gtatattctt 
agatctgttt 
gttgtttgca 
gttggaactt 
aacgttcctt 
cccaccatca 
tgatatctta 
aattttgatc 
ttaggatgta 
ttctggtgtt 
tcaattggat 
cgcccaaaag 
cttcttggtg 
agcttttaaa 
ctctattggt 
cttggagaat 



gcgagtcagc 
cactctccca 
cttctcccca 
gcctccatcg 
ctgttttttc 
ttttgatctt 
tgcaatctcc 
tttgaagatt 
agtaccaacc 
aggtttatct 
cgcttaaact 
tccatcagcc 
agtggcaaaa 
taaggaaggg 
gcctctgtaa 
tcttcagatt 
caccgatttg 
gtgtttttag 
tgaaggaagc 
tggatgataa 
agtacttgat 
tctcagttct 
tgatctgttt 
gatatagtat 
gtttgggtaa 
gatgctgttg 
gtgttactcc 
ttgaggtttg 
agaacactgt 
gaggaagtcc 
gtgaggttct 



tcgtgatggc 
cttgcttctt 
atccgctcgg 
ctattagatg 
cgggtagctc 
ttcaacaact 
atgaatgaaa 
tttcccgatt 
attcagctca 
acactgatcc 
caaagaggct 
cactatccga 
agggtaatta 
atattgttct 
cgttcgatca 
ccgattgttt 
gttgatttct 
tttgttttac 
ggatctgaag 
ctctaacatc 
gggtaatgga 
cacttcacta 
atccggagag 
tcttgttttt 
ttgttttagt 
aattaatgga 
taagtacagc 
ttcctcttcc 
tctcactctg 
agaagttggt 
acgccgagga 



ccttgtgcac 
ccgagtcaaa 
caccaaggcg 
aagacccact 
ccagtccata 
gagtcgatga 
tcacaagaaa 
aaagagctct 
ctcgactctc 
gtcgttgaga 
cgaagcctat 
aaaataatat 
tagggacatt 
ctcgcttctc 
tcttgtattt 
tcttcgatta 
ccgtcaatct 
gaagaatcaa 
ggaaagagtg 
accgatgaca 
tctagggttg 
cttgcttatc 
ccatgcgtat 
caatatgttc 
aagtttactt 
tgtatctgat 
ttaaagcctc 
tcttctagac 
tttgtgttaa 
tgcaggacta 
agagaagaat 



actatcctta 
cccaatttct 
aatagactga 
actactttca 
cttggcggga 
agagataagc 
aaaattaaaa 
ctctgagaaa 
cggcaagact 
gtgtcctaat 
tagttatata 
atttaaaccg 
tcttggggtg 
gaaagatcca 
catttcaacc 
agttttgagc 
gaactcgcgg 
ctatggcgac 
tgttcgtgag 
ccaggattcg 
ttctctgcag 
tgttgtaa tt 
aagaagagtc 
attgactcta 
ggatatgttt 
ctcaatttat 
ttgtgcccag 
ttgcaaggtt 
taggttgtaa 
cctgaaggtg 
gatcctgaat 



10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
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ttgcaaagaa 
acagagctca 
tcctcatgca 
tttattttac 
ggagctgtgg 
acaaagattg 
ggtatgattt 
gaggacaagc 
ctcttgctcc 
gtaactatca 
aagcgtctgg 
actgccatcc 
agcgaagctc 
ttcgataagt 
ttagtctcac 
aacatgtttg 
catcaggccg 
ggaggaggtg 
atctctaccg 
ctcgctctcg 
atatgtataa 
cttgagattt 
ataataagag 
gcaaactcct 
cgaaacaaga 
gaagattcgt 
accttttact 
ggagcaactt 
tagtttctat 
tgcccaataa 



gcttgctgct 
tgcttccact 
gaaggtattt 
tgatcagact 
caaaccccaa 
gtgtcattga 
ttactttcta 
ttgacttggc 
caaccgatgt 
cagtcattgt 
tctggtctct 
ctgatggctg 
tggacacaac 
ttgctgctgg 
ttttgtctaa 
ttaatcggag 
tagcaaagca 
actctgttgc 
gaggcggtgc 
acgaagcttg 
caagtcgtct 
tcgtctacgg 
atgaaactct 
ccatacttca 
tcgttgggac 
attccatctt 
aaagaatacc 
catatgaagt 
agagtcgatt 
cgacaaataa 



cttgccgatg 
gagggagttg 
aaaatttgca 
attacttgtt 
gaagcctttt 
gtctctcttg 
caaggcacaa 
aaagtcactc 
ggttattgct 
ggttgactct 
ttaaagctga 
gatgggtcta 
caaaaccatc 
aactgaggta 
atccatttgt 
aaacccaact 
gcttgcagaa 
tgccgtcgag 
tagtttggag 
aaaatcctca 
ggttatcttg 
ctctcttttt 
gattgacgac 
accaatgatt 
gcataattgg 
atttgttaac 
gtgtgttctc 
ccgctccatt 
gttattgagt 
cgacatcaga 



tttacgttaa 
ccaaattctt 
gcataaagag 
ttattgtgtc 
gctgccattg 
aacacagttg 
ggactctcag 
atggagaaag 
gacaagtttg 
caatgggcca 
cacatatgac 
gatattggtc 
atctggaatg 
tgagcaacta 
cttcaacatg 
taactaaccc 
ctaagcggaa 
aaggttggtt 
cttcttgagg 
cgttggattt 
tgaccagacg 
atgagttttt 
aaaaaaagaa 
tgtctcttgc 
cttaacatgt 
aactaaagga 
tacgctaagc 
aaatcatcag 
tctcattaga 
aatcgtccca 



tgatgccttc 
gaagccttca 
tatcttctta 
aggaacttga 
ttggaggctc 
acatcctcct 
tcggatcttc 
caaaggccaa 
ctcccgatgc 
tgtatgaaag 
tcttgcagat 
cagactccat 
gtcccatggg 
aacacatata 
tttgttaatc 
aatctcttgt 
agggagtaac 
tggcagacaa 
gtaagccact 
catcgctatt 
agcaagccat 
tagtttggag 
aagaaatgaa 
ctataattgt 
tttagaaaaa 
gatataaaga 
ggcatacacc 
ttcgataatt 
caagttaaag 
catcggatgg 



ggaactgctc 
gttgctggtt 
gatgagtctc 
ttaccttgtc 
aaaggtttca 
gctcggtgga 
ccttgtggag 
aggtgtctct 
taacagcaag 
taaaacattt 
agtgccagcc 
caagacattc 
tgtgtttgaa 
aacacaagtt 
atctgtcttc 
cttgtttcac 
cacaatcatt 
gatgagccac 
tccaggagtc 
ttgtgttgtt 
tatttatcag 
ccttttttta 
actctgatta 
ccatttaaaa 
aaaaaaaaaa 
aaattagaac 
tatttttgga 
cttagctaaa 
gcccagaaat 
aacagaaagt 



12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
13860 
13920 
13980 
14040 
14100 
14160 
14220 
14280 
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agatgtggaa 
cgtgtggtga 
tccacgctaa 
ttaatccctc 
caggaaaaaa 
gcggttaagt 
tatttgttga 
gttatcaagt 
cttattagac 
attagttaga 
tctaatatgt 
taattctcga 
ggcagaaaac 
tctatcttta 
ttctctcccg 
cctaattctt 
aaacccctaa 
tcgcatttac 
cgtcatggat 
tcatcagcat 
ttctctcgaa 
tccgtttttt 
tggtcatcga 
agcttaaatc 
atgctaagat 
attgcagacc 
tcttctttat 
atctatacac 
cacagaagat 
ccattctcat 
acgagatgca 



ggattcacat 
atacaaagcg 
acggcataca 
agttcaatct 
taatgagatt 
gaaccaagtg 
taatttattt 
cagttagtac 
gtagctcgtt 
agatttatga 
aggaatctga 
taccggttta 
ccttgacgat 
atcggaggag 
tctaatctct 
atctcatttg 
tttctgcatc 
tatgaaacca 
gcaacgttcc 
tctagctaag 
gaatatcatc 
tatatgggcg 
tatgctctct 
tggtggcgtc 
gggtatggcg 
cgatgtgttc 
gctggctttt 
gtttggtatc 
gttcgacgat 
ttcaggtttg 
aacgagcggt 



ataaaatgca 
aactattctt 
ccaatttttg 
ttagttgatt 
atctgaccaa 
ctgggttcaa 
cgattataga 
tgcggttaac 
tagtgtgatt 
atttgtttgt 
tagaagattt 
cccactaacc 
caaagaaagc 
gatttgaaat 
ccgaccaatc 
gtgttcttca 
tacgaactct 
cagatgttct 
tactcttccg 
aagaaaccta 
acatcggtaa 
tcgagaagag 
gaagataatg 
tctgtcgatt 
gaaaaagcag 
acgtacaacg 
gctgtgtaca 
ttgatggatg 
atgaccggta 
tgtcagaggg 
aactatcctg 



ttggtgcact 
tcgcctttta 
gaggagtaac 
aaccattagt 
agattgatgc 
ctcatagcga 
atccattgaa 
tagtgggtta 
ttgaagagat 
ttttgtattt 
tattctgtac 
ggctgaaatc 
cgtcttcttc 
ctcttcagat 
caagtgaagg 
tttgttagtc 
gcaacaatga 
ttcgatcagt 
gtaacgccga 
tagagcctgc 
tcaaagatga 
agcgtctcag 
gttgcgatct 
cttattgctt 
tggaatcgtt 
tgatattgcg 
atgaaatgct 
gattgtataa 
gaggaatttc 
gaagtgctga 
attccgtcgc 



cacttcagaa 
ctaaagaata 
ttcatctgaa 
aatagtatac 
cggttctgaa 
ttatagatcg 
gatcgattac 
ctaaactcaa 
aagaatatat 
gcatttttcg 
ccaaaaccga 
gatccagact 
cccagacaga 
caccggaagt 
tgggcggcgg 
atggaatcca 
gatttgattt 
cattcagttc 
attcaatatc 
tttggagccg 
ggtcaataga 
gagccgagag 
atattggcag 
ctgtgttttg 
tggaaggatg 
agtcatgatg 
caagtgcaat 
gaaagggaga 
gcctaacaga 
cgatgcacga 
acacaatgct 



gttatggagc 
ccgtgtgttc 
gtttgctcca 
aattacttga 
gtcttcagga 
atttgttatt 
tcaacggaag 
agttatgata 
atttggcatt 
gttttctaat 
gacgttccac 
ttgctccgat 
gtctcttcca 
tctgtgagct 
agtattgccg 
atccccttct 
ctcatcggct 
tattcaaagc 
tccggcgagg 
cttgttccgt 
caattaggat 
tcttttggtt 
acattggagg 
atctctgctt 
aaggagtttg 
cgagaggagg 
tgttccccaa 
acgagtgatg 
gttacctata 
aagctattct 
ttgcttgatg 



14340 
14400 
14460 
14520 
14580 
14640 
14700 
14760 
14820 
14880 
14940 
15000 
15060 
15120 
15180 
15240 
15300 
15360 
15420 
15480 
15540 
15600 
15660 
15720 
15780 
15840 
15900 
15960 
16020 
16080 
16140 
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ggttttgtaa 
atggttttgt 
ggagatacac 
acatcatttt 
cattgaagct 
atgctgttat 
tcgaaatgtc 
gtatgtgcag 
gtggttgttc 
gtgagctcaa 
tgtttcttag 
cgattctcaa 
ttgtttctta 
tcaagcttct 
ctctcatcaa 
ctaaagatga 
ggaaaagaaa 
gtctggatga 
gagctttaag 
acacgatatg 
tttcggtttt 
atggactctg 
ataacaactt 
caacagaaaa 
atgttgactc 
tgatagatct 
cattagtttt 
acattagaat 
tatgaggttt 
ttattgtaca 



attgggtcgg 

gcttggtctt 
tcaggcattt 
gtacacgata 
gttaagcagc 
aaaggctcta 
agaaacggaa 
gaatgggctg 
tccttcggtt 
ggaagccagg 
gctttcgcac 
ggcatacagg 
caatgttctt 
caatgtgctt 
tggacttcat 
ttttagacac 
agtcttggtg 
tgaaacagct 
acgacttatt 
gcttatcggg 
aagggagaag 
caaaagagaa 
caagctgatg 
gatggagatt 
gatgcttcga 
ttaggtaatg 
gtggagaaga 
agaaaaatct 
atacgtaaat 
ctgatttgtt 



atggttgaag 
cgaggttata 
gagctgtatg 
ttgattcaag 
atgccaagta 
tgtgggaggg 
tccttccctg 
gttagggaag 
gctacgttca 
ttattgttgc 
agtggaaacc 
gatcttgcac 
ataaatgggt 
caactaaagg 
agagtcggca 
agtcccgcgg 
gcttttaatc 
aatgagattg 
gaattagata 
ttatgccaat 
aagatccttg 
caacttgatg 
cctagagttt 
gtttcgcaac 
ttcgagattt 
aaatgattat 
gaaatatgag 
ctggaaccgg 
gctttgtatg 
ttgtattatg 



catttgagct 
gcagtttaat 
caaatatgct 
ggttatctaa 
agggcattag 
gacttttgga 
atgcgtgcac 
ctgaagaaat 
atgctttaat 
ataaaatgga 
ggagttttga 
attttgctga 
tctgcagagc 
gattatcccc 
gagaagaaga 
tttacagatc 
tatggatgaa 
aacaatgttt 
ccagaaaaga 
cagggagatt 
taacacctcc 
ctgcaataga 
gcaactacct 
ttacaaacag 
tgaaatatca 
taaaggttta 
ttttgattcg 
aagctctttg 
ctttattgtt 
atgttaaatt 



gttgcggctt 
cgatggattg 
gaagaagaat 
agccggtaag 
cccagatacc 
agagggtcgg 
acacacaatt 
ttttacggag 
tgatggactg 
ggtcgggaga 
caccatggtt 
taccgggagt 
aggagacatt 
tgatagcgtc 
agcttttaaa 
gctcatgaca 
ataccttaag 
caaggaaggg 
cgagttaact 
tcacgaggcc 
gagctgtgtc 
ggtgttctta 
cctaagctcc 
aatggaacgt 
tagacataga 
tctacatccg 
aatctcttta 
aggaaaagga 
ca tgaagttt 
tctttgaaat 



tttgagaaag 

ttcagagcta 
attaaacctg 
attgaggatg 
tactgttaca 
tccctccaac 
cttatctgta 
attgagaaga 
tgcaagtccg 
cctgcttcct 
gaatccggtt 
tcgccagaca 
gacggtgctc 
acttacaaca 
ctcttttacg 
tggtcatgtc 
aagatatctt 
gaaaccgaga 
ttagggcctt 
ttgatggtgt 
aaactgattc 
tacactctag 
ctcctggaat 
gcagggtaca 
aagcaggtgc 
gattcatagg 
ccttaacact 
aaaggaaaaa 
ttccttatct 
aaagactaaa 



16200 
16260 
16320 
16380 
16440 
16500 
16560 
16620 
16680 
16740 
16800 
16860 
16920 
16980 
17040 
17100 
17160 
17220 
17280 
17340 
17400 
17460 
17520 
17580 
17640 
17700 
17760 
17820 
17880 
17940 
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catgtctaaa 
aaattatgta 
aaagagacat 
gatattgttc 
atctgctgat 
atctgtctga 
caaaagatca 
attccacgtc 
tttttttgtg 
tctcgttgta 
accgttgaaa 
tataggaaca 
ccttaaaaac 
tagattttaa 
tttatatttt 
tttagggttt 
tggccttctc 
actttttctc 
tcgatgttat 
tgatttgctt 
tggttacttt 
cttagcgtaa 
ctagtctcgt 
ttagaatgtc 
gaactttgca 
caagtcttgg 
ctctacagtt 
tttcgattct 
aagtgtgcaa 
agaaaattaa 
ttgcttgagt 



tctttctggt 
cacagcttgt 
gaatcaatca 
gaatcacaag 
ttcaggctgg 
cgtggcatca 
cagtgaggcc 
caaatctcaa 
agttttatgt 
tcagtatctc 
aaatgcaata 
gagtgtgtcg 
tccgttgagt 
aaataggaaa 
gggttggctc 
ttgaccgcga 
ttctctcctc 
gtcgccggcg 
gttggatatg 
ttagcttagg 
gaagaagttg 
gcttgtgacg 
ttaacgatga 
taatggcaat 
agaaaacaat 
atttagtcgc 
ctgtgacaaa 
cagagtgttt 
cccatcaagg 
tagttttatt 
agggtcaagt 



ttccttccaa 
ttgtaagata 
taaatacctc 
atttggccaa 
aaagggcctt 
ccaagggctt 
gactaatcat 
cccttccttt 
gtgagttttt 
tatttaatat 
attcataggt 
tctctctaca 
agacaaaaag 
aaggtgtaaa 
tacacctact 
gccagatctc 
agatctgccg 
tctgatcatt 
tttagcttcg 
tcgtgctttg 
tttgatgtga 
tttaatccta 
atttcaactt 
acatttggag 
cgtatttatt 
aacctgaagc 
ttctgtaaca 
gttttgttta 
ccacggctac 
ggatgtgttt 
agcagtggaa 



gacctgttcc 
agggagcttc 
ttgattcttc 
agtttcctga 
ttaaaaaaaa 
tcctaattca 
gggcctgacc 
acatatgcca 
tttttgctgt 
gcaaaaatca 
gtgccgcagc 
acagtcgtag 
agtgcaattc 
tctgcgaaca 
ctcagaagtc 
tttcttttgt 
cctcctacac 
ctaaggtcag 
tttctgattc 
atctgcttga 
taaatattac 
tttttgtctt 
gtgaggtttc 
ttgtttgttt 
atcttttgtc 
catcaagatt 
tgtgtaaaag 
tgtttaaatg 
agaagtgcca 
tcctgttgtg 
agacaaaggt 



aacatttttg 
ctgaatcctt 
gttgtggact 
agttgacatc 
tccccgggcc 
gtatctcagt 
gttgatccac 
tgtcatcatc 
cattaattta 
gtcattagtt 
agattttaac 
gcacattaat 
caaagcattt 
ttttggattc 
ataagccaag 
ttctcccact 
ggttgccgct 
agacgacgtt 
tcttgcgttt 
atttcctttt 
ttggaagttg 
cgttcttgcg 
aaatcttatt 
ttttatttaa 
acaaatttct 
ttcttctggg 
ttattgatgt 
tacagaaatg 
tctgcagttc 
tgcttattgg 
tgggatcaac 



accctcccat 
ttggttagac 
tggcttatca 
aacaaaaagc 
atatgaccat 
gccaaaacga 
gtgtctttgt 
tttttcacca 
gaaacaataa 
ttattttaat 
ccatcaattt 
actataattg 
cttattctta 
ttcacgtttg 
caaagggggt 
tccgaatcaa 
cctcgccctg 
ttacctttaa 
ctgttcgatt 
tacgcgcctt 
ttctgagttt 
ttttttgtat 
tgttgctctt 
gtttttccag 
caggtgttgt 
atatcttcat 
atgatgcact 
gcaatgcaag 
gaagtaagta 
tgaatttgat 
ggtatgtgct 



18000 
18060 
18120 
18180 
18240 
18300 
18360 
18420 
18480 
18540 
18600 
18660 
18720 
18780 
18840 
18900 
18960 
19020 
19080 
19140 
19200 
19260 
19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
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tttattgatt 
tcttttaggc 
gctgcaggtt 
attgaggttg 
tacaatctga 
atgcgtcata 
tccacaggct 
tgtcattgat 
gtatcaccta 
gaacttaatc 
gagctgatta 
atttgaaggt 
ttgcttgata 
ctgctgacgc 
atatagtctc 
atgttgcaca 
ctgtatttgg 
ccacgcaact 
cctgattaca 
tgatgggcca 
tagctcaacc 
tatcctaaat 
agttcttcca 
tgtttctgtg 
ggcagccatt 
attatcgttt 
gcatgcctca 
caatgatttc 
ctttttttgt 
tgacgccaat 



gatgccattt 
ccccaacttt 
ttggtcggat 
tagcagtgaa 
gtcatgttct 
tgttagtcct 
tacatgttga 
gattctactt 
aaagtggcat 
ctcttaattc 
tgttgttgag 
acgttttcat 
ttcatcgttt 
acctatgttt 
caatgcaagt 
ataattttac 
caggtggtgc 
acaggtctat 
ctaacctgtg 
tcaatgaagg 
ggcgccgcga 
cgggaatcat 
gaactgaatg 
gtggatttaa 
aagtatgctt 
aatgtagaac 
gaaggacctc 
gtcggtgatt 
ggttgaccaa 
gctggtattg 



gtttgaagtc 
ttccgtttct 
tggaaggttg 
tgacccattc 
tgcttgcttg 
ctttttcact 
agtatgattc 
tggagatcaa 
gttatcttct 
ttcctcagag 
tcttccggtg 
acaaacaaat 
ttatagggcg 
gttgttggag 
tgtaccacca 
cctcatttca 
atgaggaatt 
ataacttact 
tgttttggtt 
actggagagg 
aggtacacaa 
atctgagctg 
ggaaacttac 
cttgtcgact 
cctaaaattt 
tcttaataac 
ttaaaggcat 
caaggttggt 
tgtggtgatt 
gattgagcaa 



ccagatcatc 
tatggaagct 
gtcctccgca 
attgatgcca 
aacctggtat 
gaacaaatgt 
tactcatgga 
tgggaagaag 
atcgctctga 
atccatctga 
tattcaccac 
gttgtcgacc 
gtgccaagaa 
taaacgagca 
attgtcttgc 
ttgctatgag 
tggtattctt 
ctcctgctgc 
attttttctt 
aggtcggggc 
aaactcacat 
tggttttttg 
gggaatggcc 
tgagaagggt 
tattgcccga 
ctctcatggt 
tctcgggtac 
ctctctcctt 
ccaatttggt 
gtcctttgtg 



atttactttc 
catttctttt 
ttgcaacatc 
agtacatggt 
agtttgagaa 
ctggttttct 
aatttcaagg 
gtcaatgttg 
gaacaggtgt 
gatcccatgg 
cctgtcaaag 
ttgttttatt 
agttataatt 
cacataccaa 
ccctcttgcc 
attcattaag 
gaaggcttga 
agatcactga 
tcagctactc 
gctagtcaaa 
ggttatcgca 
atcaagtagg 
ttccgtgtac 
gcctcttacg 
ccagatatcg 
ttaatgtaaa 
acagatgaag 
ttcttcatag 
tataacaggt 
aaacttgtct 



ttaagaattt 
ttctgtgagt 
aagggatgat 
aaggatgcct 
aacattgaaa 
atccccctat 
gaagcatcaa 
tcagcaagag 
tttcacttta 
gctgatcttg 
gctgcatccc 
attatattgt 
tctgcccctt 
ccaaacatgg 
aaggttggta 
gtcaactaaa 
tgacaactgt 
atgttgataa 
agaaaactgt 
acatcattcc 
agcatgtaat 
ctgtaggtaa 
caacatcgaa 
aagatgttaa 
tcatcgaaac 
cctctaacag 
atgtcgtctc 
tcatctgaat 
ccagtatctt 
cttggtacga 



19860 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
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caacgaatgg 
cagttctaac 
atagagcaca 
gcttgagtct 
ttcaattagg 
actctatttt 
ctgtgcgact 
taccagtata 
tatgacaaaa 
cttgattagc 
aactcgtttg 
acaacctcat 
tttctctatc 
actcaagtga 
aggagaactc 
actacaacat 
acagatatcg 
aatatctcca 
tcccctgaac 
acagaaagat 
taaatacgta 
cttacaaaaa 
actaatcagt 
cagttttccg 
aatattaaaa 
acaaacaaac 
ctcaacatac 
tgtgtatata 
ttttttttgc 
tacaaataca 
taagcaacaa 



ggttacaggt 
acttaaaaat 
tggctttggt 
ttctgctttt 
tgccactgtg 
tgttctgttc 
tacatctatg 
agcaacgttt 
gatcactaac 
ctgtgtaacc 
gtattggcga 
catctatctc 
atcaccactt 
ggctatagct 
ttgaagtaag 
tttccacgaa 
cctgaaattt 
aatttttgtt 
ctctcatggt 
atatagtctc 
acaactaaca 
aggataatag 
atatggacaa 
gtccacaact 
tctacttatt 
aaaatctctt 
ccataagaaa 
attaaacgct 
taatcaaggt 
tgtggccctt 
cttttgattc 



acacttttgt 
cttctcccat 
agctgccagc 
tgcgtaacct 
ctaggtgttt 
cagtatcagc 
aataaggggc 
ggatacttct 
cactgaaaca 
atgtttcaga 
ttcctggaag 
ctctgtcttg 
aagaaaaggt 
aaggaaggac 
gttactcata 
ctattgttta 
cgtattatta 
tgttacatat 
ttgatgtaaa 
caatgatttc 
cggaaggcat 
agtgtgatat 
aaaggtactt 
tttgcatcac 
tcgttatacg 
gataatacca 
atccagttag 
ttgcatcgtt 
ttgattaagg 
tttggccaac 
tctcgtaact 



ttctcatctt 
tttacttaca 
cactaaatac 
gctctacaaa 
tgaaatattt 
aaccatgatt 
taagctagtt 
tgatagcgca 
tattttttac 
agaaagctta 
ggaagcatga 
tttctgatct 
ggctgttttt 
atgagttatt 
tattttcact 
ttacatatgt 
caaaaacaca 
tgttccctca 
cctaaaacct 
gtcagtgatt 
ttcattggct 
tgttcatcag 
gtttatctac 
catgcatccg 
acaaacgaaa 
gatattctta 
ctcatggttt 
tgtgatttgc 
aaaaggagtt 
accaaaagtt 
tcccccacaa 



atatttctca 
gcaaccgagt 
acacaccagt 
gccggtttgg 
ggcttgaatc 
tggtccaaaa 
gtactttacc 
tcgttagctt 
aaatgaaaac 
ctcgtttttt 
agatttatcc 
ctttcaaaac 
gagttaacgg 
tattggccac 
tgccccgata 
tttctaagac 
cgtaaatttt 
agtttttgtt 
caaaatcaaa 
caaggtctct 
acaattattt 
agacgtccac 
accaggaaga 
cagccacgtg 
gatactgctt 
attaattagt 
catgttttcc 
atgttggaaa 
tggactttgg 
ccaaaaaaga 
aatcagcaga 



tcctagctaa 
tcttgacctt 
tcttgcagaa 
atttgttcgg 
tcgagccttt 
gactgaaaaa 
aaaaatagct 
tgcccgtgct 
agaaattgaa 
catccgacga 
attgagatgg 
ttgtttgtct 
aagtagactc 
catgcggata 
tttcatggaa 
tttatttatt 
gtcaattcca 
tattacagat 
caagtttgtc 
cttctttctc 
caaaatttat 
gtaagggtaa 
aaaacaatac 
tgttcttatg 
tgttgcgtag 
acgttttaaa 
aatagatata 
taataatgtt 
acctttctac 
ggccaaaaaa 
gcgagagcga 



21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
22260 
22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 



25156216 
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gagcgatcgg 
gaccttttac 
acattccgtc 
ttgtctcgtt 
cgttcctctg 
tccacgccag 
cctacgcgaa 
aaccctgtga 
attcaaaaag 
atatgagatt 
ttctttattt 
tagtttgctg 
ttgaatcatt 
tgaaaaatca 
ggagggtttc 
tgaggtacca 
tcatatatag 
gagaggcttg 
tatgcttctg 
gatctcttgt 
tttcgctatc 
ctctggttcg 
tcattgtgtt 
ggctacttgt 
taacaccagt 
tctcatatga 
gtcaagtttc 
gcacaagatc 
gctgtaaaat 
tcaaccttat 



ttatggcggc 
caattgacca 
tcccttcttc 
atctccggac 
tttcgtcgtc 
ggaatgtcac 
atctttccgc 
aaattgtaga 
gaatctcagc 
ctattgtgaa 
ctagtgtgat 
ggaggatgat 
aggaataatc 
gaaaaggaac 
aatgagatgg 
ctcttgctct 
gagcatcttg 
cagttcacat 
tggagagtag 
ctggatttat 
caattggaaa 
cttaacactc 
tgcatctgtg 
ttccaaggta 
tatatgatgt 
gtagcaccga 
tgctcatgct 
acctctttga 
tctactggtg 
ccattcttga 



gacggagcat 
agacgattcg 
ttcaccgtta 
tccgagtaag 
tgtatgtgta 
tctaatctgc 
aattggtcga 
gtgatcttac 
tttctgtttt 
tctgggaata 
agggacacag 
aaaaaccatt 
aggtaacaaa 
gcaaagtctc 
agacaattaa 
cttcatttag 
ttgatttcaa 
ctcaaacgca 
gtctatggct 
tctatggttt 
acgacggatg 
acgaaactaa 
atggcaactc 
caacaccgag 
aatctaatct 
ggaaaaatgg 
ttactgcagg 
tgttatcacc 
gattgatccc 
aatgtctctt 



cgcggcctca 
ccaccatctt 
tcatcaggac 
tttctcttcc 
ttatcgatgt 
gatttctctt 
agaatatacg 
cgaattttct 
gcaaaattct 
ttcttttggt 
aatcatattc 
aaggatcgat 
acttaacatg 
agagtactac 
cgaaactggt 
gcttcttctg 
caggaagaac 
gcaaaccttg 
gtcattgctt 
actgctaatg 
caacctgtgg 
aagccatatt 
ttggactaca 
gaccacattt 
agtttgatat 
atgattggaa 
agtttccaga 
aattcagtcg 
tctggggcta 
gtgaagagat 



gtggaggaga 
catggcgtct 
gtcacaacgg 
tcgtccttgt 
actgttacgt 
cttccattga 
tacggtgttc 
gtttaaaagc 
ctgtttacaa 
tttgctggaa 
ttcggagttt 
tgttaaacac 
ggttttactc 
aaacagcaag 
tttgtatctg 
agatctttcg 
tgaagaagct 
tgctttttgt 
ccactttgga 
ccatgagaac 
tatagtctct 
gcttaaaatt 
agtgatacta 
aatcttttct 
ttctcattgt 
taatggcttc 
acgaaattgt 
gtttagcaac 
tactagtaag 
atattgagaa 



ctacaatgtc 
cagcctcgac 
ccgtactcgc 
cttaaatctc 
gtttacatga 
tagttttaac 
ccaatatgtt 
aattaaattg 
cttgaagcat 
acataatcat 
tcacgcattg 
gtttgaaact 
ttttctgttg 
agaagcttct 
gagctccaac 
tccattttct 
tgcaaagagc 
agcaaaagtt 
ctctctctta 
acctaacaat 
gtaattctct 
tggcagggaa 
gagtcaacta 
cgtaaactcc 
atagaatggt 
agctacagtc 
cagggcctat 
cgctgtttta 
taaatcatca 
aacgtttatt 



23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
24840 
24900 
24960 
25020 
25080 
25140 
25200 
25260 



25156216 
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ctttatggtt 
atgtccattc 
tgatttggaa 
ggtcacacta 
ctcacaacat 
cttttgtcca 
tatcacgata 
agagtttttg 
cgagtgagtg 
tattcaagcc 
cattaatgtg 
aaatgattta 
cagctaagtc 
attgtaacct 
agcgagctcc 
ttatcttagg 
gacgattacc 
ggcgatgatg 
aaacttcttt 
atatgaaatc 
caatagtgga 
actagttttg 
ccattagtat 
ttcaatagtg 
tcggctttca 
cgtgttttca 
tacctgacac 
aggagtaatg 
ttagatttca 
gtagctttgt 
attttgatat 



tcagattgcc 
actgatagga 
ccatcacgag 
ctttgtggaa 
aggagaaact 
tattgacttt 
ggttaatgga 
ttccctatgt 
acacctttag 
cacattgaag 
tactaaatat 
ggcccaacaa 
ggctttgaaa 
agaatcaaag 
tcaatttttc 
atcgtagcct 
tccactttct 
atgaaacaag 
ttataatctg 
gttttggtga 
taaagcgctg 
atagttccat 
atgtattttg 
gataaagcgc 
gtcttatttt 
tatagctgag 
attgacagac 
tctggtaaag 
ttgggttata 
agcagatcat 
aggaaccgga 



ctgtatacaa 
cgctcagcac 
aagataaaac 
gttgacattg 
cttcaggaga 
gagtttactc 
tccagaggaa 
agcattccac 
aaacgatttg 
aaaaacttaa 
atattatcgg 
ataatgtatg 
agagtatagg 
ctatataagc 
ttgtttactt 
gtgatgtttg 
gaggctttag 
attaccatca 
agcctagttt 
taggaaaggc 
tacgttgccg 
gtgcattcaa 
atttggtaaa 
tgtacgttgc 
agccgatatg 
ctgaccatat 
gatcgatttt 
caatgtttga 
agatcgaatt 
aaattatttc 
taataattgt 



tcagcacatg 
caccagattt 
acatagacac 
tgttgccaga 
agctggagca 
atcgtccaga 
ataaattaag 
aaaagataat 
gtccttttat 
gaccaagctg 
cccgagttac 
ttctatatta 
cccatttagg 
cgtcttttcc 
gtttcctcat 
agattgtccg 
atctaagatc 
aactttgaga 
gtttgtttga 
aacaaattag 
agatagatat 
aagcccttac 
ggcaacaaat 
caataattac 
atcgatgttc 
catgctattt 
tagacactga 
taatgttatg 
caatatcccc 
ataaaacagc 
atcagtaatt 



ggcaagaaca 
cttggcgaaa 
agtgagagcc 
ggacatgagg 
actctctgag 
acacaaatgc 
caggatgtct 
aagttttaaa 
gaggtgaaaa 
aaggcctaag 
ggctcgttaa 
taagcccatt 
tgtcacgctc 
acaaatccat 
cttttagtta 
taccatctga 
attagtttta 
ggtttttcgc 
aatcttatgt 
agtctctgat 
ggcgatattc 
atgtttctct 
tagagtctct 
ttggtccaaa 
ctaaattata 
accaaatctt 
aatatgggcc 
gactgctgcg 
taaaaagatt 
tttcgacggg 
cttaatcggg 



gttctagaga 
ctaacgttct 
tacacgtttg 
ctgcatgaag 
gttgagagag 
aaggtttgaa 
cgatttctct 
tcccccaata 
atgtaaaata 
gcatatggct 
gaaaacatag 
tattattacc 
attagggttt 
acatcggcca 
ttgttagagg 
gtttctcctt 
tttttacttc 
tcgttgatgt 
gttacatgtt 
tcacttatgt 
tggtacttgg 
caacttattc 
gattcactta 
gatctcccaa 
gattttgtta 
tttgatcaat 
gaaattttga 
cttgtagcag 
gatgtaaact 
aaagtttata 
ctttggatag 



25320 
25380 
25440 
25500 
25560 
25620 
25680 
25740 
25800 
25860 
25920 
25980 
26040 
26100 
26160 
26220 
26280 
26340 
26400 
26460 
26520 
26580 
26640 
26700 
26760 
26820 
26880 
26940 
27000 
27060 
27120 



25156216 
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tcccttcctt 
ttttctcaaa 
gtggtaataa 
ccatacaaat 
gcctagggag 
attcgagctc 
tcaaatcatt 
ataatttata 
cgtattctat 
attgtctaat 
gcgaaggtta 
cgagcaaact 
taactgggct 
tccttaaact 
aaaaaaaaaa 
aaaacatcac 
aaacctacag 
tttcaaacgg 
tgggcttagg 
ttaaaaaatt 
ttgtaaatgt 
taagattata 
aaataattaa 
tcttttttgg 
tatatagata 
agaa^aaata 
caacaaagct 
tcttaagtcg 
aatccagcag 
ggaaaatcac 



tttagtgaat 
tatccaaaaa 
ctcgcttata 
tgtcttctaa 
ttaggcccat 
ttttctcgtc 
catagggtga 
atgcctatta 
gctaccatcc 
ttaattccga 
caaatcattt 
taaaatttgt 
agaaagagct 
acagagataa 
taaaaaaact 
gcgcttactt 
atttgaggtg 
atacaaatat 
cccagtttac 
ccttatggca 
gagattaaac 
cttttacggt 
ataaattcgt 
tggctattta 
tcaaataaaa 
caacgcgaag 
tcttcgtgca 
ccttgaaaaa 
ctatggcgtt 
tcaaagagaa 



tcgaatcgaa 
tggccaattt 
gtgcaagtgg 
tgtgggctta 
tttacatctt 
tgtacaatga 
tcaattcgta 
aggttctttg 
cattggacaa 
atttaaaagg 
cactctttca 
ttatgaaaac 
aacgatttac 
gtcgagggag 
taaaagcatc 
tttcgaacta 
cgtgctgata 
cgctagtgtg 
acgtgtctta 
aggacaataa 
atgaaaattt 
actaatgtac 
acgtcttttc 
ttttgttcat 
agtaagaaac 
gtttgattac 
tcttcgctct 
ttaagacaaa 
tcttctcccc 
acccatttcc 



atgcaaaaat 
caaaaggggt 
ttattttgtt 
ctaaatactt 
tcttgtcggt 
acaaagtttt 
taaacttaaa 
ataatgctat 
gtacgatgcc 
ccttaaataa 
gaacacaaaa 
cgttacgcgt 
agatcttagg 
agttaaaact 
acgcgctagt 
tacaaaaata 
actcgcatat 
ggctttctta 
tcattttatt 
caaaaaaaat 
tattttccaa 
aaatattttc 
tttttggtcg 
attagatcaa 
ataaaaatat 
cactcaaaaa 
tctcaactcg 
acaacaacaa 
aatctctctc 
aaccaagctt 



aatgaggctg 
tacctacaga 
ttctaatagt 
tacggccttt 
ttcattttta 
actgagaaca 
ttttgttcga 
gagcccaa tt 
atattagact 
ataaatatag 
tagcccaaaa 
ataagagtaa 
tgcaaaatta 
tagaagcacc 
tgacaaaaaa 
gctaatttcg 
agtgcgcgtg 
ataccggtct 
tttttatgtt 
tcattaaaga 
aattactgct 
cttgaaaaat 
gaattagtac 
acttaggaga 
tagaagtcaa 
acgagcagct 
tcatcctctc 
aagaacaaga 
cttctttcct 
tatcatcatc 



acgcgcttaa 
tttgtggcgc 
taattattta 
tcgttttcag 
atgttcgtat 
ataaagatac 
ggattaaagt 
ttacgatcgt 
atttagttca 
taaggtttgg 
catgtttcga 
aaaattgtcg 
cttttcgaat 
aaaaaaaaat 
aaaaaaaaaa 
aaagggggtt 
gttattttat 
ttttattttt 
tttctatgca 
tcacatagta 
ttttaatgca 
catttactaa 
gtcttttctt 
aatataaata 
aataaagaaa 
gtttatcttc 
cctctgattc 
gaagctctaa 
tcttccgacc 
atcatcatcg 



27180 
27240 
27300 
27360 
27420 
27480 
27540 
27600 
27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
28500 
28560 
28620 
28680 
28740 
28800 
28860 
28920 
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tccaatagct 
gctcctcctc 
cagcacggca 
gaagatttgc 
ctctttctcc 
ctttcaggga 
acaaattgat 
ttgagatctt 
aaggtgtacc 
aactcgaccg 
ctcaccagct 
ccaatccaac 
acaaagcagt 
tcgtcccatg 
ttgaagatac 
acttagatat 
ttgaatgtaa 
ctttacgatc 
taatatacta 
gcgtaatcca 
atgcagattt 
tacagataag 
gggatgcaaa 
aaagctcatg 
aacggataga 
ataatatctc 
tgagaccgat 
agagagtctc 
acgaacaagg 
gaactactac 
caaagctggg 



acgagtttga 
ctgttcgagg 
gcaaagatga 
ctctcctctt 
tttaggtgat 
tgatataaca 
cttctgggca 
cagggtttgg 
tagagtccca 
aaatggcaaa 
caaacctgcc 
tttcatgttt 
gcaaaggaca 
ctcataatgc 
aatacatata 
caaagagggt 
acagaattcc 
aagcgaaatt 
ggttcaattc 
aagaagccat 
gaagtcaccc 
cacacacata 
gaaaaagtta 
accaaacaat 
gagaagatac 
taccctgtga 
caactacaca 
aggcatcaga 
taaagagagg 
tcacttgaat 
ttttgtgcct 



agaagatagt 
tgcgcaggtt 
cttctacatc 
caccaaagat 
tccttcctta 
ttagtggatc 
cttagatttc 
caaccatcag 
tgggaggcaa 
atctatgagc 
acttctgttt 
ggcgccatgg 
ctagacaagc 
cattaggtca 
tctatgtgtg 
agggaaccaa 
ttacagttgt 
atatcccttg 
tctcttaatc 
atttctatat 
atatgaagta 
aaaggaatca 
atcattttgg 
ctcaaaacaa 
tgattgtact 
tgccaatagt 
tttcctttct 
tcaaatttga 
aagaagaatt 
tagccagttg 
gcatcagcac 



ctctctccac 
aagaccaaac 
aatctcggtt 
ctcaattacg 
aacctgtcaa 
caatgaacac 
atggcaagat 
agaacatgat 
agggagagtt 
ataaggtcga 
tggatatggt 
attcatactc 
aagaagagca 
cactcaggtg 
caggcatatg 
gaatactcat 
tttgttatgt 
aaaccagaca 
tcaaagggaa 
attcagtgtg 
aaacactaaa 
taagccagag 
ctacgctccc 
gtttgagatg 
agtttgaaaa 
cctcctactt 
attagcaatc 
aaagtgcacc 
gagaaagcaa 
atagaaattc 
ttcggtttag 



tttctctctt 
caagtgcgca 
tagctgtacg 
acatttacag 
tgaaagcatt 
gttctctggg 
tctcttcagg 
tctcatcagg 
tcagggtact 
taacttggcc 
caccgcttgc 
atcttcttgg 
aatgcttgtg 
tatatatata 
catatgagta 
gagcttgtac 
aaaacacatt 
caatgtatgc 
tatctaagta 
ggtgatgaac 
tctagaataa 
atttttacct 
ctgtaagatt 
ctaatgaaat 
acagtacatg 
aggtgcgagc 
taacaagttc 
aataaccata 
aatcaagttg 
catgtttcta 
gataatcaaa 



tagcgtccag 
ggataagtac 
tacccttcgc 
gtgtgttttc 
tgtgtttcct 
attgacaact 
gatatctcac 
tggaatctta 
tctcgctata 
ttcaacttcc 
cctgcaagtc 
attgagttct 
caagaccatt 
tactgttaca 
gatgtggttg 
aacttgccta 
gatgatttgt 
catgccatca 
ggacaacttg 
aagagtgttg 
gtagatcatt 
tttgtacgga 
caggtaagca 
ctgtgatctg 
tgtataaatc 
aaaaatgcag 
actgctaggt 
taagcaacga 
aacttacagt 
agttaaagcc 
tgctaaaata 



28980 
29040 
29100 
29160 
29220 
29280 
29340 
29400 
29460 
29520 
29580 
29640 
29700 
29760 
29820 
29880 
29940 
30000 
30060 
30120 
30180 
30240 
30300 
30360 
30420 
30480 
30540 
30600 
30660 
30720 
30780 
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cacaagactg 
gactatcttt 
agaaaagctt 
tttacaacgc 
tagaggagga 
acctcttcct 
tagggtttcg 
tccgctctgt 
ttgtgaaagc 
ccctgaattt 
gatcacattt 
aatcaagcac 
ccaagtacaa 
gtatagagct 
cagaaacaaa 
ccaaatgtcc 
aatataagag 
ttgtaaacaa 
accctttttg 
gattatttaa 
atcactgagc 
cccttttgta 
aaggagacag 
aggcttaccg 
gacaatggaa 
aacattgagt 
ggatcatcat 
ataatccaat 
acctccatga 
aactcgcgaa 



aatatggtag 
agtttatcca 
tgattcactc 
tgctcacaga 
agagaaaccc 
acatcatcaa 
tggagatttt 
ttcgctttct 
tgaaatcatt 
accgccttag 
tagcttaagt 
gactatcatc 
aatcagagag 
caatactttc 
ggctcatcac 
gcgagtagac 
aagcccaaca 
gaacagtgat 
caactagtct 
atgatgagaa 
ctttgatttt 
accctctgcg 
atccctgaaa 
caatcgcaat 
aaacacaaga 
aggacataaa 
gaacctgatc 
gagcttgata 
aaattccatc 
ggcctccact 



acaatgcaaa 
gagaagagaa 
atggaatccg 
aataaacaac 
tagcttaaac 
gtaatgcgga 
taccttctcg 
agagagcgag 
tgagacaact 
tcttcacata 
ccaccgatgc 
ccgttcacga 
aaaccacaca 
ttaattcgaa 
tgactagatc 
ctaaaagttt 
ttttcagttc 
gacagatgat 
ctactgaaag 
agtcgtatca 
aatcacggta 
gaataaaaga 
caaaaatgtg 
gagctcttcc 
atattcacac 
actcacccat 
ataatcaagt 
aaatttctaa 
gacgccaact 
tgcaacacca 



agatcaattc 
taggcataat 
taattagagt 
aggcgaaaat 
ttaagatttc 
taaactatca 
aagctcatct 
aaccgagaaa 
ttcagtattt 
tatagcccaa 
tttgttggat 
gaaattacag 
tatacaaccg 
ttattttgaa 
atctttaatc 
cagacaaatg 
ttcagaagca 
gcattaacat 
tgagaagatt 
tatatgcccg 
gggtgtaagg 
gtcaagatct 
aaccaaagag 
aggagttctt 
cattgcaaga 
tgagttggac 
tggaacaacg 
aacgatttgg 
gctacagctg 
ccaccatcca 



tacatggcag 
taatgagtga 
ttcgaaatcc 
tacttgcatc 
acatagaata 
attagaatca 
tcttcctcac 
gaggaattgt 
gaaacagaga 
gcccattaca 
ttagttctgt 
ggttcaacag 
tatttctgag 
gcgaatgttg 
tctgggattt 
aataagaata 
atctctgatc 
ggtgcttctt 
ataaacagtt 
tttgggtcac 
tcgatttgaa 
tgccattgtt 
taataattca 
ctagatggcg 
acgagatgga 
catcaactgg 
aatccagaat 
tatcaaacaa 
ttcttgcaat 
actacatcag 



ttttcaagga 
attacaaatg 
cttctctata 
tcaacaccat 
atttcgtcgt 
tgaagaaact 
atctgccttt 
acttgcaaac 
cgaattatga 
aagcccatta 
atccaacgca 
atatattatc 
tatgactata 
gtggaggaaa 
tgatggggac 
ttgccgggcc 
tcttaacttc 
taaaacgttc 
tttttgtggg 
caacctcgcg 
gccgctgctt 
aatggtgttc 
tggatttaaa 
caaaggcttt 
tactttcgta 
agcacttaga 
tatgtgacca 
ggtatatact 
gcatggtatt 
aatgtattgt 



30840 
30900 
30960 
31020 
31080 
31140 
31200 
31260 
31320 
31380 
31440 
31500 
31560 
31620 
31680 
31740 
31800 
31860 
31920 
31980 
32040 
32100 
32160 
32220 
32280 
32340 
32400 
32460 
32520 
32580 
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tcgtgttcaa 
aaggatcata 
caataaatta 
aagcaacatg 
tctctcatcc 
aaagagtatc 
atgtatactt 
tatctacaat 
tccgaacatg 
ctcagctgaa 
caaatatttt 
tgtcctttct 
tgtggaatta 
gacagtttga 
cgacataaga 
ggaaaataaa 
gattacgttc 
tgctaccttc 
cttgttcaga 
ggggagagta 
ctgtgaaggt 
aggca taaaa 
ccaggaccac 
accaggggca 
gatcttgaaa 
aatcaatttt 
ggagtacaag 
atgttcctcg 
tacacgatat 
tctgaaaaca 
ccattcttat 



actatttggt 
ccttcttgcc 
aacgtgtatg 
aaaaagaaaa 
actcgaagtt 
agtcagtcaa 
cagcaatcca 
actaaattcc 
gttcctcttt 
ttctccatga 
gaccagcttg 
taatattgat 
caattaacaa 
aagctacaat 
atgctggaat 
atcacacatt 
atttatacct 
accttctcaa 
aaaaaaaaaa 
atgcaatggc 
tctcatatcc 
agagtgatta 
gaaatgactt 
gcccaactct 
aaagaaaaca 
catatagaga 
aaatcatact 
gattcaatca 
acgtattaga 
aaaaggcgag 
cgccaagcca 



tattgctggc 
tgcaggttgt 
ttaaattgta 
aaaaggatgg 
tcgtggatct 
ttgtaaaggc 
atttttttta 
gtggacacaa 
cacaaaccat 
ccttagcata 
aaaacgcagg 
aatttttccg 
cttaaatcat 
caaaagcttt 
ctgaattata 
agaaggtact 
ggcttgattc 
gaatctgcgt 
attaaagcaa 
tgctatcaat 
acagtcctaa 
aaggtataca 
tgaagaagtt 
acaccattca 
cattgttcaa 
tcaatacaca 
ttgtggaaat 
catttggacc 
atcaaactcg 
actcaaacct 
ataatcgcaa 



ttcaaaataa 
tgtagtgaat 
gattgcagat 
agcaagatac 
actatcaaat 
agagaaaaaa 
attccaagag 
tatttgaaaa 
aacatttgga 
tatataacca 
aagaaagaac 
gtttgtgctg 
caaccataga 
gaggaaaata 
tctgcaacct 
aaagacttgc 
atgaacatca 
tggagaacca 
tttcacgttc 
tagtttacat 
catccaattc 
ggggaagata 
ctgttagctt 
cacacacaga 
agttcatctc 
ttcatacaaa 
gtctttaatg 
agccaacaag 
attttaccgt 
tgagctgatt 
aagaaaatca 



aataaaaagt 
gggttatatc 
tgaagaacat 
atacaacagg 
catctgataa 
aattgtttta 
atttgcatga 
ggagatgata 
ttcccagcca 
gtcatcaaaa 
tcacagaagg 
ctgcaaccag 
acagatatca 
cagtttagag 
tgccaactgc 
taaatctcaa 
gttactattg 
gaaatgtgac 
aagtatatgg 
atataagatc 
atctatattt 
ccttcagacc 
tatcaaaact 
cacaacaaaa 
tcagttgagt 
gatctctcag 
tgctttgcca 
aagaatggtt 
aagaagccaa 
gtacaatagt 
gaatcagaat 



tactttttaa 
agcgacctgc 
aaagcagaat 
acaattagct 
tcaaaaccaa 
gcaccctcta 
gatttgagaa 
acttactgta 
gtctgatctt 
gtattccagc 
agcacagaat 
aagatctgtc 
atccaagatc 
tctcacctgg 
ttcacactaa 
tcttttatgt 
gtagatcata 
catcattatt 
tagcatcata 
gatcaatact 
agacatccca 
ctcggccatg 
tgacttgaaa 
gtagcatgag 
tctctactgt 
ggggaaaaac 
ttcgaagaat 
cagcagccta 
cattcaacat 
gatgttgccg 
ccgaagatcg 



32640 
32700 
32760 
32820 
32880 
32940 
33000 
33060 
33120 
33180 
33240 
33300 
33360 
33420 
33480 
33540 
33600 
33660 
33720 
33780 
33840 
33900 
33960 
34020 
34080 
34140 
34200 
34260 
34320 
34380 
34440 
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ggaaaaccta 
cctttaactt 
tcacctttag 
ggacagatta 
atccaggata 
aactaacaat 
caatgagaga 
ttagaacgct 
cgagcttggg 
gttcagaaga 
tgccctcaag 
aattacaatc 
gtaaagcatt 
gacagataag 
tggaaagagt 
catcaagaca 
ttcgtaatca 
ttctggacct 
gattgacatc 
cgaagtgtaa 
cctagctgaa 
attgtttgtt 
agaagcatct 
cattgctttc 
aagtgtaaga 
gttatagatt 
cgaatatgtg 
tgctacttca 
gtttggcctg 
accagcttta 



attcttctct 
gatctcgaag 
cgcgtcgtgt 
attcctatcc 
aggacgtaag 
gatttaaaga 
tctgaaacag 
ttcgatgaca 
aacatcacgt 
aactgttgca 
acgactttgc 
ttcaatgtcg 
cgttttctga 
tttctcacat 
ttgttctcgt 
aggtagttga 
atcccttggt 
gtgaagagac 
aattgtctct 
agcaccaagt 
tcgtatagac 
ttgatccctg 
ttgatatata 
atctcgagta 
agagaaatat 
ttcattgcag 
gatggtgtcg 
agctttcctg 
aaacctgact 
gcatatgaat 



gcaacgaagc 
ttgctgcaga 
aaattggaga 
aggataagaa 
ctttactcgg 
cgtaaatatc 
agaacccgcc 
tgagtggttt 
tcatcttatg 
cgatcggttt 
tgacttcaaa 
gtcctgtgac 
acctgtggag 
cgagagacca 
acgctacttt 
gaaggacatt 
aaaactctct 
cacacataaa 
ctttatcttc 
caacttttcc 
catttttcat 
aagaacccat 
tcatcaaaac 
gtatcttccc 
aactgctcag 
agtctacttg 
gtaaaaaccc 
attttgcatg 
tcttcatctc 
caatcaagga 



aaataagaaa 

gtgagtgaag 
tattaactga 
cgtaggaata 
agacattaaa 
atttccatta 
tacaaaaacc 
gggaggtgac 
catcaatata 
cttgaaccac 
aggcgactca 
tagctttata 
agtgtgaacc 
agcaatgtgt 
ccagacacat 
cacaaagtac 
gacaaacgtt 
ggcatgagct 
gtcttggcat 
agcagaatgc 
gcatgattca 
gaacctaagc 
atcgctagcg 
agcaacatcg 
gccaggcctt 
cccagatcca 
agctttctcc 
agattcaatg 
atcccaaagc 
aacaaacata 



tggagaatta 
aaggcaagtg 
gaggtgatgt 
ctcgggacag 
gacgtaatcg 
tattttcaga 
catgactttt 
atagatctaa 
tcagaccgtg 
tccatcacca 
acagagctca 
cgtctcggga 
acggctatga 
tgatcaaaga 
cgagctcggt 
ctagcagctc 
agaactggtt 
ttatgcttgg 
ctgacaagat 
acgagtgtct 
aataactgcc 
catttcagag 
cagacatcta 
acaagtcttt 
aacccagcat 
gcatgcatct 
atgtctttga 
atcattgtgt 
ctaagagcag 
gttgctgatg 



aggaatctga 
agatctcctc 
ttggatacat 
attaattcct 
aacaaaaatg 
caagtattaa 
gtctcccctg 
gctcaggagc 
atgggatctc 
actctcctgg 
gcatttgagc 
ctactccgta 
gcgcagctcc 
cgatggcttt 
ttatttgacc 
cttcttcgag 
gtttcctctg 
tagcgctgag 
gggcgagaat 
ccagcaaagg 
tgatgataaa 
caagatccac 
cggaataccc 
tgttggccag 
tagtcatgga 
ccaatagaca 
aaaccgtcat 
acaatccaaa 
tatccagctt 
gcctatggcc 



34500 
34560 
34620 
34680 
34740 
34800 
34860 
34920 
34980 
35040 
35100 
35160 
35220 
35280 
35340 
35400 
35460 
35520 
35580 
35640 
35700 
35760 
35820 
35880 
35940 
36000 
36060 
36120 
36180 
36240 
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aaatccctgc 
tgaatcaaca 
ctgaaaaagc 
ctcataagtt 
tgccttatac 
atcaattttg 
ctcagcttta 
actactcgag 
ctggttcaac 
cttcttagcc 
ctgcgtaata 
cggtccccat 
gtaaggcttc 
tattccctta 
ccagccacta 
acattgtgta 
gccatttcta 
tttagggttt 
cgtaaaaatg 
agacggaatt 
tggactccag 
gctttagaac 
ttagattcaa 
gagaaaaatc 
taaccacaca 
atttctttaa 
aaatcgaaat 
ataaacacaa 
gatacaataa 
tgaaaatatt 
gttttgtaca 



atttccatgt 
agcgaagaaa 
ttgaaagctg 
gacccatcca 
gggagacctt 
catcccgact 
gccaaatact 
tcttgaacca 
ccatcaaaca 
cacctaaaca 
tgaaccatat 
ttccacctct 
ttcaatccac 
ccactgtgta 
gattcactac 
gtcaatccaa 
acagtgaaat 
attcgactcg 
acatttctgg 
attgggtcat 
agatggcgat 
agtgtggggt 
aagaaaacgt 
attaccaatt 
cacatcaaaa 
atgttttgct 
tcatgtattt 
aattttgaat 
cactaactca 
ttgatatatg 
ttcttttaat 



aaaccttcat 
acacactaaa 
catcaagacg 
acaaactatc 
tgttcagaaa 
cttgagcctt 
gaatcacttg 
tctcctcaaa 
acacgacata 
gactcagcgc 
tcggaacaaa 
gaacaacttc 
caaccattac 
gtacactacc 
ttccaatctt 
caaaattagg 
agctcaataa 
gagaaatcaa 
gaattacttt 
gtaatgcgaa 
ttttccgtct 
tttcccaaaa 
ttttacaaca 
agcaaaaaat 
acaaaaaaca 
catcaactat 
tacttaaaat 
ctgaatttga 
tcactcttat 
gtagcaatta 
ttttgtagat 



tgatgtgtcc 
gcttggtcgg 
gccggatttg 
agttttctcc 
caacatcatt 
tttgaaacaa 
gttataggcg 
caacgactga 
acattcatcc 
cgcatcaacc 
ctggagttta 
aacaatcttt 
atggtcatca 
cgactcatct 
ttcactacaa 
gtctctcggt 
tcggatgttg 
tggagactca 
cgcggttctt 
gaattgaaat 
cctccgtcgg 
tagattattt 
agtgcagctt 
cattttaacg 
aaaaaaaatt 
caattatctt 
tttagttatt 
ttatagagtc 
aactagtttc 
aatatttgaa 
caaggattta 



aatcgaccag 
agtttccttt 
gccaagcttg 
atgctctcat 
agattattat 
caaaaagcaa 
ttaaacgaca 
atcccaacaa 
gaaggcagat 
tctttaacaa 
tctaactgag 
gcaacagaag 
agccctggct 
aaatactcaa 
aacctcctga 
acagaacaat 
aacgagaaac 
gaaatggaac 
ccacggatca 
ttgaggaatc 
cttaaaccct 
tttttgaatt 
taatttagat 
ttagagaaaa 
aactcatcaa 
ctacaaagga 
ttatatgaaa 
tagactatgg 
ctagttacct 
ttttcccaat 
cttggatgaa 



ctttccccat 
ctttcatttg 
gaattatcag 
aaatctcaaa 
atgtctgcgt 
cctccagttt 
aatcaccgtg 
aatcccttcc 
accaaggctg 
tcttcaaaga 
tctccaactc 
aagcattcat 
ctactgatct 
cctcctctgt 
caatactccg 
cgggacaaaa 
taccggctaa 
tcctactaag 
tcgaagatgt 
aattctaacc 
aaaaccagag 
tcatgttaaa 
tacaatagta 
aataaccaat 
tttagtacaa 
aaataaaata 
aaaaaatcat 
tggatacatg 
aatgttaaac 
aatgtctttg 
ttgctataaa 



36300 
36360 
36420 
36480 
36540 
36600 
36660 
36720 
36780 
36840 
36900 
36960 
37020 
37080 
37140 
37200 
37260 
37320 
37380 
37440 
37500 
37560 
37620 
37680 
37740 
37800 
37860 
37920 
37980 
38040 
38100 
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ataaaagcaa 

ccttttagtc 
tagtcaagaa 
atttataaac 
ttgccataca 
ttaaatatgg 
gtatgcaact 
ccttgcaagg 
cacatacgcg 
gtcctgtttc 
ttggtattca 
tttgtctctt 
tctttctttc 
ttatatagta 
gatgatcaaa 
tgctcagcct 
tctcactcta 
tttttgcatt 
tcccggccca 
caacccaccc 
aaacccaaac 
acctgattca 
aaacccaccc 
gtcatcctct 
aaacccgcca 
aggcccacct 
atcggggttt 
aactccgacg 
agaagccatg 
gccttgcttt 



ttaaatagtg 

tgtagaaaag 
aaagataaat 
agctttcctc 
tatatgtata 
taaaaatttg 
aaagtgcgaa 
attctttgag 
atatatataa 
tttgtcttct 
tcttaaaacc 
tctctcagcc 
tctctatcca 
gtagatgcaa 
gcattaaagc 
ttagactact 
cctccttatg 
aatcccccaa 
atcacattac 
gaatcatcct 
ccacccgtta 
tcctctaatc 
gttaccgtcc 
aatccaaacc 
gaaatagttc 
tactctgaac 
cttcccccaa 
tcggcttact 
aactttgcat 
aagcctaata 



aaaaactcat 
agcatctaaa 
gtaaaagagc 
tctgattgtt 
ttcttctact 
cacattgtct 
tctttatgag 
gtttttgttt 
agaacgagag 
tactcttgag 
atggaatcat 
aacttcttca 
actctatctc 
gaaaaagcgt 
acacatcatt 
cttcatcctc 
tttcacttcc 
atactcctcc 
ctaacccacc 
ctaacccgaa 
ccgtccctaa 
caaactcaaa 
ctaacccacc 
cacccattac 
ctagccctcc 
cgggcccatc 
tcgtttatcc 
ggtgcgtagc 
gtgggtcagg 
cattgtgggc 



cagttggttt 
gagaatatgt 
tttgtttgag 
tttgcagtgt 
atcaacataa 
ccagtaaagt 
aaacagaacc 
tggtttgtac 
agcgaagaga 
agtgtatagc 
atcgagtctt 
ctcattatgg 
taaaagcatt 
gggatttgag 
gttacagaaa 
caacactcaa 
cccactttca 
ttcctcctct 
cgactcctcc 
cccacctgat 
tccacccgaa 
cccaaaccca 
cgaatcatcc 
cattccatac 
agaatctggt 
aacacctacc 
gccacccatg 
taagccctcg 
agctgattgt 
ccatgcttcg 



gtaattatat 

gaagcttatg 
tacaaagcaa 
caagcaagca 
gttagacaga 
gatcttctgt 
ttatatcctt 
acatgcacat 
caaatattta 
taattggttt 
cacaactatt 
taaaatcatc 
tgatattgat 
agagagccaa 
atgatgacac 
ccttatggcg 
gttcccggaa 
tatcctggtc 
tctaacccga 
tcatcctcta 
tcatcctcta 
cccgaatcat 
tctaacccaa 
ccgcctgaat 
tatacaccag 
ggatcaattc 
gcaccaccgt 
gtccctgacc 
cattcaattc 
ttcgcctaca 



tatttgcaag 
caaatggatg 
gcaaaagttt 
tatatgccca 
tcaaaattgg 
gacaacgaaa 
ccacaggtta 
gacacacaca 
acctatcttg 
tatttctctt 
tgtcttcttc 
tctgtctctt 
tatgattttc 
agaaggtgat 
agctcaatct 
ttagcacaac 
atgcccctcc 
ttagcccacc 
actccaaccc 
atccaaactc 
acccaaaccc 
cctctaaccc 
acccaccaga 
cctccagccc 
ggcccgtttt 
caagtccatc 
caccgagcgt 
caattattca 
agcctaacgg 
atagctattg 



38160 
38220 
38280 
38340 
38400 
38460 
38520 
38580 
38640 
38700 
38760 
38820 
38880 
38940 
39000 
39060 
39120 
39180 
39240 
39300 
39360 
39420 
39480 
39540 
39600 
39660 
39720 
39780 
39840 
39900 
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gcaacggacc 
cgttgatcca 
tttttaaaca 
tgatgcatga 
agaaatctag 
gcttatttct 
ctaatggaat 
ataattcctt 
taaagtaata 
cttctacgcc 
gattagcgtt 
agtgagtata 
taacttgatg 
acaaatgtgg 
attttggttc 
tatggccttt 
tgtggtttcg 
tcggcaaaat 
tcgttcagca 
agaatggaac 
taaaaacaga 
aggaagaacc 
tctctctcac 
tcttccaaaa 
ggatggattt 
catctttctt 
tagccggcgc 
atctcacatg 
tggcatcgcc 
ttccgacgcc 
ttcttccttc 



aaaagtacgg 
agtaagagaa 
atgttattga 
agacgaagac 
atataatatg 
tgggaatggc 
taggtcttct 
tatttataca 
tacgcattct 
ggtctattat 
gttcactaat 
tatgaaagag 
taccttattc 
gttaattcta 
atgcattttg 
ttagtaacca 
aactctgtgg 
ccagagacct 
tttttgtttt 
aaaaaaatcg 
aaaaaggtga 
cttccgattt 
aagtcgcaac 
acccttccgc 
ccggcggata 
cctcacttca 
gtgcctctct 
gctgctgcta 
gctcaagcat 
ggtgtgaagt 
gtttttgtcg 



gtggctcgtg 
atatttgttt 
atggcaaaca 
agctctcact 
tttaggtggg 
ataattataa 
agacttgtgg 
cacatccctt 
cagtttctca 
ctcaaacacg 
tttgtactag 
tctcaacaat 
tgttatacga 
ccgtgtgcag 
ttcatggtga 
agtaattact 
gtgaaaaaaa 
aatgttaaat 
gtattgtatt 
aatatatgaa 
gaaaatagga 
gatttgattg 
gctccaacga 
ttaaacccta 
agctcttcgc 
tcgatttctc 
ccataccttg 
tggcttctct 
cgattattcg 
tcccggagta 
agcaaacagg 



cacgttcggc 
atcaactatt 
ggctttaacg 
ttacattttg 
tcgctcactt 
atcttatgct 
tacgttgcat 
ttctcccaca 
ccacgacatc 
tgaaatgtca 
gtattcaaaa 
gtaagtgaaa 
aaaacattcg 
atattgcgtg 
actagcaaaa 
ggtctagtgg 
aaaaaaaaat 
ggatacaaaa 
ctgtacctat 
aaagtggtaa 
aaaaggtaaa 
ggactatata 
cttcaattca 
attcacttcg 
tcaaggatac 
cacagacgct 
cgtttcgtct 
tggtgggatt 
ccaagctaag 
tgagattact 
tgagtgaatc 



ggcactggca 
atttattggt 
ggtgccattt 
ttggatacga 
gtaagttgaa 
aaatacgtat 
ctacttaact 
atgatttagt 
tttttttatt 
ccctgctagg 
gaatcgcaac 
cagtttacgt 
tacaatagaa 
agtactttaa 
aattagttgc 
cgttttgaag 
tttgtattga 
gaaaaaaatg 
ggaaaattag 
actcaaaatc 
aaagtaaaaa 
aagggaactc 
atttactttc 
ccggccatgt 
tcttacacct 
gtttctctat 
ccgatggata 
ggaatcgtcc 
tcgcttaaac 
tctttagatg 
atattcgttt 



tgcttgtcac 
aatattcatt 
tgatttcttc 
ataatatcaa 
accaattaaa 
attgcttttg 
actatcacta 
agctttgaaa 
tatagaaaaa 
ttttgctgtt 
tgcagattta 
aggaacaatg 
attaatcgtt 
tcacttgaat 
tataaaacaa 
acatatgaac 
tcagaaaaat 
aatataatgt 
tttttaaacc 
ggcaaaaaaa 
aaaaaaaaaa 
tataacatca 
gattttgtcc 
cgacactcga 
acgacgacgt 
ccacgcgcct 
ctgtttcgga 
actataactg 
atccgattgc 
cttttggtcc 
ttttttgcaa 



39960 
40020 
40080 
40140 
40200 
40260 
40320 
40380 
40440 
40500 
40560 
40620 
40680 
40740 
40800 
40860 
40920 
40980 
41040 
41100 
41160 
41220 
41280 
41340 
41400 
41460 
41520 
41580 
41640 
41700 
41760 
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aaagaatctg 
aatgcaggaa 
agaatgaatt 
agtgactatt 
aagcaaaagg 
gatgatatac 
ggtgagtgga 
catttggtta 
taccagcttg 
ggcaatgttg 
agagttggta 
ggacaggtaa 
ttgtgactat 
ctgctgtgta 
gtggtatctc 
tgatgggtag 
agtcacatct 
tttgtggtaa 
agcaatgact 
tcaaggagtg 
aatgcacgcc 
tggtctgttg 
taattcccaa 
acaggctcga 
aaagaaatcg 
ttccatgtta 
tgacatgatt 
aagttactag 
acagcctttg 
gaccaaagtc 



aatttaatag 
caatgacgac 
acgaacaaag 
gtgtaccatg 
gctttgtggt 
agagggttaa 
tggttggtgc 
atgttggggt 
agatgatcaa 
tgacaatgta 
tgggatctgg 
attaaaaagc 
atgtgactaa 
caaggtttgt 
aaattcaggg 
ctttttagct 
tctttcggtt 
taacagaacg 
aaaggaagtg 
gttggagcag 
gtgaaacaag 
agatcaaaca 
aaactctcta 
actggtgctg 
ttttaagctt 
tttttataga 
tacattgtct 
aagatttgtt 
tttttctaaa 
ttattttcat 



ttacaatggt 
tcctaaattg 
ggagatgaag 
ggaaattgat 
tcttgagagg 
aggatatccc 
agcgataggt 
caatgctgta 
gtatgtgaaa 
ccaggcacag 
ttcgatatgt 
tctgaatcct 
acagatttgt 
tcgatcgctg 
cacattgtaa 
ggaagtactg 
taatttacag 
gtaagaggat 
accaaagata 
tcgcggataa 
gtttccaaga 
tccttaggct 
attttgctga 
cacaggtcga 
tggcctaaaa 
tattactttt 
cctaaaatca 
gaaattttga 
ttaaacaaac 
ttactgagtt 



gaatttaagt 
ttaggctatg 
atatacgatt 
tttgaaaagt 
gatggtgaga 
aagtctggac 
acgagggagt 
gtgttggata 
aagacttacc 
aatttgatcc 
accacacaag 
aactgtttaa 
ctttttgtgt 
ctcagagcgg 
aggctctcgt 
aggctcccgg 
ttttcttgaa 
caagaagtac 
cttaggagat 
aggctcagtg 
ccttggtgct 
tgaggtgaat 
gattagtgct 
aggaggagtt 
ttgagtgcta 
caatctagta 
attttcctct 
aaagaactca 
ctcttcttgt 
tacctgccag 



ttgtttgttg 
taacgaaatc 
acatgaagag 
tggagtttgt 
ctgtgaacgt 
cagggactgt 
ctgataagga 
gttcgcaagg 
ctgaattgga 
aagcaggagt 
aggtttgtgc 
tcttttaaaa 
gatttggacc 
gattccagtt 
ccttggagca 
gggttacgag 
actctgtttg 
cgtggaatgg 
caaacaaaac 
ttgaagctga 
tcttccttgc 
gaaacttgtt 
aatactgttt 
cacgggctgg 
agagtgtttc 
actttagtct 
aatattgtct 
atataaatga 
tctgaagcaa 
atcaacttgg 



tattgattta 
gcagtggaag 
ctgtgatagc 
tttagaagat 
ggtgacgaaa 
gggcccagac 
gaggcttgag 
gaactctatt 
tgtgattggt 
tgatgggttg 
agttggtcgt 
ggtgtaaact 
tgttaggcta 
atagcggatg 
tcaactgtta 
tatacggtat 
ttttgatcgt 
gatcgctaga 
tcaagattgc 
taccttacac 
aatctgctca 
gtctcaattc 
ggtttttgtg 
tttcttatga 
ttatatcatg 
ttttatttat 
tatatctact 
atgaaaagaa 
caaagaagaa 
atcaagttaa 



41820 
41880 

41940 
42000 
42060 
42120 
42180 
42240 
42300 
42360 
42420 
42480 
42540 
42600 
42660 
42720 
42780 
42840 
42900 
42960 
43020 
43080 
43140 
43200 
43260 
43320 
43380 
43440 
43500 
43560 
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agattcttcc 


tgtaagctaa 


caggctcgta 


gatcactgat 


ttaacaagac 


tcatcagatc 


43620 


atttgatgtg 


aatccatcgt 


ccttcctgta 


aaataagttc 


aacactttgc 


tcattttcaa 


43680 


gaacgcttct 


ttgcattccc 


ttggaaccac 


acttcctttc 


tcctccaaaa 


ctagcttatg 


43740 


caattcttcc 


ctctttctct 


ctgctaaacc 


tttcatcgat 


tctatgatca 


cttctttgct 


43800 


gcgattgtct 


ctctcgtgtt 


tcatgtgcaa 


tgaaaccgca 


ttcagcttcc 


cttccgcgct 


43860 


ttctctctgc 


aaaaaaacat 


caaaagggat 


atataatccc 


aaatctatga 


gcagaggttt 


43920 


gttaattacc 


attattttgt 


tggatttagg 


cgtctttgcc 


catctttcaa 


ctgtacagtt 


43980 


tagtaaaaag 


tttgagattt 


taagaagagt 


cttaccttaa 


aaccttgtat 


gtcatttaga 


44040 


agacgaccca 


tagtgctcac 


gagcttgtag 


agctgattat 


attggtggct 


atcgactgtc 


44100 


ttctctggaa 


gtggaggtcc 


gatcagatag 


gtagctggga 


ggacaattgg 


tcctaatgca 


44160 


aatgatatgt 


acgcattttc 


catgtaatcc 


tccaagcttg 


gtgttgactt 


gtcactggac 


44220 


cactcggctt 


ctctcaacat 


agacttgagc 


agatccaacc 


actgcgtaag 


atatagcacc 


44280 


aatgaagtat 


ggtcagatga 


gttgttaggc 


tatgataaca 


gagaatataa 


ttgtgtggga 


44340 


tgattgatac 


ttaacaattt 


tcacaatgtg 


gtgtgtcaca 


ttgcgtcctt 


gataggtgaa 


44400 


tgctttgtct 


cctgtttcga 


gaatggtgtc 


ccttagaact 


gagaatatga 


tctcaacatg 


44460 


ttctgagctg 


tactcaggaa 


caccgttcaa 


atcccacctg 


aaatttgtaa 


gcgaagaacg 


44520 


attatgcttt 


tacgagggaa 


caagcagagg 


aagagctcag 


aagaaggagc 


caaatcaaca 


44580 


tacttttcga 


ccaagtgtat 


gaggttttcc 


agttcttctt 


tggaccctcc 


aacatcaaag 


44640 


aagtcgtcta 


caaccgttgt 


aagtactcca 


cctttggccc 


acgatatacg 


agcatcagat 


44700 


agttcaggag 


aaaataaagt 


tgcagcccca 


gagaaataac 


agtaagccag 


cttctgtctg 


44760 


gcaaatttca 


gttcctgcaa 


tctattctcc 


acaatccacc 


tgcaagttgg 


tgagcagcat 


44820 


tgctgaattg 


tgactacata 


acaaatagaa 


gtcacacctg 


aatttataac 


gtgaact cgt 


44880 


tcaagtgtgt 


ggttatatat 


tagtaaaact 


aattagctta 


tgcaagaagg 


ctgaataaat 


44940 


gaaaaagctt 


agctgggagc 


gcacctatca 


agacgttcca 


tttcttcacg 


gtgtatggac 


45000 


tggcagaaat 


tgaagtcatc 


cacagctaac 


ttcaggatat 


cagaggtgca 


aatattgtgc 


45060 


aaactagaac 


acagaagaaa 


acaagaatga 


gaatgaatgc 


cctgattaga 


ttgtcgttta 


45120 


atggaagctg 


gctgtgccaa 


aacatatggc 


aacacaggct 


agaaaggaaa 


gaagaggaat 


45180 


ttaccgatat 


gaqqtttttq 


taactctggt 


gttttccaca 


gcagaaccat 


tgagtatttt 


45240 


tctcctgtga 


tctgatcttt 


ctaggcttgc 


ataggaggga 


aaagcaagag 


catcctcgac 


45300 


ctgaaaaagc 


ttcgattctc 


agatagctct 


cacaggagga 


tagataagca 


aaagagatta 


45360 


cctctttctt 


gaggtattta 


tctcgaacag 


aggtcttaac 


ccagctggac 


aattccatct 


45420 
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ccagatattg 
gagcagcctt 
cagagaaacc 
aacttaacat 
tcacttcacc 
aagtggccaa 
aatgatggtt 
gcatttacct 
ttcctaagct 
ctgaaggaac 
aatgatagtc 
ataacggaga 
atcaaacagt 
tcttgtcccc 
atcactgatc 
catctttcag 
agatctcttt 
aaatctctag 
atggtttcat 
tttgacactc 
aaaaccgacc 
tagccagtgt 
cccaagatcc 
gagcattttg 
cagaaagctc 
ggatagttta 
aaaaatcagc 
aatctccgtt 
agtgtagcaa 
tatgtaagaa 



tttagtccaa 
aaataattct 
agattcttct 
ggacatgcat 
gtaagacaca 
gtccaaacat 
tacaagttaa 
ataggtttca 
ttcaagagtg 
tgaaaagata 
atgttgaaag 
caaccatcat 
gacccatttt 
tctaaaacat 
aaatattaaa 
tttcgtctga 
ttcgtatcat 
catatttaat 
cagtgactaa 
atcaatccat 
cttgtttatt 
agatgataac 
atcttcatgt 
ggagctcggt 
cactttctcc 
agagtattag 
tgttttgttt 
ccaaagtagc 
caattattta 
aatcaatttc 



caacactgct 
aacacagaaa 
gcaaatggtt 
ttaactcaaa 
tcatagccat 
atttcttcat 
actacaaaat 
tccaatatgc 
acaattatac 
agcaaactta 
atatacctgc 
tcccaaactg 
tcctttgata 
aggccagata 
tcaacaaaaa 
gtatgctaat 
gtcatccacc 
catcccagga 
tgcagaattc 
gaatcttcca 
tgtctttcac 
acatccttct 
tgattatcca 
gatggaacca 
aacatcttcc 
ttggtctaga 
atttaccaca 
tgcataacaa 
cttcattgat 
aattgaactg 



tcttcaaagc 
acgtattctt 
ttagcggatc 
tctaggctat 
gagcaagcaa 
ccccacgaag 
catcataaca 
ttttgatttc 
taaggcgtgc 
ttagcagcgg 
agcctcgaat 
agtaaaagca 
tttgactatc 
tgcttctctt 
gttatgaaaa 
aaaagagcag 
acttctgagc 
aatataatat 
agctcaataa 
aaagtgaaac 
caattcccca 
taagagattg 
ataaccattt 
ttgctaccca 
taatcttctc 
ccagaatttt 
ttgttagctc 
gagaacattg 
atcagtccta 
acgaaataag 



tgattcatgt 
aacatatcct 
tgcaacaaat 
aattatctga 
taatcgaaaa 
ccaatatctg 
agtttccata 
ggttttgaaa 
atattgatca 
aactctctac 
ttctgaagga 
gctgctgttg 
aaatcccaat 
ccctttgaaa 
cgaagacttc 
gagtatacca 
ccaatggaat 
caaaccctgt 
actggagacc 
agtaacaaaa 
cttctttaac 
atggtcatgg 
cacacactgt 
actagta teg 
ctttgtttgc 
tctcttatgt 
ttgtctgtac 
ccatttgatt 
aatcctcact 
catttcgtat 



ggataacttt 
tccaaagtat 
acagcgtctc 
aataaagagg 
gccaaagcac 
ttcattggtc 
tttgatgaag 
tctctatcaa 
aatggataaa 
atacaaagga 
gagaacagag 
tggctggaga 
cttttaggtt 
acttttcact 
tgtacaagac 
tttaagatcc 
cgtcagattc 
tggtttctgt 
tggattttta 
gagaaagtaa 
gcgaggatac 
ttatcaagtc 
gggaaaagtg 
taggccgaaa 
tcaaagctct 
aaaagcaagc 
ttctgagtcc 
caggtaagag 
aaaggaagat 
aatccaaaag 



45480 
45540 
45600 
45660 
45720 
45780 
45840 
45900 
45960 
46020 
46080 
46140 
46200 
46260 
46320 
46380 
46440 
46500 
46560 
46620 
46680 
46740 
46800 
46860 
46920 
46980 
47040 
47100 
47160 
47220 
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atcaaatcag 
caattccatt 
aaaagagaga 
gagcgaaggt 
ggtgagatgt 
aacaataaaa 
gccttgacga 
tagtagatta 
acaaaggata 
accgtagata 
catatgatta 
aattcattta 
caaaacacaa 
tcgttttttc 
cgcctgatgc 
tacgaggggt 
ttccaaaatc 
gtgacgtacc 
atactgccta 
gttgttgaca 
aacaagaccg 
ctaaacgttg 
tatccaacag 
tcgatattca 
ctcctttctg 
tccatgagat 
tatcgttgaa 
tatcctcagg 
cgtttcgact 
gcagggaaag 
ctatggtttt 



acaacaattc 
taatcaccaa 
tatcgagagt 
tgatagacat 
catcatcatc 
tcaaaaatga 
ctgacgacga 
ttacaagtca 
atcaaaatca 
tcgactcaac 
aatctaaaga 
cattattttc 
acgtttgttt 
tcttttgtta 
tcgaagggct 
ctccgagttg 
tgaaaagtgt 
ttggcttaac 
cagtcagata 
gcactagctt 
ttatggtatc 
gcaaagccgc 
acaactctta 
aggatttttt 
aaaattttta 
acctttctta 
caaactccaa 
tgcacaggtc 
tttcacatac 
taacaggcaa 
ggtagaaatt 



gcagagtagg 
gtacatgcaa 
gagagtacag 
aaagaaacca 
aacagtgaca 
aagcgacaga 
ccgtaggacc 
ttaccataca 
ggaaataacg 
aaaaaactac 
ctgaacaaaa 
taaacaccat 
tcaacaatat 
gctaagccaa 
ctattactgt 
cctgaaacca 
aataatgtct 
tagatacaat 
agcaatcccg 
cttctgccca 
acccgcgtgt 
ggttcgcatc 
cacttgttaa 
accggtttag 
gggaagacat 
ttcacaagaa 
gcaacaagac 
ttcacatcat 
ctaatcatat 
aagcgataac 
ctcaagttgg 



gtaaaaatac 
gcgaagaaat 
taacctgaga 
gaagcaaccg 
gtgagagtca 
gagagaaata 
cgaaaatatc 
aataaatctt 
tgtacatgtg 
ttttatgaga 
ttctctgctt 
ttactggcta 
caaaattata 
aactacgccg 
aaacctccag 
ttaatacaga 
taacaaaatg 
acggcaaatg 
aggaaatcat 
ttgaagctgt 
aggtctgtct 
cagactatga 
aatcctatca 
aaatattaag 
ttttcccaaa 
gttgttggct 
cacatggcac 
gctcttcttt 
acaatcaacc 
tattactaag 
tagtatacat 



agaataatgc 
caaccaatgc 
tcggagacga 
aaacggcgtc 
attccagatt 
tacatactcg 
tggaaatctg 
ttttgaccaa 
tatatcaacc 
ttattacaag 
attttgcaat 
gtatcttaac 
aacgaactat 
tttgacgatg 
cacttctgtt 
agatcatttc 
aagcatgcat 
taacagccaa 
tccttccgcc 
aagtgttgta 
caatcttccc 
ggtcttcttg 
gaagaaggaa 
agttccaccg 
cttgttttct 
atttcttgaa 
aattggttct 
tggacttctt 
agaggagtaa 
cagataaggc 
agacaggatg 



cagtttactt 
cggaaatgaa 
acaaccggag 
gtagcaacct 
gtgaaacgaa 
cgacgaatta 
gcttaataaa 
ttacattacg 
gaacaggtgg 
aactgaagaa 
ttccaactgt 
aacaacagga 
atacttattt 
gagggatcaa 
ccacgaaagg 
actgtacacg 
gaccctgaga 
gaacaagcaa 
gagccagcta 
gttgttctgc 
atacagcttc 
ctcactcaac 
tctaaattga 
cctattggtg 
ctgtcactct 
aagctataag 
ccacccacat 
agttgtgcat 
ctgtattaat 
aaagtaccgt 
cttcatagct 



47280 
47340 
47400 
47460 
47520 
47580 
47640 
47700 
47760 
47820 
47880 
47940 
48000 
48060 
48120 
48180 
48240 
48300 
48360 
48420 
48480 
48540 
48600 
48660 
48720 
48780 
48840 
48900 
48960 
49020 
49080 
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tttgtcacct 
atacacaatc 
cttacagatc 
tggaatacag 
catatcctca 
aaacaatagc 
atgaagacaa 
agaaaacagc 
atcttggagt 
gtaaagaaaa 
tgtttaatgg 
caaaacccaa 
agctgatgaa 
gaatgctatt 
ccatcaacag 
agacgaaatt 
agaaggatag 
ggaaatctca 
cgaagaaatt 
catgagtcgt 
cttatgaaac 
ctcgacaagg 
aaaataataa 
aaaacggaag 
tcattaataa 
ccaattttga 
agtagcttct 
tgggaagtgg 
ctcatctcgt 
ctgtcttctc 



gaaaaaaatg 

atagaaggaa 
ttatctcctt 
tctgtgtcat 
ataaaaccac 
atgatgcaca 
ccccagcgac 
aaaaagagta 
aagaattggc 
ttggttcctt 
gagaacaatg 
caactaaacg 
cctatacacc 
agaaatcaaa 
agaaattttt 
tctaaggacg 
atagagatag 
gacgatccgc 
gattagaaat 
tttgggaaga 
atatctactt 
aaaaaagaaa 
taagccaatt 
ttttcgaaca 
ttaacccact 
agatatttta 
tcacagcttc 
tgatggtaat 
cacatacctc 
aatcgattct 



aaaggcttta 
ctaaattgcc 
caccctgtat 
atcgatcaac 
aaaaccgaag 
tactccctga 
aagaaatgtc 
agagtcatcc 
ttgcacgctg 
gtgaagttaa 
tttaaagttt 
tgagtttcaa 
tcttgtatat 
gaaacatgca 
gtcaattcaa 
atccatgact 
aaagatcaca 
ctcctccgac 
gaaatctcct 
acagatccta 
ggggaagatg 
gacgactttg 
tttatgttat 
aacccggcaa 
cgaatacagt 
cttgtaaaaa 
tgatctcact 
aggagcagca 
cctcctcctc 
tctgtattta 



gaaagagcca 
atagaagaag 
gtaagcgacc 
aatctcgact 
ctggaaaata 
gaagcaaata 
aagatcacct 
ttttccacta 
gaagctcttg 
gaacagagaa 
tcgaacaaaa 
ctacacggtg 
acgaatctac 
aaaacacatg 
tacgaattcc 
atacaaaaag 
ttttggtcgc 
ggtggaagat 
ctacaactat 
cgcgaatgag 
tatagatctt 
acaaatgctg 
tttttaaagg 
atgcggttaa 
caaataaccc 
atctcttgac 
agtgttcgtc 
gcgcgtgtag 
gtctcttctc 
catatttact 



tacctagaag 

acatgtaccg 
atgttgtttc 
accttcaagt 
aaccattaga 
agcagatcac 
gcaaatggcc 
ttgtaacatt 
ctgagtaaac 
tccaaagcaa 
gatttcaacc 
taggacaact 
atcaaaccca 
gtgatcgagg 
aggaaagaaa 
ttcgaccaaa 
ttggaggttt 
gccgcggtgg 
attccgaatc 
gggaagaatg 
ttagatgaag 
ttatcatggg 
gcaatttggg 
actgccacgt 
acctgtcatt 
aacatataat 
atctttgttc 
ccatcggcgg 
agtgtcgcca 
cgtggattcg 



aacagctaat 
ttattgttct 
tagaagatgt 
atgaatgaaa 
aaaggcagaa 
tccaagggga 
atgaacaata 
gaacttaccc 
ctagaatctg 
ccatacagtt 
aatgtcacat 
tgaaaaacca 
gagtatacaa 
tatagcaaca 
gaaaaaaaga 
tcagaagatt 
ttttgacacc 
aactcatcac 
gaatggacgg 
ttaggttagg 
aagcaaaact 
agggaaaaat 
taaagaataa 
ggattacacg 
tttgacggat 
ttcgttgcct 
gattgaagtt 
ttgtcgaaag 
ggtaaatcgt 
tccgcagtct 



49140 
49200 

49260 
49320 
49380 
49440 
49500 
49560 
49620 
49680 
49740 
49800 
49860 
49920 
49980 
50040 
50100 
50160 
50220 
50280 
50340 
50400 
50460 
50520 
50580 
50640 
50700 
50760 
50820 
50880 
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ctcacggaga 
agtttttcta 
tccggatgtt 
tcaattgatt 
ggtctattac 
acaatcaagg 
tggaatgctt 
tgaaattata 
ttcttatgaa 
gagcttctta 
tctattcacg 
cagattgact 
tagcaatgcg 
tctgagccac 
cttggacaac 
aatgattcat 
caatcgtttc 
caagttttat 
cgaatctgtc 
atttaataca 
gtgcgtagtt 
ttcccacacc 
tgaacttgga 
tgtacttttt 
tcaattgctt 
ccttggaact 
tttaccttct 
cattaaattt 
tgcacggtgg 
cttgcacttc 
caactagcgt 



aaaggatcga 
gtatttctcg 
tttgttaaag 
atcagatgag 
gaactcaagg 
tcatacaact 
tatgttgaca 
gctgatgttg 
gcatttactt 
attctacctt 
ctgaacattt 
gctggagaga 
ttctctttta 
ttcatttcac 
ttataacttt 
tttttatttg 
ttaaatgcaa 
tgagtactat 
tgatcgccga 
tgcagctttt 
aaataattgc 
ttcccaagaa 
gaaccttaac 
tttccatgca 
gactctcttg 
tccccttagc 
tctttctgta 
gatgtagatg 
ttgttaaacc 
aagctggagt 
ctctggtcac 



gtggtttcaa 
gatcttgtgg 
aacaaatgtg 
tatggacgca 
tctaattgga 
ctgcctttta 
tcatgttttc 
catgtatggg 
gtatgcttct 
aaactgttcc 
tgctctaatg 
ggagtaaagt 
cttttgtagt 
caaacacagg 
ggagcaagga 
agaacattga 
tatatgattc 
gcggaggagg 
ctgttggttc 
ttgtagtgac 
caggctatct 
tttttttttg 
cttgctttgc 
atgtggctgt 
attttctttg 
catgattact 
aatagctgcc 
gtaaatggta 
atctgaactt 
tcctccggta 
atctagatgg 



aatcagaaca 
tctcatggag 
aatacgttat 
caaagcgttt 
ggcaagtggc 
ccctctctct 
ttcctgacag 
aacaaaagag 
cttcttcatt 
gtctctcctg 
ctcttacatg 
tttacggaga 
gttggatggg 
tatgacctcc 
aaaccactca 
atgtgctgtt 
tgcaatttag 
caaaacgtgt 
taaaacaggt 
atagttctgc 
gggcttggaa 
caattttcta 
gaattccatt 
atttgtaatc 
cagcctgtcg 
cggaaggtct 
tagtacccag 
ttgtaggtcg 
acgcccctaa 
atcttttata 
atttcctcat 



atggttatat 
gaaaagtgaa 
gataatgata 
ctgaaaagct 
ttgactcgta 
ttgttttggg 
gttaacaatc 
acaaatgatg 
actttagctt 
ctcaatgttt 
ttatcacatt 
tggtacaatc 
gatgtttagg 
tgattgcaca 
aggaagccat 
taggcttgtc 
tttacaggta 
atatggtgat 
ttccccattc 
accctaagct 
acctgtgact 
agtcttgtag 
ttatatgtgg 
gcaagtgttt 
gtgttgttgg 
tgcttttttt 
tgagtatgta 
gccctgctct 
cagcacttgc 
ttaggcttga 
gtcagggaaa 



atctgaattc 
ttgggtttcc 
ctctgttaat 
taggagttct 
tgacaataag 
gatgttattt 
cagcaaccgg 
ctattgcttc 
ctttcttttc 
gatggtcact 
cagcttggag 
ttttatcccg 
attataaggt 
caaggaagaa 
cggagaggtt 
tcaactgttg 
gcatatgggg 
ataattcctc 
atgcttctat 
taacttgtag 
tggctctgca 
caatgtgata 
atattcctcg 
actatacatc 
tgcaattacc 
accattccaa 
gaactttttt 
tgcttctgga 
tgcggctgaa 
actatacaac 
taaccaataa 



50940 
51000 
51060 
51120 
51180 
51240 
51300 
51360 
51420 
51480 
51540 
51600 
51660 
51720 
51780 
51840 
51900 
51960 
52020 
52080 
52140 
52200 
52260 
52320 
52380 
52440 
52500 
52560 
52620 
52680 
52740 
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tgtgttaagt 
atcagcccat 
ccattgatgt 
atgaactctt 
ttgtatttgt 
gtggtcatgg 
ctaatcatat 
aagtatcctt 
ttcacgggat 
aaggtatact 
gaataccccc 
acgcaccctc 
gtaatagtca 
ctggaattac 
tttactgctt 
ctcaattttc 
tttgatctgt 
gcgaacagag 
cttgcatcca 
aggccttttc 
cccaggtatg 
tgagggggtt 
cgagtagcat 
ttttgctgtt 
agcagtgcaa 
caataatgtt 
atttgtacaa 
tgatttctaa 
attgccaata 
tttaaaggga 



tcgaacacag 
ctccaagagt 
aggattaagt 
tgggcagacc 
aacacttcat 
gaaatgctcc 
ttgtgtacat 
attaattgac 
caacagcagt 
taagcaacga 
tggtacctct 
tatagtattt 
taaggttgaa 
tcagaactga 
atatagatac 
ttagtggtgc 
gattgcagct 
tacttgtgca 
gtgttaatat 
tgaagcggtt 
tcctttttcg 
acaagaaata 
cccaagcgat 
aatctatttg 
aaggtacatt 
tgatgacaga 
gatgctgttt 
gcaatgcagt 
ctaacacaag 
gcaaaaatca 



tagtctttcc 
ttgtattgtc 
ggtttaaagg 
atctctttag 
gtttcatttg 
tgaaattggg 
tctgttattt 
tgcttttgtt 
tgggaagaag 
tatcatgcta 
tcttttttat 
gatgatgcag 
ggcatttctt 
cagtatcccg 
ttatgtccat 
actatgggat 
tgcagcgaaa 
agatggtaag 
aattatattt 
caaaaattag 
atcttatgct 
tgagaatttc 
ttgattttaa 
tcgcttcaaa 
ctattaataa 
atgtttatag 
ctaaggtttg 
tcatatattc 
tactctgttc 
tcattggtgg 



gttttacatg 
gtcaatgtgg 
ctagtttttt 
ggttttgctc 
cattattatt 
gatgctttgc 
gtatctatgc 
tctcgtgcta 
ttgatggcag 
tttaaaataa 
tggtgtaggt 
acctggatgt 
tatccaaaag 
tctcttttcc 
gatccaccta 
cttcaatacc 
tttaggaata 
aattgggata 
tttccgcagg 
aagtaggaga 
tctgctttgt 
acgttcatgt 
aattaactga 
attcttacag 
tactttgcag 
tcttcatgct 
tattttacct 
tatttgtatt 
aagtaaaatc 
caaaaggcac 



taatctgatt 
ctactatctg 
acgaagtttc 
tttttttttt 
ttcaataggg 
ttacgagtcc 
cactagtagt 
ctcaggtgag 
ctgctgcacc 
tattctctag 
ttctctagaa 
agctgtaaaa 
atgcaaaaac 
atactagatg 
tcccagctct 
ctaaaacatt 
gtggtcagac 
ctcggcacac 
tatctatgat 
tgggtttagg 
gatgttatac 
accttatttc 
gtctcttgtg 
ggtccactta 
attccgtttt 
tgataatttc 
tatgcatcct 
cagccaaaaa 
ttatttattg 
agtctaggga 



tgaatatttg 
atgtatggac 
ttttgtgcta 
tttttttttt 
ggcacttaat 
acaggtttct 
gaattttgat 
aaaaatcacg 
taccgtcaag 
aatctagatt 
cttggcggca 
ggaacggtaa 
gttgattcat 
tgtatatagt 
tagtttcaag 
atattaccca 
atgtgtttgt 
ccctcaggat 
aaatttgctg 
gatgggacaa 
ccttgatgat 
tacgttctgt 
tgctctacta 
taaatgatgc 
tcatgcacaa 
aggtagagac 
tgctaatcct 
caattcttgt 
gtgtcttctt 
tgactttcta 



52800 
52860 
52920 
52980 
53040 
53100 
53160 
53220 
53280 
53340 
53400 
53460 
53520 
53580 
53640 
53700 
53760 
53820 
53880 
53940 
54000 
54060 
54120 
54180 
54240 
54300 
54360 
54420 
54480 
54540 
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tgagcctact 
aaatttcaca 
catagtgttc 
tttttggacc 
ctaatgacac 
tcgagtctta 
acttgctgct 
tgaatatgga 
gaaagaacca 
ggctccattc 
ggacgaatac 
tgataggtct 
taggtggtta 
agagactatc 
actacttttc 
tgggagatat 
ttctcctcca 
ggatacttct 
aataatttgg 
gttaattttt 
aacgttgttg 
tcttttttca 
tgttttggag 
ttaaaatatt 
catggctcta 
agataagaag 
aaaaagatgc 
tattgtcact 
agctaaaagt 
tttttcaaag 
atgagaactt 



gttatccgcg 
taattgcagt 
ctcgcatttt 
tgtagctccc 
aattgcaggt 
ggctaacata 
tatatattca 
cttgtagggg 
cgttctccta 
gggggagtga 
cttgaggtaa 
tatataatat 
gttttacatt 
gatgcgaatc 
atttattgat 
gaatagacac 
ctcgtatcct 
taagaaataa 
ggtttccatt 
gtaattcgga 
ttctttgctt 
tcagtatctt 
gattatgact 
aattattcaa 
tgccaaagtt 
gttagaagga 
ttgaagttca 
aatttcattt 
taaacattag 
caaaatacaa 
aaatgatttt 



atgtttcgga 
gttacagctt 
tgtgatcaga 
cttattcggt 
ttgtcctcat 
ataagtggaa 
caaacagtgt 
tgaacgaagg 
attatagcca 
agcagtctgg 
ctcacaacac 
tagaaatcta 
ttcctgtcat 
tgtcttttga 
tctgggctct 
tgatttggtt 
tctaataaaa 
agatttggtc 
ttatttatct 
caatttttgc 
catttatcag 
gtcattacta 
tattaacagt 
aaaaattgga 
gggattttat 
atatattcat 
agcaactgtg 
ctttctttct 
ctttacttgg 
tttagcttaa 
agggcggatg 



taacatgatc 
cttgtatctc 
agaactaatt 
tcaaaaccga 
ttaatcttgg 
atgtgtcttg 
ccaaagatct 
actcatatca 
tacatatgct 
tcttggaagg 
tcatttctct 
cgtaataaag 
gcgattgctc 
attgtttata 
tggctttgac 
tgtttgaaaa 
gcttactgtg 
tacgaccaat 
ttgtttacgt 
tttggatata 
caatttttag 
tttataaacg 
cgatcgattt 
tcagttatgt 
ttttgtttgt 
ttcggagaag 
gcctctattt 
ttaagctctt 
tttaactaaa 
aatcattatt 
atttgctaat 



atgtctaagt 
taaagaacga 
tactttttct 
ggaggacgct 
taaccttttt 
tgtgtgtatg 
tggcgtgtat 
acagaggtaa 
tacatctttt 
gaaggatcca 
cttattgaac 
tctgcaaggt 
ccaaactcca 
agcataaagt 
gcagatcaaa 
gctttagaaa 
gaacataata 
tgttagcatg 
tatttttttc 
cccaaaaaaa 
aaatcgattg 
ctttatgtct 
atcgaattta 
ttcaaaatag 
agttttttta 
aaatcccaaa 
ttttataagc 
agtttgcttc 
aacaaaaact 
gaaaacatta 
gctaatatgc 



aagtactgaa 
gttatagaaa 
agggaggaga 
atcagaattg 
cttttacttg 
tgtgtgcagg 
ttgaagcact 
gaccagggat 
gattgcaggt 
agtatggtat 
tcgcttcagt 
tatagcctta 
actataacac 
tttgcaaatt 
tacgtatgct 
ttgtaagttt 
aggattcgga 
atttttaagt 
tttgttttac 
taaaaaaata 
ggtttatttt 
catgtgacaa 
gtgttatata 
cgttagatta 
agtggggaaa 
gcaccatcac 
cgacttactt 
aacaacaatt 
ttggtttctt 
ataaagaaag 
atcatatcac 



54600 
54660 
54720 
54780 
54840 
54900 
54960 
55020 
55080 
55140 
55200 
55260 
55320 
55380 
55440 
55500 
55560 
55620 
55680 
55740 
55800 
55860 
55920 
55980 
56040 
56100 
56160 
56220 
56280 
56340 
56400 
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tatgaatcaa 
tataagtagg 
agtctagtaa 
agttgtattt 
gaggagaaga 
aaaagttata 
tttaatttat 
aaaaacactg 
atagctgcac 
aaccaataaa 
agagctttaa 
cataattctc 
ccatattctt 
cattttaaca 
tctgattcaa 
agcctcagcc 
actcatatat 
atctaaatcg 
cgtcgttcta 
tctggtttgt 
tttctttttt 
atgaatggaa 
gcatgtatat 
tcattgctta 
atgataaaat 
aattacgata 
gtcttaattg 
ctataaagaa 
gaaaatagta 
taaggtagta 



ttttgtagat 
aataatatat 
actatgtaaa 
tcatttttta 
atcgattcca 
accattttct 
tgtacaaata 
tttttttatt 
aatcgtcagt 
ttaaaatgga 
taagtagaag 
cacatattaa 
atgttaattt 
tgtacatgct 
ttcaaatttt 
atattcattg 
atttaggttg 
ttgcgtatat 
tacataagct 
agtgtccata 
cttttgctag 
aacgtttttg 
aataaatttg 
gaattgtata 
ccctagcctt 
tatgacgatg 
aatagaatac 
aatatttaca 
tatagaacaa 
aagaaaaaga 



aatagtgatg 
gtgtgtatct 
tgtggctggc 
atattgttgg 
attctcatgc 
tattttatct 
attcgtttca 
tattccaaga 
cctacaaaag 
gaaaagaaga 
aagaggtccc 
tagtccgtgt 
ttttgtttta 
ttcccttaat 
attcttagat 
acttattctt 
accatttatt 
gaattatata 
agtttagtag 
caagtaattt 
ctagttaatt 
tcgtagacaa 
ttccaaaaat 
ttcacctcat 
gtggaatttg 
tagacaaact 
atagaacttt 
aatctttgat 
ttgtatgata 
aaccaaaaat 



atgattgtga 
atactcaaaa 
caagtttata 
cgcaataaga 
aatttgaact 
tggtcagaat 
cagccaagat 
aattaatatc 
ccaaaaaagg 
aaaacatatg 
caacgttaac 
ttataatatg 
attcaatatt 
taatacttaa 
aatattctct 
gttctatgta 
ttacatgcat 
tgattttagt 
ctaatagggc 
agttaattat 
gcggatgtaa 
atattccacc 
atacggtcta 
aattagccaa 
tttcgttaag 
ataagtctag 
aatatattca 
tactatttac 
aatttggatt 
ataagaataa 



aaacacaaat 

agtggtaaga 
cggttggcat 
atctatcttt 
ttgatttaat 
tgtgtgcggt 
ttttaacatt 
tgaaaaatgt 
ttatagcccc 
gtaaaaataa 
tctatcttta 
tataacttta 
cattgactgg 
tatataacct 
cttttttgtg 
aatatgctat 
gcaattgaat 
ttgtatattg 
aatattaaca 
ctcgtttgtt 
actacatctt 
gtacctaacg 
ttaatttata 
aaaggtttac 
atatttgtat 
tatacgactc 
ctttaaaagt 
tccaaatcaa 
taaaaattac 
tagatgtgca 



atcgtgataa 
aaaaataaaa 
ctatcgcggg 
attcatcaaa 
atttaaattc 
aattgattaa 
tctggcaaag 
gttaccatgt 
agcaagcttt 
aaagaataaa 
cacattgatg 
aaaaattgtt 
tattggtcta 
ctaataaatt 
tgtgcatatc 
gggacctccc 
ttaggggtta 
aaaaatgcat 
aagttgattt 
cacctttttg 
ttactaatcg 
gttttggatt 
acgaagctca 
cctaccataa 
gtatgcctcc 
tcctcgtgcg 
ttatattttc 
gcatgattaa 
ttctaaatta 
atatctttga 



56460 
56520 
56580 
56640 
56700 
56760 
56820 
56880 
56940 
57000 
57060 
57120 
57180 
57240 
57300 
57360 
57420 
57480 
57540 
57600 
57660 
57720 
57780 
57840 
57900 
57960 
58020 
58080 
58140 
58200 
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ttcaggtgaa 
ataaagaaat 
cgcttttttt 
tgagatctcc 
atactattat 
atgtatacgt 
agctaagagg 
cgtctgtgta 
ctaaaccata 
catctgatct 
tgaatcccct 
tgctaagaaa 
cgattcaggc 
ccacgagcgt 
tacacaaata 
atcatttcta 
tcttactctt 
ttttttcttc 
taataatata 
ttggaaagca 
accactcttc 
tatgtattaa 
gtgtagcttc 
gcaacatgaa 
tatatattac 
aaggttgcat 
tgtacaaaat 
tgcaaagaca 
agagagcttg 
tcggaggagg 
ctcctcatcc 



ttatatttta 
aaaaaccatc 
cgtctttttt 
gatgttcaaa 
tttaagtttg 
atagtggctt 
ataaaaaaca 
ctagtctgaa 
atttatttac 
cttcaaaaac 
ctttcagaga 
ccttcaagta 
cttgtcctca 
tttgtggacg 
tatattcaat 
tttgcagaag 
taccacctaa 
cttgctttta 
atataataat 
gccgcacaag 
ctttctctat 
tgtatatata 
tgccatggat 
tgagtaatat 
agcaactcac 
gaacagctag 
caatttgtat 
tctgcaactg 
ccaaacccta 
atacaagggt 
tcttagtttc 



acttagatat 
atgcaacaaa 
ttttgttttt 
attcaatttc 
cgcagtaatt 
ttacacacat 
caaatgaaaa 
actttagttc 
aaacaaaaca 
gcatcgtatt 
gagaaagaga 
tgaatggttc 
ccaccgaccc 
ccgtcgctca 
ccatttaacc 
cgaccccaaa 
agagccatct 
attttctctc 
ctaacaactt 
gagtacggag 
caaattaggg 
tgttctttga 
attcagcgca 
tttaatcaga 
accaggttgg 
aggtaattaa 
cccataaata 
aggattgaag 
gccggtgaga 
aatctgggaa 
ccgccgtttc 



ctcaagtcat 
tcatgcatat 
ttcgtcgtca 
ccccaaagat 
taataatctg 
tttatattga 
agatagcgac 
tcttccttac 
aaaaagacga 
ctctcacatt 
gtcagagaga 
atatgagaac 
taaaccgcgt 
gctcggcggc 
aattataaat 
gacgattatg 
tcaggtatgt 
ctctttatct 
atttggatct 
atcactccac 
tttttataaa 
tccgtcttct 
acgtagcttc 
tttcgttaat 
tttgatcagg 
ttaacctata 
tagtaaatga 
cacaaggaaa 
acatggcagc 
gttcgagtct 
aagacctaaa 



tttaatgttt 
atattagata 
catccataac 
atcaatttaa 
agacagacat 
aagaaattca 
agtatctttt 
taacgataaa 
gagagagaaa 
tttgcatcac 
gagagagaga 
agagctatgt 
ttgcgttgga 
cccgacagta 
gtgttttttc 
agagttatgg 
acacaaatat 
tttctattct 
atgggtgcag 
aaaggaaggt 
aaagttaccc 
tctaattttt 
ttcttctggc 
tttctcaact 
atgcaaatgg 
gatattctat 
tttcattcaa 
gtacatgcaa 
cgccaccgca 
ttcagcagcg 
catctatgga 



atatcaggaa 
catccgtaac 
cgttttgata 
tatctaatat 
gatttactta 
aaggtattca 
cacaaaggaa 
acatatttaa 
aaaaagccgt 
attcgtttct 
gaatgttcca 
gcgttcaagg 
ccgtcgaact 
tgaacacaca 
aaagtttttg 
gtgtgaaggg 
agattagggt 
ttttttcact 
aaattcaggc 
tcaagaggtg 
ataatataga 
tttaccgtac 
atgatgagtc 
ttcattttaa 
aagtgcagag 
gataactgct 
tttttatagg 
tctatcttgg 
gcagccgccg 
gtgggcccac 
aacacaaccg 



58260 
58320 
58380 
58440 
58500 
58560 
58620 
58680 
58740 
58800 
58860 
58920 
58980 
59040 
59100 
59160 
59220 
59280 
59340 
59400 
59460 
59520 
59580 
59640 
59700 
59760 
59820 
59880 
59940 
60000 
60060 
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accaagtcct 


cgaccatcac 


aacttccatc 


atcaaaacat 


agagaaccat 


ttcacgggta 


60120 


acaatgctgc 


agacaccaac 


atttacttgg 


ggaagaagcg 


acctaatcct 


aattttggta 


60180 


acgatgtaag 


gaaaggacta 


ttgatgtggt 


ctgatcaaga 


tcacgatctt 


tccgcaaacc 


60240 


aatcgatcga 


tgatgagcat 


agaattcaga 


tacagatggc 


tacacatgtc 


tccacggatt 


60300 


tggattcttt 


gtcggagatc 


tacgaaagga 


aatcaggttt 


atcaggtgat 


gaagggaata 


60360 


atggtgggaa 


attactggaa 


aggccatcgc 


ctaggagatc 


accattgagt 


cctatgatga 


60420 


accctaatgg 


tggattaata 


caaggaagaa 


actcgccatt 


tgggtgatac 


aatttattaa 


60480 


tttttatcta 


tgagtgatgc 


atgggaatgt 


aagaacgaga 


tatatatgtt 


ttgtcattgt 


60540 


gagtttgacg 


tagggtttag 


agatgagaca 


aaacaaaaca 


aaacaaaaaa 


aaataaaaaa 


60600 


tatataagct 


ttgttatgtt 


taccggatta 


gttttgctcg 


tgttttataa 


tctgtacgga 


60660 


aactatatat 


tattgctgtt 


cttataatat 


tttaggatct 


atatattttg 


tacttattcg 


60720 


ttacttattt 


cttctagtca 


actgtttgat 


gattgatctt 


tacattgtta 


gtctcagtag 


60780 


aattgccgaa 


tatatgtttt 


gttattcttt 


tatcacccac 


ataaaatctg 


tagttgcctt 


60840 


ttatggttaa 


ctagctattt 


tcatattcta 


tgtttgatag 


ctttttttaa 


tggcaatttc 


60900 


aaataaatta 


agtttaattt 


cttacatccg 


caattttatt 


tcatatgtac 


atacttgtac 


60960 


gattttcata 


tttgacagtt 


tgccaattag 


aggcatataa 


aatgtgaatg 


tactaaagta 


61020 


tatctagtac 


atgtatatga 


taaatcagta 


catatgtata 


ttaccttaac 


cagtatatat 


61080 


atcccatgca 


tgaacgtaac 


tgtatatatg 


acaaataata 


aacatttatg 


tgttaagagc 


61140 


taggttgctc 


atgtttcaag 


gcatgtacga 


tattttaaag 


cttttgaagg 


gccctttgct 


61200 


ttttcatgag 


ttagttattt 


ctatctcaag 


ttagtttgta 


cttgatgcct 


tatatatgat 


61260 


tacgctaaaa 


tgggatatct 


gcatcgggaa 


actaaatttt 


caatcaaact 


taaaaataaa 


61320 


gtttatggta 


aaaaaaaatc 


ataagtaaat 


acgaaaaaga 


aaggacagcg 


caagtgataa 


61380 


tgatgatgat 


gatccccatc 


aaagcaaaag 


gtttttaggg 


ttttgggaaa 


accacatgca 


61440 


aacaccaaga 


aaagctgtaa 


actttgattc 


aaatgtatat 


atagtcactt 


gattttgtag 


61500 


gatactacta 


tgtatatgtg 


tatgcagttg 


tacgcatatg 


taagtaagtg 


tgtatgtaga 


61560 


gattgatagc 


tacaagatcc 


ttttcaaaag 


aaataaaaga 


acttgtcata 


agagaaatta 


61620 


accgacactg 


agtatctatc 


tttccttccg 


tatatatctt 


tgttctttat 


tcttttattt 


61680 


cttttctgct 


tcatatgacc 


actaattagg 


acatatattt 


atacaaaaga 


aaattattac 


61740 


actgatcatt 


cttaattgaa 


tttcaggagc 


ttagttatag 


atcttacaaa 


catcgggaaa 


61800 


aaatgtttgt 


aattcagaat 


ttttgctctg 


ctatgatttt 


tacttactcg 


atgcatccat 


61860 
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ttagtcacaa 
caactttgtt 
agtaaaagag 
ggcaaaaaga 
tatgcacttc 
aattacgttc 
gtagacgacc 
atttatttat 
gatacatttg 
aattgtgaag 
gtgaatattc 
gtgcttttta 
acatgcataa 
aatagtaaag 
ctaaagtact 
acattcttcc 
tttctactcc 
aatatacttc 
tgatgtagaa 
ctttctctac 
ccaaaaaatt 
atttgttaca 
cttgtttacg 
taagaatgtt 
atccgattgg 
ttaatcgtag 
tcactaaatt 
catgtcgtgg 
aaatctgagg 
tgaatggttt 
caatccaata 



ctacaaatta 
gggttcagag 
aaagctctct 
gaattgaaga 
tcgaggaagc 
ctcggttttt 
atgtaataat 
tattataaaa 
aaatatcata 
atgcattata 
atttcacaat 
atatatatcc 
acgtgcatgt 
ctaatgtttg 
tataataaac 
atacaaatcc 
cttacttctt 
tttttgatat 
tgctctctta 
tgtcgtcatt 
caaataacta 
ttaaaaaaaa 
ctgaagaatc 
atatatcctc 
cggtaatgac 
acttttagta 
tccgcatata 
gttctgattt 
ccttagttag 
ttacttaaaa 
ttagaactcg 



cggctcatat 
agagaaaata 
cagtctctct 
agaagaagga 
ttctcttctc 
ttccttctat 
aattaaaaac 
atactatata 
tactttatca 
tacaaagtgg 
aaaatcacac 
atctgaacat 
gatcgtagct 
tacacatatc 
aaataaagta 
tctgtaggca 
ctgttttcca 
tctatatttt 
acaaagtaca 
tttccattac 
ttcatatatt 
aaaaaaagaa 
agactgggct 
cctagtacga 
gattctggtt 
accaagttaa 
gggttttatt 
gactctcttg 
tttgtatgat 
tccaataact 
tcataatctt 



atgtatatgt 
taaagatctg 
cactctctct 
gaagcataga 
cttttacata 
ttaattaatt 
aaaaaaaaat 
aattataact 
ataaattagt 
atccgacgaa 
caaccacaag 
ctcattctgt 
ttacttgtat 
atatggtaat 
ataaaggtaa 
cctcattacg 
aaaaaaaaaa 
tcaaaatgat 
ttcccgaagc 
ttctaagttc 
tttattacgg 
tagagaagaa 
tccatataat 
aaaaggaaaa 
tcgtgttgtg 
ccttagaaat 
cagaaattta 
taccaggaat 
ttttttttgc 
tttaaacgaa 
acaagcttac 



ttatataaat 
gtcatcactg 
aaaagctgag 
gatattaacg 
cgcccccact 
ggatttgaag 
aaatcagata 
aaaaataatt 
tatggtacaa 
atgacgatga 
ttaattatta 
tacttttttt 
atcataattt 
tattatggtt 
cggtcttgga 
atctcgacct 
aaaaagaaga 
actttatttt 
atctattttt 
taacctattt 
aaagaaaaat 
aagcccattt 
gcccactaag 
tccctagttg 
accatttccg 
tgtttgactg 
tggagaaaaa 
aatatgggta 
ttgatttaat 
cgattctgat 
aacccaaaat 



tattactgat 
caagttggca 
gaaaacaaaa 
cactcccatg 
aattccctct 
acaaaaaaga 
aatttctttt 
attatttggg 
taatcaattt 
tgcatgtttt 
taactattcg 
tttcgcattc 
taaataggct 
gttaagcaaa 
tggtctatgc 
tggattccat 
agaagaagat 
tggtatgtgt 
cttgtccctt 
tgagtatttt 
aaatcattag 
gcatcagttt 
ataagtccaa 
agaatcatca 
atcttgagaa 
gttgctcata 
ttagagtact 
tcattaaggg 
ttcaggaaaa 
ttctccaacc 
aacaaaacat 



61920 
61980 
62040 
62100 
62160 
62220 
62280 
62340 
62400 
62460 
62520 
62580 
62640 
62700 
62760 
62820 
62880 
62940 
63000 
63060 
63120 
63180 
63240 
63300 
63360 
63420 
63480 
63540 
63600 
63660 
63720 
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ggatttttag 
ccaataaaat 
ctgtaaatat 
gagtccaaag 
atcctcgttc 
cgaccacaat 
atcgtcgtct 
tgcgaatcct 
tggcgtataa 
gcggagactt 
gcctttgcga 
acaaacgggt 
aattcacaaa 
aaaaatgtgt 
tttaaaagaa 
gaagttcccc 
tagtacatta 
ttgtacacag 
ttttagaaat 
aaaggaacta 
atcttaaaga 
aaaggagaaa 
gattttgaag 
aggttagtat 
tttttcctac 
aagtttatgc 
atgttttgta 
tggacgttga 
tttaccgtcc 
tccaggctgc 



attttataga 
tgttttctgg 
tattattgtt 
agagaccagg 
tgctatactg 
gcgcgacggc 
cccagtaaac 
ctaaatagac 
cctccgccgg 
tgagcacgaa 
ataggcttgc 
ttattaaaaa 
tatattgatt 
ccggcaaata 
agaaagaaag 
cactttaaaa 
catagggttt 
tcacttaaca 
accccaataa 
aaacttgaac 
acaaaaaaaa 
accacgtgtg 
tttcaagaga 
ttgttttttt 
cacgtcctta 
aattattttc 
gtattttcga 
gggcctttag 
gagccagaga 
atctgccaca 



acaaacatgt 
ttattaaact 
agggttagta 
cacatcgaaa 
caacgacgtc 
tactccgtca 
cgcctcgtcc 
taatagaccg 
agctccggcg 
acagtcatcg 
tgtggttttt 
aatattcaca 
ttgtgttact 
ttcgttgggg 
aaagaaagat 
attgaatgaa 
caatactatt 
atgcgctctg 
taataaataa 
cattagcaaa 
caaatatacg 
gtggtgggag 
aagcaagcaa 
tttcaaataa 
tctcttggac 
ttctaaatca 
gtaattatca 
cggcgtgagt 
tgagtttagt 
gcacgaagca 



acatacatat 
agtccacata 
tcttcaaata 
acgacgtcgt 
tccccaaatc 
acgtcacggt 
tcaggcgaga 
cttttctgac 
tcattccgtt 
tcgccgattc 
gggtccaagc 
aatatcttta 
taatttaaat 
tttgaacgac 
aaagtgaaag 
tgtgtaagat 
agtataatgt 
aatctctgac 
tctaggacaa 
acattttgta 
attcaataac 
agtcaagagt 
aaggaggaga 
tattattagc 
aatcttatta 
atgttaatac 
acatgaaatt 
accgagccat 
tccaccgaga 
accactatct 



accatcaacg 
atcatcggga 
tatcggcggg 
ctatcctcca 
ggaacaccgt 
aatctccgat 
tcgtcataac 
agaagtatcc 
ctaacaacga 
ttcgttcgcc 
cctgtagccc 
tcaaaaaaaa 
aaattatact 
aagaacaata 
acaaactttg 
cgtattcatg 
catattattt 
aatttaatta 
gaacctcata 
aatagtaagt 
agatgacgtc 
gggtgaatgg 
cagcttctcc 
ttattggaca 
cgtcatctct 
tatttttact 
acctggatta 
ggcgtatggc 
acaagctcca 
ccgctcctac 



aattaaccca 
attaacaata 
aggaataaag 
aatctcctcc 
cgcgacggca 
gcttgttccg 
cctagtgagg 
gtacagtgcg 
gtcacgatcg 
taagcattgg 
aattacaaaa 
cagaaaagga 
actatccaag 
aagcaaaaga 
ataatcccaa 
atgaagcata 
aaaccaataa 
tttcactatc 
ccttgctaaa 
atacggacta 
acgtgacaag 
ggttttgttt 
atcacttgtc 
gcgaccactc 
cctttttgcc 
aactaaagtt 
gacgacgaag 
gccaaactgt 
gagaccacat 
cgtttccacc 



63780 
63840 
63900 
63960 
64020 
64080 
64140 
64200 
64260 
64320 
64380 
64440 
64500 
64560 
64620 
64680 
64740 
64800 
64860 
64920 
64980 
65040 
65100 
65160 
65220 
65280 
65340 
65400 
65460 
65520 
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accgcctagt 
cattatcccc 
cgctaagtat 
attattaatt 
tcattggtct 
ggcccataac 
actattcaga 
tttcgacaca 
agaaatataa 
tataaaccaa 
aagaaccaag 
gaggacaacc 
agctgttgca 
ccttaaacca 
tgtctggatc 
gctttctcca 
gatgtttgtg 
tagcgattat 
aaaagggaca 
tgggaagaag 
ttttaaggtt 
tgttatataa 
aagtattctg 
ttatgtaagt 
tcgtatggaa 
aatatgttat 
gaaatgtgga 
tccgtgcagt 
ttttggtcct 
ctttcgagga 
atctttcttg 



gtcttcacac 
gtcgcgtaca 
tgttgtatta 
aacaatccac 
cagtgatgtt 
aaaattatta 
cgactttgtt 
acaaataacc 
taaattaaga 
agagagggaa 
aagagggtca 
caagacgccg 
aagtggttgg 
ttctctaatt 
tggtccttcc 
gtatgacttt 
acgttctttt 
tggcgtattt 
ttttatcagt 
cttatagtaa 
tctttaaaaa 
tctgcgtcta 
cgtgatattg 
tttatatgaa 
aatcaagagt 
ctatctatct 
acagcgacta 
ttctttttgt 
ttaaatttga 
tatctaggct 
gaaaatgaca 



tttttccggc 
tgtttttcgc 
tataatgcgc 
atcatactaa 
ttaacagaca 
acctttgaac 
tggccaattc 
agaaaatatt 
aacacaaata 
taattagtaa 
tcgggaaata 
agcaagagcc 
accgaaggag 
gcttcccatg 
attaacggtg 
gagttgctca 
tttttgtttg 
atatatatgt 
ctagcggtcc 
ttagttcgaa 
tttaattaat 
atagtaatag 
atttttgtat 
tttgtcttgt 
tatgttacaa 
tgaagagaca 
ataacatgga 
acactatggg 
atatcatatt 
aatcatttta 
ctacacccag 



ggctatctcc 
cgccttcgct 
tgtcgacgtc 
ttactttgca 
aacaaattac 
attttttcaa 
aaataattaa 
ttttttttct 
aaatttgtat 
tactcacaaa 
ggtcagagac 
tcaagtcttg 
atgacatatt 
agctctcctt 
ttagggcttg 
ttctaatcaa 
aatatctaac 
atagagatgt 
cagaagttta 
tattgacaat 
tcttgaaact 
actatgtttt 
attcagcatt 
catttaactg 
atgtgtgtgt 
atgtatctat 
ataaaatccg 
ctctcctttt 
agctcgatta 
atttaattgt 
tgatatatat 



gtctcacagc 
cgctttagac 
tcctgtaatt 
taatcaaatg 
atgttgattt 
ccaatcttat 
tataaaccta 
ttttctcaaa 
actgaaaata 
tgggacattc 
gacaacggag 
tcccttagct 
tccagaaatg 
cttggttctt 
tggcggcgtt 
agagtgatgg 
acaatggttt 
atatgtgtgt 
acattataat 
aaaaaataac 
acgtatggct 
atataattgg 
cagctatata 
tattatatgg 
ttcccaactt 
aattagtcat 
agtcatgtga 
gagtcttcga 
gcatatgatc 
aattacgatc 
tactgtggat 



aactcatttt 
atcccgtcgc 
atacttatgt 
gcaaaaaaaa 
cacatgtttt 
ctcaaagata 
ccgtttgaaa 
ggaacaagat 
aataaataaa 
ttgatttgga 
attggagcaa 
ggcacgtcat 
cccttatgaa 
tcgtcttgca 
ccccatcttt 
tgatcagtct 
ttgtaatgga 
agagagagac 
tttaaattca 
ttatttgggg 
acttgttgta 
taaaccgtgt 
tgtgacaaaa 
ttttattttg 
gttttctgca 
acgtggaaag 
atagatccga 
tcacacactt 
tttgtcttgt 
tctaggtatg 
taatgaattt 



65580 
65640 
65700 
65760 
65820 
65880 
65940 
66000 
66060 
66120 
66180 
66240 
66300 
66360 
66420 
66480 
66540 
66600 
66660 
66720 
66780 
66840 
66900 
66960 
67020 
67080 
67140 
67200 
67260 
67320 
67380 
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ttaatactgt 
gcccatttaa 
tcacctttta 
aaaacattga 
tacataaata 
tactaacaac 
atataatata 
atgaacatag 
tagtcccctt 
aaaacaaaaa 
tttcacaatt 
ggtagacttc 
atttataagc 
tttatattgt 
caaatcttaa 
tgatcatcaa 
ttgtttttaa 
accatggcgg 
tcttcacctc 
cagttcttac 
atcaccgtct 
ccggcaacta 
aaaggtaaat 
ctacctagtt 
cctgacggtt 
actggaatct 
atcggattcg 
tccaccaaat 
atgtcgttgt 
tgcacatcca 



ttgtagtttt 
aagatactat 
ttctccggat 
gcactaattt 
agattatttg 
ataaccctaa 
tgcatattca 
ataatcttat 
tctttattcg 
aaacaaaaac 
ctctgcaaca 
tcaatttgag 
agaagtgtcc 
gcttcaatta 
acagtttgtt 
agatcagatc 
ttttgatgta 
attcgttggc 
tgactttcga 
agatagttct 
tcacagatgc 
ccgatatctg 
cagtcatttc 
caacttttta 
ccttgggacg 
ctattttctt 
cgcgttctca 
ggagaccgcg 
ctggaatcgc 
ttcctgcagg 



ctttttgtca 
atcaaataca 
gtcttgggat 
tcctataatc 
aaaatattga 
tgcatatcaa 
acacaaggtg 
aagccaagct 
ttatattata 
aaaaaattat 
tgtggaagca 
taaccaatta 
atgttgatat 
ttattggtca 
caaaaagaca 
tcttgaccac 
ataattctca 
accattgttg 
caagatcctc 
cgttgggctc 
atatcccacg 
taagattccc 
agagttcgat 
tgtgggttct 
gaagcaactt 
atcctccaac 
gaccgggaca 
agctactatg 
ttaccttgtc 
aatccacagt 



aataagagat 
atttttatct 
tcgaactcac 
tcatataaat 
aatagtgatt 
atgaataata 
gcaagtcacc 
tataataatt 
tataacataa 
cggcgagatg 
taacgtactt 
aaatgggctt 
gtcgcatgta 
tagtttaaca 
aaaacaaaca 
acattatata 
cattctcaac 
cccacccaca 
gagaaaagct 
gcgctaacct 
tggcactgtc 
cggtcagctt 
ctcgagtgct 
atcgttggtg 
ctttttttct 
atatggatct 
tacgcgttag 
gttccgttta 
cgacacgctt 
attttcatct 



gttgtgtctt 
tttatttttg 
ttaaattcct 
gtggataaaa 
agttaatacc 
aacatttgaa 
agtgagaatg 
tattttacta 
tttcttggcg 
ttaagagttg 
atcgtgggcc 
tacttaacgg 
cttacatcag 
caaaaaggcc 
agaaaaaaac 
ttttcaaaag 
aagatcgatc 
ttgaagaaga 
tgtctgattt 
ttgactctca 
ttgaccacac 
gggattggga 
ccagctcctt 
gagtcgtttt 
cgagtttcgc 
actccttctt 
ttctgataag 
ctctgtttgt 
cttggaaagt 
atttctttgc 



tttataaagg 
ttgttctttt 
catagaaacc 
aaattatgca 
taaaacataa 
caatatgtat 
gtggcggtag 
ttcaatttga 
aattatgaca 
agtggtcaag 
acacgtgagc 
cccagtatga 
caactatgta 
cgcacagata 
aatttctcat 
tactagttgt 
aaagtaagca 
tgaagacact 
cggattctcg 
gcagatattc 
gatctgcaat 
cggtggtttc 
cctcagaagt 
ggctatgatc 
aatgtcactc 
aaagtttgtg 
tgagcgaatt 
gttagggttc 
tctctatcta 
cctagagtca 



67440 
67500 

67560 
67620 
67680 
67740 
67800 
67860 
67920 
67980 
68040 
68100 
68160 
68220 
68280 
68340 
68400 
68460 
68520 
68580 
68640 
68700 
68760 
68820 
68880 
68940 
69000 
69060 
69120 
69180 
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ccgcgttggc 


tccatttgga 


agggaagaac 


aaagaagcca 


ttgaagtgct 


caaacggatt 


69240 


tcacctgcaa 


atagaggtta 


cttggaatcc 


gtatcttcga 


ggttacgtcc 


aaaagaaaca 


69300 


ctagagcaaa 


cttcaagcta 


ctcaatcaaa 


gacttgttca 


ttataaaatg 


ggcttttcga 


69360 


agagtcacac 


ttgttatgat 


cataatgttt 


gggttgggaa 


tgtcgtatta 


tggagttcca 


69420 


ttagcggtta 


gagacataaa 


agtgaacatt 


tatatgagcg 


aagccctaaa 


cgccatggtg 


69480 


gagttaccaa 


catttgttgt 


tacaccgatc 


ttgctcgagc 


aattcagcag 


gagaagctct 


69540 


gtgcttgtaa 


attgcttaat 


tggaggagca 


tcaggagtgc 


tctgtttcgt 


aatgagcctt 


69600 


tacggaagaa 


caaaaatcgc 


ttttgctctc 


gaactcggtt 


ctttcttctg 


cgctaggatt 


69660 


ggattcaatt 


taatggcgat 


ttatttggtt 


gagttatttc 


ctacatgcgt 


gaggaatagt 


69720 


gcaacaatga 


tgcttagaca 


agcgcttgtg 


gttggaggag 


cttgttgccc 


actcattgct 


69780 


tcgcttggaa 


gaaatgtgcc 


gtcactctct 


tttgcagttt 


tcggatttgc 


aatgtcgggt 


69840 


ctcgggttat 


tcgctttgct 


tcttcctgag 


accaaagggt 


taagtctttg 


tgatacaatg 


69900 


gaagagcaag 


agcaaagaga 


ccaagccttg 


aagactagcc 


atagttgctg 


aaagcagagt 


69960 


tttttgaaaa 


acctctgttc 


ttttattgaa 


ctttcgtata 


aaacctctgt 


ttagctccgg 


70020 


ttaatcaagc 


catatgttga 


ttttccgagt 


aattaatatg 


cgaaacctac 


aatggcatgt 


70080 


attttttata 


aactgaacca 


tttcattttc 


ttgattacaa 


aaatctgcat 


aaactaggaa 


70140 


acgtttgcta 


atcatctata 


aagctatcat 


gtgaatgtct 


ctgtctttga 


actactaata 


70200 


cagaagcatt 


tacatctaaa 


gacgaagcca 


agaaatcacc 


gacagttcca 


agctccggac 


70260 


actcttccca 


atctttcatt 


ctcaccgtca 


tagggcaatc 


tcctgtgctc 


tttccgacca 


70320 


caaacagtga 


atacatctct 


ccaatctctc 


ttagaatagt 


cagcgtatgc 


ggtccattgc 


70380 


tcactagctt 


ctctatgaac 


cccacttgtc 


ccgttgttac 


aaatctgttg 


cacagtggaa 


70440 


aataatgtca 


aaagtagttt 


ctttgatgga 


aactgaactt 


tccctagctt 


agataagaaa 


70500 


caaagaaaca 


gagtagcggc 


gggaaacaga 


gctcttctca 


gaaacagagt 


atacacaaaa 


70560 


cagagcagtg 


ataaaaacag 


ggtataagta 


aggtacctgt 


tatagaattc 


ttctaagaag 


70620 


ctccgatctg 


tttcttgttc 


agtttgattc 


cttcccagaa 


cttccatgaa 


aacctcatta 


70680 


ttatctcgtg 


tcatagcatt 


tccaacagga 


gtctctgcct 


ttgattcctc 


ggagacaaac 


70740 


tgtataactg 


tgagatgaat 


cagagtatta 


ttcgcgagcc 


atctgcacag 


agcaagagcc 


70800 


tea cga teat 


ccggaccacc 


aaagaacaa t 


QtcacQacat 


gttgtacaga 


atcaaacccg 


70860 


tgcggctgct 


gaaatccggt 


tatgttacgg 


tccacaaaaa 


tgccaatgga 


acacggaccg 


70920 


tgccttagaa 


cattacggtt 


catctgtctg 


aacagttccc 


catcgtttgt 


agtcttccca 


70980 


tcgattctct 


ggtgtttatg 


aaacggaaga 


aatacaatgg 


aaactcgaag 


atcctctgtt 


71040 
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gcgttacaga 
aagattttgc 
gtcccgaatt 
agttccgatt 
tcagaggctc 
cggactccat 
gaagtcttct 
ccacttacta 
caccatttct 
tattatatat 
tgtaacattt 
agacttaatg 
atagttggag 
gaaaagccaa 
tttcccagct 
cgcgatgatg 
aatcgggtaa 
tatgccaatg 
gatgatgaga 
agggttcctc 
tgccaaaaga 
agtgtagaga 
gatctcacat 
gttagacaag 
caaagggatg 
caaggttatc 
accgatcaag 
tgcatttttc 
caacacaatc 
attttccact 



tctcttcgtg 
tgtctttagc 
cgtcatctcc 
ttcgtttctt 
cacgagaacc 
aggcgcacga 
cgtaagcaaa 
gcgtcgttat 
acaggtagat 
gttaattgtt 
tttgttgttt 
tgaatggtat 
tctagaagaa 
tatttcttag 
atggttacaa 
ctgaatctga 
ctaagccgtt 
gcgaaaacag 
aggaagatga 
tttggaagcc 
aacaagaaga 
accacgtttg 
gtgttgagtt 
gtaacgagaa 
aataacatta 
accgcagctt 
aacatgaaag 
tggaggaaga 
ccagcctaaa 
acaaaaaacc 



catattaagc 
aaacgaatca 
attcgcattg 
ggggaggggt 
gctcaaggcc 
taaaatgcgt 
gtccttctct 
caccaaagca 
tcagacaaag 
cgtctgttct 
tgttgtgggt 
aaaagtagcg 
gaagaccgac 
ggatcttcag 
tcacgataat 
atccaatgta 
gtatcaacgt 
aaaccgagga 
agaaaactaa 
atggagctaa 
gttcaagtat 
ttaattcgat 
tccaatcagc 
gaaccaagaa 
aggaagcgaa 
tcttgaaatt 
atgtccgtaa 
attccttaac 
aaatatccaa 
gggtgattct 



atctgagtca 
atcgaatcgt 
cctccatctt 
acaaggtgca 
gagacaagag 
aattcctcgt 
cttgttttaa 
gccaccatca 
aatgggaaaa 
tgaccaaaat 
gtgcaataac 
gaatcatata 
atggccttta 
gtacatacaa 
aactataccg 
accaaagtaa 
tctgtgagtc 
atttacatcg 
agtttcagcc 
gaccatgttg 
gatagttcca 
gaacaacgca 
gattgaacgg 
aaacgtaaag 
actgaggagg 
tcttctcatg 
agcgaaggag 
tttaggtatt 
tatggataac 
tgtaacgcaa 



cgagcttcac 
tgatctctaa 
cgtcgtgctc 
taagcagagg 
agatcgcacc 
tcgtgttatg 
gcaagaaaga 
tatcatgaat 
aaagaaccat 
ataccagacc 
agacactcta 
agtaaacgta 
acagagagaa 
gcgcttatta 
aggtaaaagc 
accggaagaa 
tttccttgtc 
taggattcga 
tttgagaggt 
atcaatatta 
gagatgaacg 
catgagattg 
actacgacag 
taatcttctt 
ccggaaacca 
aaatgtagat 
aagaaggagt 
cttgagagca 
aaaacaaaaa 
gaaagaaatt 



ttgttggatc 
accttcgttg 
atgatacatc 
tgtaaacgga 
gcgagcatga 
agactcaagc 
tgccagaaca 
agttgtggtc 
aagtttttgt 
ctaaaacatg 
caattgaaca 
ccttttcgga 
tggtgggtaa 
caccaataaa 
gtttggttaa 
caaactcgtg 
gtggaaacat 
tagttatacc 
acttctcttt 
gggctacggt 
ccatgattat 
tcagccgtcc 
gagatgccgt 
tgatcccaaa 
cgaatgagct 
ccacttcaag 
aataatctgc 
aaacaggact 
cttgttagac 
tccttacaag 



71100 
71160 
71220 
71280 
71340 
71400 
71460 
71520 
71580 
71640 
71700 
71760 
71820 
71880 
71940 
72000 
72060 
72120 
72180 
72240 
72300 
72360 
72420 
72480 
72540 
72600 
72660 
72720 
72780 
72840 
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aatctgggca 
gaagacgaga 
tccttgaggt 
atgagcattc 
aaaaaaaact 
attaaaaaaa 
ttgaacgtcc 
actgtaatca 
atcaacagat 
aagttaattt 
aatttgcaaa 
ttcatggcat 
atacaaacga 
gttctttgca 
ccaggtgaga 
atggagatgg 
tttatgtggt 
taaccctgag 
ttggttttct 
atagttccta 
ttgcttgatg 
ggttagaggt 
tacaccaatc 
ttcacaatgt 
attgttaatc 
tagatgatgg 
aagcaggata 
ccttatcaaa 
taaggatgaa 
gatacaaaaa 
cgacacaact 



acgggaccag 
atgcaagcca 
aagcaaagca 
ttcaagcgtg 
gaaaatgctt 
aaaaaattag 
ttcaattact 
gaaattttac 
ttaacaccat 
ttgtgttttg 
ttacctctta 
aataaaaaac 
aacatgagaa 
attaacgcta 
agaacggaga 
ctagtgatga 
gtcattcctg 
ctcgaagccc 
tctattgatg 
tagttgtctt 
atgattcttt 
gtttaggcct 
cattgttctg 
cgattcaatt 
ttcaatcttt 
gtaaagtaaa 
caaacgacag 
gaatccaacc 
ttattttaag 
tggcgtgttt 
tttgtgctat 



cttggccgca 
tttgaataaa 
acaactttgg 
atggtgatga 
tctaaaacaa 
tttacatttg 
ctacgcctct 
ccaaaaagtt 
aagtccataa 
taaacaagta 
gccttacagg 
aaactatagg 
taatatgggg 
aagtgcgaac 
gagagagaga 
agacgcgaga 
gcgttattgg 
gcctccgtaa 
ctaatcggtg 
gcttgatgtg 
ctgctacttt 
cgatatgttg 
tgttaacaag 
ggaagtttat 
ttgtgttatg 
ccaagagagg 
atacgttgct 
aatgccaaag 
agtcaatgtt 
cctggccgta 
gcaaacggct 



gggtttaaga 
catggtatta 
atccatcttc 
tacgcttatg 
gaatttataa 
gttggagttg 
atttcaaccc 
tactataatt 
catatttctt 
aaacataata 
gtgttgttta 
ggctgaacta 
tccaaaaagt 
ctgtaagtca 
gatgtcgttc 
ttcgagatcc 
ctatggagtt 
atctgctcgc 
ttgaacttga 
tggaactttt 
gcaaagctcc 
aattgagcat 
gaatttcatg 
tgatcacagc 
atgaacaata 
ctagctgaat 
gctcttaggg 
ccagatgaca 
agtgaatgcc 
atatcttttg 
acaatgtcaa 



aggagataaa 
aggggattaa 
ttcttcttga 
aaaattaaac 
ttttcacaag 
atagatgtgt 
ttggaaaacg 
aggttattat 
atcttttgta 
cagatgctag 
accaaaagaa 
taatacacat 
aaataaataa 
aatcatgaac 
atgtatgaga 
ttcttcttca 
atgcaggtca 
ccagatactc 
tggttacaat 
cttggaggat 
tatgggattg 
ttgcattttc 
tatctgagtt 
cgtatgttaa 
catttctgtt 
atcttggtga 
gagagactct 
cggtgacaac 
tctcactcga 
tttttgaaac 
tcacttcaaa 



acaattgaga 
acagttcatc 
ttcgatgatc 
cttatgttaa 
taatttagaa 
ttacaattat 
gattaagttg 
atggtcaata 
tatatatggg 
taaaaatgac 
aactagagtg 
actgttcagg 
tcaaatagga 
cctaaaaacc 
agagcaatac 
cgttcgctgc 
ccaattccag 
tcgtatgtag 
ttgttcgtac 
gagtagaact 
ggtacctaga 
ttgttgctaa 
cttgctctgc 
ccttaggctt 
tttgtattgt 
gttgaaacag 
taccaggaag 
caaaactcag 
atcttttgtc 
cggcatctag 
ccttttgtta 



72900 
72960 
73020 
73080 
73140 
73200 
73260 
73320 
73380 
73440 
73500 
73560 
73620 
73680 
73740 
73800 
73860 
73920 
73980 
74040 
74100 
74160 
74220 
74280 
74340 
74400 
74460 
74520 
74580 
74640 
74700 
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tgatgaataa 
tgcaaagtta 
ttgtcagaaa 
gcgatttgtt 
agaaaaaaag 
tcgacagatc 
aattgcaaag 
gcaatcggtg 
acaaatcggg 
cagaaaaata 
tgcagttgat 
aactattgtc 
gaccagcaga 
tatgctgaga 
aagggaatct 
tttctcgtca 
gctcaaagca 
gtcgaattca 
tccaacaccg 
aaaaaggctt 
ttttttacct 
cctcggccat 
ggtatcatac 
ccagaacatg 
gtccatacga 
aaggtagtat 
tgtaacatgc 
acacttcctc 
gagtgaactg 
agggatgaga 



aatgtaaaac 
atgttttaca 
cacttggcaa 
atgtgcagag 
ttcgtggcca 
gggcaatttg 
gtaagttaaa 
aaacttacca 
caactctgtt 
gtaaagtata 
ggtagttcag 
ttcgctaagc 
agcaattaga 
acttatggaa 
ccattagagc 
taatctctgt 
gagaatatag 
cgcttaggga 
actaaaacaa 
gtttagatac 
tgcatttaca 
atccgtacct 
tttgtttctc 
gaattgtccg 
cgttggccct 
ttagattttc 
taagacctct 
gtcatgagtt 
aagatgatat 
ttgtcttcat 



ttatgttttg 
gtacatacag 
accaaattgt 
ataaagtttg 
ttgatcatgt 
atattttgga 
actggttgtt 
tgtggccaca 
aaacggaaaa 
caaattatga 
cattagttgg 
ccgtctgctt 
caaaaaaaaa 
gtacccgagt 
agctagagca 
gaaattcaca 
atggaaaata 
tcttatcatc 
tcgacaaagc 
cgcaaatcga 
atcgcgtcga 
ctcgttacct 
ttaactgctt 
ttgttcttct 
tttgaacacg 
aaagaaagac 
tcgaagccat 
gttgctggat 
ttttgggaaa 
caaaaggagc 



taatttgtac 
aattacatgg 
agattctaca 
ttggcattga 
gtaaagcttt 
tccgcaatct 
gattaatgaa 
gctgaaagcc 
ccatatgaga 
gacctgggtt 
aggtgtgtac 
cctttataga 
aaaaatagag 
aagcggagtt 
aaagcagttt 
aactatgcat 
gcacagaaac 
gaacttcctc 
atacgagctg 
gttgcgaaaa 
tggttgtttt 
taacattcaa 
gtaactttac 
ccacaatgtc 
gaaggttgtg 
ctgatagacg 
gacatggaga 
agtgcaagaa 
gaaaaactta 
caacgtttgg 



attgcttctt 
tacacgctga 
aaggagatgg 
tcacgtgtaa 
agccggttcg 
ccacaagtct 
tgggtttgag 
acgtcttttc 
ttggagttga 
tgttcaggtg 
ggaattggtg 
cgggtgcaga 
cagaaagacg 
cgatggctgc 
ctttggcaga 
agaccagaga 
tgggaagata 
atgtcttccc 
tagataataa 
atgaaaaact 
ctcttgttga 
aaggtagcct 
ctgtccatct 
gacagcagca 
atttggtgat 
caagttgggt 
attgtcgcta 
aacagagtct 
caatcgccaa 
ccgattacaa 



cattcttgtt 
ttgtggaaca 
ctatgtgcaa 
agccgtggtc 
tgatccttac 
gcaaaaggaa 
taaactaaaa 
ggttagtcag 
ttcgacaagg 
atgcaggtga 
gtggcctcgg 
agtggacagg 
gtagttctgt 
ttgatactga 
ctctggtgag 
tcaagaagat 
cctgaaagtt 
atggtccgtc 
aggaatttcg 
gaatctgcat 
ctgagttctc 
tttaagtttt 
gcaacaatca 
tcgatgagcg 
aaagctatgg 
gcaattctct 
tggaaaccga 
tagaaacaga 
agccgaaaca 
aaatcgcctt 



74760 
74820 
74880 
74940 
75000 
75060 
75120 
75180 
75240 
75300 
75360 
75420 
75480 
75540 
75600 
75660 
75720 
75780 
75840 
75900 
75960 
76020 
76080 
76140 
76200 
76260 
76320 
76380 
76440 
76500 
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ttcatatgga 
ccctgaaaca 
taacaataag 
tccgagaatg 
aacaccattc 
atttttttac 
aataatcata 
acatggtgaa 
cctggtcgag 
tattatcggc 
tcgttcccag 
aattccccat 
tttttcttct 
actactcttc 
atttcattct 
taagtatttt 
ttcgaacgaa 
tttgatataa 
agatactctt 
acccgtttct 
tgggcctttt 
tttattcaaa 
atgatcaagc 
cacaagccat 
tgtccgtcgt 
taacaatcat 
aaacaagtcg 
gcctgtagat 
ctagaatatg 
ataaaataat 
aaaataataa 



ttcgaagttt 
gaacgttaac 
ttgtatttgc 
agattggatg 
actagttaac 
tcaaaatcat 
tacatctatt 
ccaaaagtca 
ggaagagaag 
aagggagagt 
agtcatattt 
agtcatctcc 
cttgataatg 
aagacgccaa 
acgcggcaac 
tgacgcggcc 
aacctagaaa 
atataggatc 
cttatgtgct 
ttacttgaag 
atgaacgtta 
ttttactcat 
tggaccggtc 
caaaggatta 
accaggagga 
ggacgttcca 
taagtctggt 
gagtggctca 
actgcctgtg 
aatttgaaag 
atcaaaggaa 



cgccgagcgc 
cacttttttg 
tgaaggtacc 
attcaagacc 
actcagtaac 
tttatgtccc 
agacttttga 
agtcaacaca 
cggtcaggga 
gaaggatccg 
ctactgcttc 
tttcttcttc 
gatagaatct 
ggaaacattt 
aatcattact 
agatggggac 
aaaattaaac 
attaatgcta 
aatctcaact 
cttactttgc 
tgggctatat 
acatgacaa t 
cagagtttcg 
gccatgaaca 
atggtccagt 
agcttagctc 
tcagtcaaca 
tcccatgtct 
atccacatca 
attcgtatgt 
caaatattct 



gtgcagacat 
tttacagttg 
agtccactcg 
agcttctctt 
aactctccat 
aatgtcaacg 
agaactcaaa 
agaaattgag 
tgagagcgta 
acggtgatgg 
tgctttttcc 
ttcttcttct 
tttttttttt 
attgcttcac 
tttctatgtc 
ttaaacattt 
tatatattat 
aaagaatgac 
tgcaagttaa 
tcaaattaaa 
tcctcttcaa 
agcaattgaa 
ggtacatgtt 
gattttcttt 
cgaacccttg 
caacgcagcc 
ccacttcgtt 
tagggtttcg 
aacaatcaat 
cacaatctac 
aatatgaaaa 



tttccatcga 
caaaaatata 
ttgctctttg 
agagcttttg 
ctctaattag 
aatgaatgga 
gaacatggaa 
agatacaaaa 
cttcttcttg 
ttcatgagat 
acttccaaat 
tcgaattgga 
gggctggaat 
tgttctttat 
aaccactaat 
atttactgaa 
acactgaaga 
tttgtgaaca 
tttctccatt 
acggcagaac 
cttttcctca 
atgtggtgcc 
tggatctaat 
tgactcgact 
gagaagccta 
gcgtctacca 
gccggttata 
accaacaccc 
atattaaagt 
ttattttcac 
tattgctcaa 



aagaagtttt 
tatgtgaatt 
tgaaatcaac 
atacctttta 
tttccagaca 
ggagaaaaaa 
gtagcagaag 
aagaagagaa 
gtggcgttgg 
tgagacgacg 
ctctttaaga 
attcagattt 
atttaagaag 
aattttatta 
tgttgttatc 
cccacatgag 
tcttatgaga 
agatggaatt 
tttgcactca 
aatactgggc 
agacaaaaac 
gttaaccggt 
ctgggcttca 
agctcgactc 
cccaacaacg 
gttccaaatg 
tggcgctcag 
ggacgactca 
taataaacaa 
ttttcagtcc 
atcaagcaaa 



76560 
76620 
76680 
76740 
76800 
76860 
76920 
76980 
77040 
77100 
77160 
77220 
77280 
77340 
77400 
77460 
77520 
77580 
77640 
77700 
77760 
77820 
77880 
77940 
78000 
78060 
78120 
78180 
78240 
78300 
78360 
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aataaatata 
atgcataaat 
tgtcatgacg 
ctctgcaaca 
cttttccgac 
acatttccgc 
gatcctgcca 
ggtagtaatt 
ggggtaagca 
ttgatcatag 
cacaactcta 
tctcttaact 
gctacgtaaa 
tccataagtc 
agtctcatct 
ccgtgttttg 
tcggattcta 
gacgacatca 
ttgtacctac 
tttgcaacat 
aagagaacta 
atttcagctt 
caacattacc 
gcgtctttct 
acacgaccaa 
catttagagg 
cgtgggcatg 
agaaacacaa 
agataataat 
ttccaatgat 



gttagaattc 
tttggggaaa 
tgccatgtga 
agctttgacg 
aaccatatcg 
aagtgtccac 
aaaccaaaaa 
atatgagtat 
acggcttccc 
gaacatcatt 
tcttctcatc 
cagcctcctc 
agctaaagaa 
cgagactccc 
tcacattgtg 
tcttggactc 
agtttctaac 
ctttcttcat 
cagttttgta 
atacgaaaca 
taagcttttc 
tgttatcaaa 
cgccactaat 
ctcgaacgac 
accggaagca 
ttggtcggtt 
gaggcagttt 
tattcagagt 
ccattacctc 
atacaaagag 



ctgattctac 
aatgagatac 
gggacaagga 
tagtttagat 
atctcttcca 
tctattacat 
gaaaccataa 
atttctatca 
attctcatct 
cttcgtctcc 
gataatcatc 
tccctggagg 
acaatcaaga 
gtccatcgtc 
tgtgtgagtg 
atctttgttg 
tttgagtaac 
cttcatttgt 
acgtttttac 
tatatgttaa 
taggaattgc 
ttcaaaatta 
gtactcggca 
ttctcgggca 
agctatatcc 
cttgagcatt 
cttacgacga 
gatcgaaaat 
tgctcagttg 
agctatatat 



atttaaggag 
cttttgggat 
aaggattggt 
ttggtacgtc 
ccgctttttc 
tcactgcatt 
cttatcagat 
cgaaccacag 
ttaagagtga 
gcacgattgt 
ttattgtacc 
ttccatcctc 
gccgcgaaaa 
gtctccttga 
cacacaatat 
tataggttat 
aagtttaaag 
ctctctccat 
acatggtaat 
caaataacag 
tttataattt 
cccaattacc 
gagtaagaat 
atcacatcgg 
gtcttcatat 
cctactaagt 
ccaagaaaac 
gtgacaacaa 
gaatatgtaa 
acaagatgag 



ttggagtcaa 
gaaatagcca 
agggtgaagt 
ggattcttga 
tagaatctct 
atcaatccct 
atataatata 
agagatgtgt 
agagaatgtc 
agtctttatt 
tagcaatcac 
ttaagaaagg 
ttgcgtcaaa 
aatgtctccg 
ctctcacgtt 
gaacatacgc 
cctttgtaga 
actcgtcgaa 
acacaaactc 
tatttttgtt 
gaactaattt 
ccaaaaaaaa 
ctggcctgtc 
acgttatgac 
cgttcattac 
tcccaatgat 
gggcgacaac 
ctgagaagat 
gtaaaagtgt 
ccttggagat 



atacgcctaa 
gcgagagttg 
ctcagggtct 
acaagtcttt 
ctctggttca 
actacatcaa 
caaactaatt 
gatttcttgc 
gagccaatcc 
ctgccccctc 
atcaacggct 
gtagtaatcg 
atgttctttc 
accaaacaag 
cactacggcg 
gaggaggttg 
cattaactcc 
cactacccca 
ttatacacag 
tagtcgagct 
tcaagtgaac 
aaaaaaaaat 
cgcaaaaact 
aatgacgtgg 
acgaactatc 
cggaaatccc 
gctttttatg 
aacattattc 
ttctcttata 
tctaggtata 



78420 
78480 

78540 
78600 
78660 
78720 
78780 
78840 
78900 
78960 
79020 
79080 
79140 
79200 
79260 
79320 
79380 
79440 
79500 
79560 
79620 
79680 
79740 
79800 
79860 
79920 
79980 
80040 
80100 
80160 
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agctaactgt aaaatgttcc ttaaacagag 
cactgtcata tctctaaaca gaatacacat 
ttctatatac gttttttttt tttttggtaa 
tgtatgatat atgataatta tgtaaaatct 

<210> 377 

<211> 2506 

<212> DNA 

<213> Arabidopsis thaliana 

<400> 377 



cgtcagtcat 


caaggctaat 


tcgtcgcgag 


tttctttatg 


tctatcaacc 


ttcgctcctc 


ggaacgagga 


ttggactcag 


aagtacagac 


aaaggagaag 


attaggaaga 


tgttggagaa 


tagttgggta 


gcaatggttc 


catcaccgag 


tgtgaaatgg 


ttattggata 


atcaacatga 


ccatcaatct 


cttaagaagg 


atgtgttatc 


gaagtgggga 


attggtgaaa 


gacaaataaa 


tgcattagtc 


actgatgaaa 


ccatacagaa 


gatgattaaa 


tatgctagag 


atttgaatct 


tgacatgata 


cgaaaaagag 


atctggatct 


aagagaagca 


tatctggcct 


atgttttaga 


gatagtcaaa 


tatcaaagga 


aaaatgggtc 


tgcttttact 


cagtttggga 


atgatggttg 


attcgaggct 


gcagttcctt 


cagtttatcc 


tgtcactctt 


gaaagcttag 


gaattgatag 


ggatgaaacc 


tatagatatt 


ggcttcgtgg 


ttgtgctttg 


gctttccgat 


tattgcttgc 


aaaaccattt 


gcagaagaat 


ctggtttctc 


gttttctgtg 


ttagaattat 


ttaaggctgc 


gaagcagtgt 


tgttggacta 


aacaatatct 


ctctgttcga 


gataaatacc 


tcaagaaaga 


tgcaagccta 


gaaagatcag 


atcacaggag 



taatgagata ttgagacata attgagaaat 80220 

atgtaaaaaa tgcattatat ctgtacaatc 80280 

gaatcttcta tatatgttaa atagatcttt 80340 

aaaa 80374 



ttgctacgac gccgtttcgg ttgcttctgg 60 

cggttgttcg tctccgatct cagctacttt 120 

aagagctaac aatgtgagct ttgagcaaac 180 

agtggagctt tctgtttcgg cctacgatac 240 

ctcccaaaat gctccacttt tcccacagtg 300 

agatggatct tggggacttg ataaccatga 360 

atctacactg gctagtatcc tcgcgttaaa 420 

caagggtctc cagtttattg agctgaattc 480 

accaacaggg tttgatatta tatttcctgg 540 

gacgattcca ttgggctcag aagtggtgga 600 

taaatgtgat agtgaaaagt tttcaaaggg 660 

ggggacaaga aacctaaaag attgggattt 720 

actgtttgat tctccagcca caacagcagc 780 

tctccgttat ctctgttctc tccttcagaa 840 

atttgatcaa tatgcacgcc ttagtataat 900 

agatttcaaa accgaaatca aaagcatatt 960 

ggatgaagaa atatgtttgg acttggccac 1020 

tcatggctat gatgtgtctt acgatccgct 1080 

tgatactttg gaaggatatg ttaagaatac 1140 

tcaaagttat ccacatgaat cagctttgaa 1200 

ggagatggaa ttgtccagct gggttaagac 1260 

ggtcgaggat gctcttgctt ttccctccta 1320 

aaaaatactc aatggttctg ctgtggaaaa 1380 
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caccagagtt 


acaaaaacct 


catatcgttt 


gcacaatatt 


tgcacctctg 


atatcctgaa 


1440 


gttagctgtg 


gatgacttca 


atttctgcca 


gtccatacac 


cgtgaagaaa 


tggaacgtct 


1500 


tgataggtgg 


attgtggaga 


atagattgca 


ggaactgaaa 


tttgccagac 


agaagctggc 


1560 


ttactgttat 


ttctctgggg 


ctgcaacttt 


attttctcca 


gaactatctg 


atgctcgtat 


1620 


atcgtgggcc 


aaaggtggag 


tacttacaac 


ggttgtagac 


gacttctttg 


atgttggagg 


1680 


gtccaaagaa 


gaactggaaa 


acctcataca 


cttggtcgaa 


aagtgggatt 


tgaacggtgt 


1740 


tcctgagtac 


agctcagaac 


atgttgagat 


catattctca 


gttctaaggg 


acaccattct 


1800 


cgaaacagga 


gacaaagcat 


tcacctatca 


aggacgcaat 


gtgacacacc 


acattgtgaa 


1860 


aatttggttg 


gatctgctca 


agtctatgtt 


gagagaagcc 


gagtggtcca 


gtgacaagtc 


1920 


aacaccaagc 


ttggaggatt 


acatggaaaa 


tgcgtacata 


tcatttgcat 


taggaccaat 


1980 


tgtcctccca 


gctacctatc 


tgatcggacc 


tccacttcca 


gagaagacag 


tcgatagcca 


2040 


ccaatataat 


cagctctaca 


agctcgtgag 


cactatgggt 


cgtcttctaa 


atgacataca 


2100 


aggttttaag 


agagaaagcg 


cggaagggaa 


gctgaatgcg 


gtttcattgc 


acatgaaaca 


2160 


cgagagagac 


aatcgcagca 


aagaagtgat 


catagaatcg 


atgaaaggtt 


tagcagagag 


2220 


aaagagggaa 


gaattgcata 


agctagtttt 


ggaggagaaa 


ggaagtgtgg 


ttccaaggga 


2280 


atgcaaagaa 


gcgttcttga 


aaatgagcaa 


agtgttgaac 


ttattttaca 


ggaaggacga 


2340 


tggattcaca 


tcaaatgatc 


tgatgagtct 


tgttaaatca 


gtgatctacg 


agcctgttag 


2400 


cttacagaaa 


gaatctttaa 


cttgatccaa 


gttgatctgg 


caggtaaact 


cagtaaatga 


2460 


aaataagact 


ttggtcttct 


tctttgttgc 


ttcagaacaa 


gaagag 




2506 


<210> 378 
<211> 2658 
<212> DNA 
<213> Unknown 












<220> 

<223> Coding 












<220> 

<221> misc feature 
<222> (1) . . (2658) 
<223> Coding 












<400> 378 
gaaagcggta 


gttttcggct 


cttggctgtt 


tttgtgtact 


gcctattctg 


ttctttatat 


60 


gcactgaatg 


tgaaaatgcc 


tcaccagagt 


ttgatgctgc 


ttccgcaatt 


tctttgcatg 


120 


tcctaaacat 


accagtcatg 


tatctttccc 


gacctaccgg 


cgttgcccgt 


tttgctgcct 


180 


cctcctcctc 


ctcctcctca 


gcttccctat 


tccctggagt 


ggatgtggac 


acaacaacta 


240 
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aaactggagc 


tttgcacttt 


gaagaaacaa 


aagaaagaat 


taagaaattg 


ttcgacaagg 


300 


ttgaactttc 


agtttctgca 


tatgatactg 


catgggtggc 


aatggttcct 


tctccaaact 


360 


ctctcaacca 


acctcttttc 


cccgagtgta 


taaactgggt 


attagatagt 


caacatgctg 


420 


atggctcatg 


gggcctactc 


cacaacgatc 


agttgctgat 


gaaggccaat 


ctcttatcta 


480 


cattagcatg 


tgttcttact 


cttaagcggt 


ggaatattgg 


gcatgatcat 


atgagcaagg 


540 


cccttgattt 


tatcaagtct 


aatatagctt 


cagctactga 


tgagaaccaa 


cgttctccgg 


600 


tgggatttga 


cattattttc 


cctggcatga 


ttgagtatgc 


taaagacttg 


aatttgaatc 


660 


tacccttggc 


accgacgaac 


gtggatgcct 


tggttcgaaa 


gaaagagttg 


gagctgagaa 


720 


gctgcagaag 


caactctgaa 


ggtggaaaag 


cctatttagc 


gtatgtttca 


gaaggaattg 


780 


gaaagttaca 


ggactgggat 


atggtcatgc 


aatatcaaag 


gaagaatgga 


tcactgttta 


840 


attctccatc 


cactacggca 


gcggctttta 


tgcatagaaa 


tgatgatggc 


tgttttgatt 


900 


atcttcgctc 


actcttacaa 


aagtttgatg 


gctcagttcc 


cacaatatat 


cctcttgata 


960 


tatatgctcg 


attacacatg 


gttgatagcc 


ttcaaaaatt 


cggaattgct 


cggcatttca 


1020 


aagaggagat 


tagaagcgta 


ttagatgaaa 


cttacaggtg 


ttggatgcaa 


ggagaggaaa 


1080 


atatattctt 


agatgcttca 


acttgtgcaa 


tggcctttcg 


aatgttacgt 


gttgaaggat 


1140 


atgatgtttc 


ttcagaccag 


ttgactcaat 


tttcagaaga 


tatctttccc 


aattgccttg 


1200 


gaggatattt 


aaaagacttc 


ggtgcctcgc 


tggagttata 


taaggcctct 


cagattatca 


1260 


cgcaccccga 


tgaatctgtt 


ctggaaaata 


taaactcttg 


gactagtcgt 


ttcctgaagc 


1320 


atggattatc 


tagtgattca 


gtttggtctg 


atagaaccga 


tagtgttgtt 


aaacaagagg 


1380 


ctgttaatgc 


tcttgagttc 


ccctataatg 


caactctaga 


acgcctaata 


agtaagaggg 


1440 


caatggaaag 


ttacagtgga 


gacattgtga 


ggatttcaaa 


atcgccatat 


gcctgcttaa 


1500 


attttggcca 


tcaagatttt 


ctggaacttg 


ctgtagagga 


tttcaatacc 


ctgcaacgca 


1560 


ttcatcttaa 


agaactggaa 


gagcttcaaa 


gatgggtggt 


tgaaaacaaa 


ttggacgagt 


1620 


tgaaattttt 


cagactgcac 


ctagggtact 


gctattttgc 


tgcggcagcg 


acccttactg 


1680 


atcctgaact 


tcatgatgct 


cgcatagcat 


gggcacaaaa 


tggtgtgctc 


acgaccgtgg 


1740 


ttgatgattt 


ctatgatggt 


ggaggatctg 


aagaggaatt 


ggataacctt 


atagaattgg 


1800 


tggaaaagtg 


ggatcctgat 


ggggaagtgg 


gttactgttc 


caaggacgtt 


gagattgtat 


1860 


ttcttgcact 


gcacagcaca 


gtttgtgaaa 


taggaagaag 


agctttagta 


tggcaaggac 


1920 


gcagtgttat 


gaggaatgtt 


atcgatggtt 


ggttggctct 


gctgaaggtg 


atgagaaagg 


1980 


aagctgaatg 


gtcgacaaat 


aaggtagtgc 


catcaatggg 


tgaatatatg 


gaacaagccc 


2040 
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atgtatcatt 


cgcgttggga 


cctataatcc 


ttccaatgct 


cttctttgtt 


ggacctaaac 


2100 


tctcagagga 


aatgattgga 


agctgtgaat 


accagaagtt 


atataagctg 


atgagcactg 


2160 


ctggtcgcct 


taagaatgat 


attcgatctt 


acgatagaga 


atgcaaagag 


ggaaagctga 


2220 


atattctgtc 


tctgtggatg 


attgatggcg 


gtggtaatgt 


caccaaagag 


gaggccattg 


2280 


aagcaattaa 


aggggatttt 


gagagggcga 


taagagagct 


gctggggtta 


gttttgcagg 


2340 


agaacactac 


aattccaaga 


gcttgtaagg 


atttgttctg 


gaaattgatg 


tccattgtga 


2400 


atctatttta 


catggaagat 


gatgggtaca 


cttcaaatag 


gttgatgaac 


actgtaaaag 


2460 


ccatgtttga 


acaacccatg 


gatctggatg 


cactattgaa 


caaatgaacg 


aacaacaaac 


2520 


gaaataagtt 


gtagtgggaa 


gcagacgcca 


cctattcact 


gtcttctcta 


ctgatcagat 


2580 


gtctattgct 


ttctcattga 


ggaaatggca 


aataaaacat 


tttatggaaa 


catttcattg 


2640 


ttaaattgag 


acagtctg 










2658 



<210> 379 

<211> 69350 

<212> DNA 

<213> Mycobacterium tuberculosis 

<400> 379 



gtggcataac 


gcacaccaaa 


ggccgagagc 


gcggaaaacg 


cagaacatca 


attggatcgg 


60 


ttgctagctt 


tgccgcaccg 


tggtcagccg 


cgccaggatc 


ggtcggcaat 


ggcaccaccg 


120 


gagcaggcga 


aaggtacccg 


gttctagccc 


gtccccaacg 


ggtcaatggt 


ggatgcgata 


180 


tagaccatgg 


ccgccgcgac 


cgtcacggtc 


gtcacgaaat 


cgatcccctt 


gctgcgcacc 


240 


accaacaggc 


cggcccgttc 


ctcggacaac 


accaaccgca 


gcaccgccgc 


caccccaacg 


300 


ccgataccga 


tcagcagcgc 


accacggcgc 


cagaagttga 


cccccgccag 


gatcggccac 


360 


tgggcgccaa 


cagtgcgccg 


caaaacggcc 


ctcacggtca 


tcgccgctca 


gccagctcca 


420 


cgacacttgt 


cagcaaggac 


gcccggggcg 


aagggcgttc 


gccaagtctg 


tagatgagct 


480 


gcgggagatg 


gccgacggcg 


agggttgaga 


agcgtcaact 


tcgatcgtga 


tgcctgggag 


540 


gacttcttat 


ttcatacgcg 


atcggtgatg 


ccgccctgaa 


gccgaggtcg 


acggcagcgc 


600 


ggagacgttc 


gagaagacgt 


cgcggtgagg 


tcaatcccgg 


tgtgaccaac 


ggccggttac 


660 


ggcccggtgc 


ccgcgaacag 


caggcccgac 


agctgctggc 


cgacgttcat 


aaagcccgag 


720 


acgaaggccg 


atgtgaccag 


gccaagcgtg 


cccgtgttgt 


acacgcccga 


gatgcccgcg 


780 


ccacggttga 


ggatgccgga 


gagctgggtg 


ccgaaattgg 


cgaagcccga 


cgccgacccg 


840 


agcagcggat 


ccgagatcgc 


gttgagcacc 


cccgacatgc 


ccgacccgga 


gttggagaag 


900 


ccggacccgc 


caccaccgcc 


ggtgttgaag 


aagcccgacg 


acggcgcggt 


ggtgtcgttg 


960 
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ccaaagcccg 


gtgctccgcc 


gaacccgaaa 


atcgggaggc 


tgacggggcc 


gatggtggtg 


1020 


ctggcgtgta 


actccaccgg 


gatccggtcg 


ataacgaccg 


tcgggagatc 


aaagggtggg 


1080 


gtgccgccgg 


acaaaccgag 


gcccagcggg 


agttggggaa 


tcagggtgcc 


gcccgggatg 


1140 


gtgaagcccg 


gaatggtcag 


cgacagcggc 


aggccgatgt 


ggatgggtcc 


ggtgggaatg 


1200 


gtgaatccgg 


ggaagtgcag 


tgtcgtcggg 


ttcaagttga 


tgggtgccac 


ggtgaatggt 


1260 


tgaagtatgg 


agacctcgcc 


cccgggcatg 


ccgtcgggtc 


cgaccgcgaa 


gaatgaaaag 


1320 


ctgggtctga 


ccttgaatcc 


ggagctgctt 


ccggacgtca 


tcctgatctc 


cgagacggca 


1380 


gcatccaaac 


ttaggccagg 


gatggtgagg 


gtgatggggt 


ccacggtgat 


agggccgacg 


1440 


tcgaaggtgg 


gatcgatgcc 


caggtggatc 


gaggggatgg 


cgatgttcgg 


gatgctgatc 


1500 


ggcccgatgt 


ggccgatcgc 


ggcgaagccc 


aacgggatgg 


acgggatgtg 


gatgggcgga 


1560 


atgatggtgg 


cggggccgat 


gtcgccggtg 


acgtcggcgc 


ccaccgcggg 


gaacagcgga 


1620 


atggggtacc 


cgaaggagaa 


gccggccaag 


ccctcgtaat 


tgccccgcca 


taagatgccg 


1680 


ttgctaaagt 


tgcccgtgat 


gagggcgccg 


gtgttgacat 


tgcccgcgtt 


ggcgacgccg 


1740 


gtgttggcgt 


taccggtgtt 


gaaccagccg 


gtgttggtgc 


tgcctgggtt 


gaagccaccg 


1800 


gtgttggtgt 


caccagcatt 


gaagctgccc 


gtgttgtacg 


acccggcgtt 


tgccacaccg 


1860 


gtgttgaagc 


cgccggcgtt 


gaccaacccg 


gtgctggcca 


ccccggagtt 


gccgataccg 


1920 


gtgttgtagc 


tgccggagtt 


gaacaacccg 


aagttggcag 


tcccggagtt 


gaagaagccg 


1980 


atattgcctg 


tgccggagtt 


gaacaggcca 


atgttgccag 


tgccggagtt 


caagccgccg 


2040 


atgccggact 


ggttgtcgcc 


ggtgagcccg 


atcccgaggt 


tgttggtgcc 


ggtgttgcca 


2100 


aacccgatgt 


tgcccaggcc 


catgttggcc 


cagccgacgt 


tgccgctgcc 


ggcgttgccc 


2160 


agcccgatat 


tgcccatgcc 


ggccaggccc 


gccgccagac 


ccgaattccc 


gaacccgaag 


2220 


ttggcatcgc 


cgatattgcc 


gaacccgacg 


ttgccgccgc 


cgatgttgcc 


gaagcccagg 


2280 


ttcacgtcgc 


caatgttgcc 


gaatcccagg 


ttcacgtcgc 


caatgttggc 


cgcacccagg 


2340 


ttgaggttgc 


cgatgttgcc 


gaggccgacg 


ttgccgttgc 


cgacgttagc 


caacccgatg 


2400 


ttgacgatgg 


tgatggggtt 


ttgccccacg 


ttggaggcca 


acaagcccga 


caggtgatca 


2460 


ccgacgttgc 


ccaggcccga 


caccaacgcc 


ggcgtcccaa 


gcggcagcgt 


gctggtgttg 


2520 


tagatccccg 


acagccccga 


accgaggttg 


agcacgccgg 


agtgcagtgt 


gccgacgttg 


2580 


gcaatacccg 


aacccgcgcc 


tgccaaagcg 


gtgtgcgcct 


ggttccacca 


ccccgacatg 


2640 


ttcgcgccga 


agttgccgaa 


acccgagccc 


ccgcccgccc 


cggtgttgaa 


gaagcccgac 


2700 


gacggaacgg 


tggtggtgtt 


cccaatgccc 


ggggtgggcg 


ggatgttgat 


cagcgggatg 


2760 


tcgccggcga 


tgacgtagag 


ttcgccgtcg 


gcgttcgccg 


ggatctccgg 


gaacgtgatc 


2820 
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gccggaatgg 


tggcgccggg 


ggtgccgacg 


aacacatcca 


ggttcagcag 


cgagttcgcc 


2880 


gggaacgtca 


gaccaccggg 


gaacagggtg 


atcgcgtcga 


tgctgcccgg 


cacctggaaa 


2940 


cccaacggga 


tctggtgaat 


attgagcgcc 


ggggtgttga 


acgcctgaga 


tgccgcattg 


3000 


aagacggcat 


gcaccgggcc 


ggtcgtgctg 


agcgtcggga 


ttcccgagat 


gatattgccg 


3060 


ccgacgaaca 


ggtcaccggc 


gttgtagatt 


ctgccgaccg 


agtaccacgt 


tgggccgatc 


3120 


gcaccggatg 


acgtccagac 


gataaacggc 


tctatttcgc 


tggtcgcccc 


gaccgacgcg 


3180 


gccatatcga 


ggaccgctcg 


tgcggcggtc 


agggcgggaa 


tggtgaccga 


ggggaccgcg 


3240 


atggggccga 


agccgacgct 


tccggtgacg 


ttcggattga 


gggcgggaat 


atcgatttgc 


3300 


gggatggtga 


aggcgcccat 


cgccgcgttg 


ccggtcaggt 


gcgcgttgat 


cgccagaacc 


3360 


gggatgggcg 


ggacgaccac 


cgggccgaag 


gccccggtga 


aatgcgcgtc 


caggatggtg 


3420 


atccggggaa 


cgtcgaggct 


gtaggaatag 


ctgaataggc 


cttcgtagtt 


gccccgccac 


3480 


aggatgccgt 


tgctgaagtt 


gcccgacatg 


agggcgccgg 


tgtcgacatt 


gcccgagttc 


3540 


gcgatgccgg 


tgttggcgtt 


accggtgttg 


aaccagccgg 


tgttgatgct 


gcccgggttg 


3600 


aagccaccgg 


tgttggtgtc 


accgacattg 


aagctgcccg 


tgttgtacga 


cccggcgttg 


3660 


gccagacccg 


tagtgaaacc 


accggcattg 


aaaagcccag 


tactgcccgt 


tccgctatta 


3720 


ccgatgccgg 


tgttgaagct 


gcccgagttg 


aacaaccccc 


agtttccggt 


cccggagttg 


3780 


aagaacccga 


tgttgccggt 


gccggagttg 


aacaggccaa 


tgttgccggc 


accggagttc 


3840 


aagccgccga 


tgccggtctg 


gttgtcgccg 


gtcagcccaa 


tcccgaggtt 


gttggtgccg 


3900 


gtgttggcga 


acccgatgtt 


gcccacaccc 


atgttggcca 


ggccaacgtt 


ggtgctgccc 


3960 


gcattgccca 


acccgatatt 


gccgatgccg 


agcgccgccc 


ccaggcccga 


attgccaaac 


4020 


ccgacgttgc 


cgtggccgat 


attgccgaag 


ccgacgttgg 


cgttcccgat 


attgcccaac 


4080 


cctaggttga 


ggtcgccgag 


gttggccgcg 


cccaggttga 


agtccccaac 


gttgcccaac 


4140 


ccgaggttgt 


agttgccgac 


atcggccaac 


ccgaggttga 


tgatggggct 


ttgggtcaac 


4200 


gccgtcccgg 


ccgccaacac 


ccccgacagc 


tgctggccca 


cgttgccggc 


acccgacacc 


4260 


agcgccggcg 


tccccaaacc 


cacgatagcg 


gtgttgtaca 


gccccgatat 


ccccgagccg 


4320 


acgttcagca 


cacccgagtt 


cagcgtgcca 


acgttgagaa 


cgcccgagcc 


cgcgcccgcc 


4380 


aacgcggcat 


gcgcctggtt 


ccaccagcct 


gagctgccgg 


ccccgaagtt 


gccgaaaccc 


4440 


gacaccccgc 


ccgcgccgga 


gttgaagaaa 


cccgacgacg 


gggtggcggt 


cgcgttcccg 


4500 


aagccgggcg 


tcggcggaac 


gatgatgatc 


ggaacgctgc 


tgtccggcac 


gctgatgttg 


4560 


agggccaggc 


tcagtggcag 


cggatcgatc 


gtgaaaccac 


ccgggaatat 


cgtgatcgga 


4620 
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tccagcacgc 


cggacgcatc 


gatggtcaac 


gggatcgcat 


tttgcgggat 


gttgaggcca 


4680 


ccggggaaca 


gcgtgaaggc 


cggaagaccg 


cccgacacat 


cgatcttgag 


cgggataggc 


4740 


gatgtcgtga 


tcgttgggat 


ggtgacggtt 


gggagggtta 


gtgcgaggct 


accggtggtt 


4800 


gcgctgctgg 


gaccggtatg 


gatcaggatg 


ccctgagtgg 


gtgcggtgac 


aaagccacca 


4860 


ctcattccgg 


ttgagttgga 


cgccccaacg 


atccagttgt 


cgccgagcgc 


attcacgaac 


4920 


agcaacggaa 


gtctgaaggg 


cggcggggcg 


ggggccgggg 


gcgtgtcgag 


cggaatcgtg 


4980 


taggtctgac 


cgccgatcgt 


catgctcggc 


aggaagacga 


tgggcgggat 


gaccatcgtt 


5040 


tcgtggatgt 


ccagcaccac 


tgcggggaca 


tcgatgggct 


cgatcctgaa 


gggcccgatg 


5100 


ttgacgagtt 


cgtggatgtc 


gaacagcgac 


atgccgggaa 


tatcgatctg 


atcgatgtgg 


5160 


acgggaccga 


ggttgagggt 


ttcgttgatg 


tccaccaggg 


tgctgccggt 


gatttcgatg 


5220 


ctgtaggaga 


agccgaccag 


cccgtggtga 


tcaccggtcc 


acagcgcgcc 


gttgttgaag 


5280 


ctgccggagt 


tgaacgcgcc 


ggtgttgaca 


ttgcccgtgt 


tgaagccgcc 


ggtgttggtg 


5340 


tggccggcgt 


tgaaccagcc 


ggtgttgaca 


ttgccagggt 


tgaagccgcc 


ggtgttggtg 


5400 


ttgcccgcgt 


tgaggctgcc 


ggtgttgtaa 


ctaccggcat 


tggccagacc 


cgtgttgaaa 


5460 


ctcccggcat 


tgaaaagccc 


ggtactgccc 


gttccgctgt 


taccgatgcc 


ggtgttgtag 


5520 


ctgcccgagt 


tgaacaaccc 


ccagtttccg 


gtcccggtgt 


tgaagaaccc 


gatgttgccg 


5580 


gtgccggagt 


tgaacaaccc 


caggttgccg 


gcaccggagt 


tcaggccgcc 


gaacccggtc 


5640 


tggttgtcgc 


cggtcagccc 


gatcccgagg 


ttgttggtgc 


cggtattgcc 


gaacccgatg 


5700 


ttgcccaggc 


ccatgttgcc 


gaagccgacg 


ttgttgctgc 


cggcgttgcc 


caacccgatg 


5760 


ttgccgatcc 


ccggcagcgc 


ccccaggccc 


gagttgccga 


acccgacatt 


gccgtggccg 


5820 


aggttgccga 


acccgacgtt 


gccgtccccg 


aggttgccca 


accccaggtt 


ctgcccgccg 


5880 


aggttgccac 


cgccgaggtt 


gaggttgccg 


aggttgcccg 


cgcccaggtt 


gacgtcgccg 


5940 


acgttggcga 


agccgaggtt 


gtagctgccg 


acgttgccca 


ggttgacgat 


gttcagcgga 


6000 


ttcaggtgcc 


gcagctcggc 


gatcgccgcg 


tcgatgatgc 


tcggctgccc 


ggagccgccc 


6060 


gacccgccgc 


tggtcagcat 


cgccagcagg 


ccatcgatgg 


acacccccga 


cacgtggttg 


6120 


cccaggttgc 


cgaaacccga 


gatcaccgcc 


ggcgcggagc 


ccagcgtgct 


cacgttgaac 


6180 


atgcccgaga 


tgtcgacgcc 


ggagttcagc 


acaccggatg 


ccaggctgcc 


ggcattgccc 


6240 


aggccggaga 


gcgtccccac 


catcggactc 


gaggcctggt 


tcagcaagcc 


ggacaccccc 


6300 


gcgccgaagt 


tggcgatgcc 


cgagccgcca 


ccgccgccgg 


tgttgaagaa 


gcccgacgac 


6360 


ggcagctcgg 


tcgagttgcc 


aaagcccggc 


agcgccggaa 


tgtcgatgat 


cgagatgttg 


6420 


atgggtccgg 


cgctgctgag 


aacgtcgaag 


ttcagcggaa 


tcgggtcgat 


cctggtgccg 


6480 
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gtgatggtga 


ccgccggaat 


gtcgacggac 


acatcgatcg 


gcacgacctc 


cgacatcgaa 


6540 


attccgttga 


tagtggaggc 


cgggatgtcg 


atcggcggaa 


tgtcgatggg 


tatggattgg 


6600 


ctgaacgaga 


ttgccggcaa 


ttcgatggcg 


tcgatggtct 


gctgcagcgg 


cagggccaat 


6660 


ccgcccagcg 


ttgccgaagt 


aaggggtatg 


gcgacctgta 


tctgaaccga 


gattgtggga 


6720 


tcgggaaatt 


catttgggaa 


cgcgtcgtgg 


aggaactgaa 


gcttgaggtt 


aacgttgaac 


6780 


ggattgagct 


ggacgtttga 


gacggtgatc 


gggccgaacc 


tgaattgtcc 


ggtaatgccc 


6840 


agcgcagaaa 


gcagggtggt 


ggccggggcg 


gtgaagccgg 


cgtcggcggc 


accgtcgaag 


6900 


tcgatgtgga 


ttgccggaat 


ggggatgtcc 


ggcacggcga 


agccgtagtt 


cgcttgtccc 


6960 


gtgaggccca 


ggtggatggg 


gggaaggatc 


gtggtgtccg 


ggatgataat 


ggggccgatg 


7020 


ccgccggttg 


aagtccagtg 


gatcgggaat 


tcgggaatcg 


tgatgccgac 


gttcaggccg 


7080 


aacaggccct 


cgaagttgcc 


tcgccacaag 


atgccgttgc 


tgaagttgcc 


cgacatgagg 


7140 


gcgccggtgt 


cgacattgcc 


cgaattggcg 


acgccggtgt 


tggcgttgcc 


ggtgttgaac 


7200 


cagccggtgt 


tgatgctgcc 


cgggttgaaa 


ccaccggtgt 


tggtgtcacc 


cacattgaag 


7260 


ctgcccgtgt 


tgtacgaccc 


agggttggcc 


acaccggtat 


tgaaattacc 


ggcattgaaa 


7320 


agcccagtac 


tgcccgttcc 


gccattgccg 


atgccggtgt 


tgaagctgcc 


cgagttgaac 


7380 


aacccgaagt 


tcccggtccc 


ggagttgaac 


aacccgacgt 


tgccggtgcc 


ggagttgaac 


7440 


aacccgatgt 


tgccggcacc 


ggagttcaag 


ccgccgatcc 


cagtctggtt 


gtccccggtc 


7500 


agcccaatcc 


cgaggttgtt 


ggtgccggtg 


ttaccgaacc 


cgatgttgcc 


cacacccatg 


7560 


ttgccgaagc 


cgacgttgcc 


gctgccggca 


ttgcccaacc 


cgatgttgcc 


caccccggcc 


7620 


aggcccgccg 


ccagacccgc 


attgcccaac 


ccgaagttgg 


catcgccgat 


attgccgaac 


7680 


ccgacgttgc 


cgccgccgac 


attgcccaaa 


cccacgttca 


agtcgccgat 


attggccgca 


7740 


cccaggttga 


agtccccgac 


gttgccgaaa 


ccgacgttta 


cgctgcccac 


atcggccaac 


7800 


ccgagattga 


tgatgaggct 


ctggttgagt 


gccgtccccg 


ccgaggacaa 


ccccgacagc 


7860 


tgctcaccaa 


cattgccgat 


gcccgagacc 


accgccgggg 


tccccggcgg 


caacccgccg 


7 92 0 


gtgttgtaca 


gccccgacac 


acccgagccg 


aagttcagca 


cacccgatcc 


cagcgaaccg 


7980 


aaattggcga 


aacccgaacc 


cgccccagcc 


acctcggtct 


gcgcctggtt 


ccaccaaccc 


8040 


gagctgcccg 


caccgaaatt 


cccgaagccc 


gacaccccac 


cgtcgccgga 


gttgaagaaa 


8100 


cccgacgacg 


gagcggtggt 


cgtgttgcca 


aagcccgggg 


tcgccgggat 


attaacgccg 


8160 


ttgatcagga 


tagggccgac 


agtgacgctg 


gcgccgaggt 


tcagcgggat 


gcggtcgatc 


8220 


gtgatcggcg 


gggtgctgaa 


gccgtcaatc 


tggccgtcta 


tgtcgatcgt 


cagcggcagc 


8280 
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ggcgcagcgg gaatggtgaa gcccgggatc gtgaatccca gcgtgccgat cgacgcgctg 834 0 

gccagcagcg ccagtggatt gttgggaata ctgatgccat tcgggaagat cgttactgcc 8400 

ggggtactcc agttgacggt caccgggaat gactggttaa ttctggtgtc gatattaagg 8460 

ttacctaatt ggagggtgac gttgccggca agatctttga tttcgattcc tgaaatgttg 8520 

acgaccccca agccaaagaa ggggccgacg gggaaagtcg tgttgaagtt ctgagccggg 8580 

aacagggtga tgggcgagat ggtgatgggg ccgacgctga taggtatggc cgtaccgcca 8640 

ccaaaagcgg ggatcacgat gtccggaacg accagcgggc cgaggctgaa ggtttggtga 87 00 

atgttgagcg ggatggtggg caaaatctgg atcggcaaca cggtgatggg gccgacgccg 8760 

ccgttgagct cgagaccaat ggggatcgcc ggaatggtcg atccaccgga gagcccccac 8820 

aggccctcgt agtcaccccg ccacagcaca ccgttgctga agttgcccga gatgaacgcg 8880 

ccggtgttga cattgcccga gttggcgatg ccggtgttgg tgttgccggt gttcagccag 8940 

ccggtgttga cgttgcccgg gttgaagcca cccgtattgg tgttgcccgc gttgaagctg 9000 

cccgtgttat agctacccac gttggccaca cccgtgttga acccaccaac gttgaacaac 9060 

ccggtactgg ccgtccccgc attaccgaca ccggtgttgt agctgcccga gttgaatacc 9120 

ccgaagttgc cggtccccga attgaagaac ccaatgttgc cggtgccgga gttgaacaac 9180 

cccagattac cggttcctga attcaggccc ccaatgccag tcaggttgtc cccggtcaac 9240 

ccgatcccga tgttgttgct acccgtgttg gcaaaaccga tgttgcccac acccaggttt 9300 

gcgaggccgt agttgctgct gcccgcattg cccaacccaa tattgcccat gcccggcggc 9360 

aacccaagac ccgagttgcc gaacccgaag ttggcgttgc cgatattgcc gaaaccgaaa 9420 

ttcccgctac cggcgttggc agcacccaaa ttctgcgcac cgacattggc tgcgcccagg 9480 

ttgaatatcc cgacattgcc caacccgacg ttgtaattac cgacattgcc caagcccgcg 9540 

ttaagcctca acatcttcgc gggtccggca aatagagcat tgaggaacgc gccgacacca 9600 

ccccccaacg cctgcgccgg tgggctgaac gccggcaacg ccgcggcagc agccgacgcg 9660 

ccggaatggt agccggccat cgccgccaca tcggcggccc acatcaactc gtactcggcc 9720 

tcgacggccg cgatcgctgc ggcgttctgc cccagcaggt tcgacatcgc caacgcccgc 9780 

atcgccatcc ggttgaccgc caccgccgcc ggatccaccg tcgccgccaa cgccgcctca 9840 

aacgccgcca ccgcggcccg cgcctgcccg gccaccgcca cggcctgcgc cgccaccgaa 9900 

cccaaccacc ccgcatacgg ggccgccgcg gccgccatcg ccgccgccgc cgcaccctgc 9960 

cacacccccg ccgtcaggcc cgacgtcacc tgcccaaacg acaccgccgc cgaccccaac 10020 

tcctcagcca gcccatccca cgccgcggcc gccgccagca acgggctcga ccccgcaccc 10080 

gaatacatca gcacggagtt gatttccggt ggcagaactg gaaaattcaa ccgcccctac 10140 
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ctctgccgct 
acttcgacaa 
cattaatgcc 
gtacggtggc 
tgaaagagat 
gccaggttgc 
aagcaccgga 
ggccggcagt 
ctgggtgggc 
gagaacctcc 
cggacgctgg 
gatgtcggtg 
ctcaccgaca 
acgtggctgc 
gcgcggcatt 
gacgccgagg 
acgcccgcgc 
gcgaaccggt 
accgcgttcg 
cgcttgctgg 
cggtgtcgcc 
gcgttctggg 
agcgacctca 
tcttgggtga 
tgcgccaggc 
cacggtcgac 
gcgggggtcg 
ttcccgggcg 
ccggtcgtgg 
cgtggtcaca 



cacgatgcgt 
actaatctgc 
catatcggct 
ctcgggagag 
cgtctgctcc 
ggaagtgcgc 
gccgcgcgtg 
gctgtgtacg 
cctggaatac 
atgcacaaca 
tcggaatcga 
cgaggtcgat 
agctcagcgg 
cgctcacgat 
gcgcccggct 
ttctcacccg 
agttggcgtt 
cctggcgtcg 
ccgggtcgtt 
ccggcgcacc 
gacaccccgg 
acgggcacct 
ccgacgaccg 
ctagtcaatg 
aggaagcggt 
agcagggtgc 
acggcgttga 
gtcagcaagc 
aacgcccagg 
tggaagtggt 



tcacacctca 
aatatcccga 
tgtatctctt 
gctggagggc 
agctttgtct 
agcatcgacg 
aactcccgcc 
aaggttctcc 
gtgaactctt 
acgctaaccc 
cgcggcgatc 
tcgattcagt 
ttacgacgat 
cgctgtcgag 
gcggggtgcg 
cgccagcgag 
acgtcgatcg 
gttgatgtcg 
accgaccgcg 
gacccgccac 
cccggccgag 
cgacctggac 
atgcgcgcgt 
gtggtggcca 
gtaggtgatg 
gcagctcctc 
tccgattccg 
gacgtcggtt 
tcacccggcg 
cgacgacgag 



tcgtctcacc 
tcgcgtacaa 
gtagtgccgc 
tcgacgtttt 
cctgaactga 
tgtacctggg 
gcgttgtggt 
caccgcaacg 
catcaacaca 
gtgactgccg 
acggcctgtc 
gtcgaaccca 
atcgacgcca 
aatgccggtg 
atcgtgggca 
gtgttcgacc 
gtgatccgac 
ttggcgcggt 
acagcggtgc 
gttgaccgcc 
gccatcaaga 
gcactggccg 
tggtgatgcc 
gggtgagcag 
gcgcgccagg 
tttggcgatc 
cattttggcg 
ggcccactgc 
gcgcaccgcg 
cttggcgttg 



acgacgtggt 

acgtgccgac 
tttgacgggg 
cggctgagtg 
cccggtttag 
tgaggcatcg 
cggggatgat 
agttcacgca 
acatgattga 
agaatccagg 
accacatcgc 
cgctggccgg 
ccgtggaacc 
acaccatgca 
agagcaagtc 
tgacgccgct 
gtgccggcgc 
aggcgttccc 
tggggcgttg 
gtcatcgccg 
ccgccgcaac 
tcgatgtcac 
ggtgaccaag 
ttcggggatc 
tgggggtccc 
caggccgaga 
aagcttttgt 
gggtcgatct 
gtcagcgcgt 
ggcagcagcc 



gagcgcgggc 
atttgcggcg 
tggtggtcag 
tctgggcccg 
ggaattggtg 
aatcatcgac 
gtgggagacc 
cgacggtcgg 
cgatgaaggg 
acggagcagg 
gatccgcgat 
actgcgcacc 
gacctcgatg 
catggccggc 
cgacgtcatc 
gacactgccg 
agtgattgac 
cgatgtgtgg 
gcccgacatc 
cgcacacccg 
cggctgggcc 
cgagcatctc 
aaggtgttga 
tgcgagtcga 
cgccggtgcg 
gaatctgcgc 
ccgacaagcg 
tgcggccgcg 
cgttggccag 
cgggcgtgcg 



10200 
10260 
10320 
10380 
10440 
10500 
10560 
10620 
10680 
10740 
10800 
10860 
10920 
10980 
11040 
11100 
11160 
11220 
11280 
11340 
11400 
11460 
11520 
11580 
11640 
11700 
11760 
11820 
11880 
11940 
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gatcgccgag 
actgcggtgt 
gccccataaa 
gtacccaccg 
caacgcccag 
aacgcccgat 
gcgggccgca 
gcgggcaggt 
gcatcgccag 
tttcggtgag 
acgccgccgc 
gctcgacacg 
cagcccttgg 
gggccctcag 
gaagagcccc 
acaccagagt 
gggcccgacg 
gacgacggcc 
gccgcggttg 
gagcagcgga 
gcccgaaccg 
cccgaaaccc 
gtcggcgtgc 
gatgccattg 
ggtgaacccc 
ggtgaatccc 
cccttgcgtg 
gctgggcttg 
gtaactgacg 
atggacggcg 
cgggccgatg 



gcgtaggcag 
gcgcgcttgc 
cccctgatca 
gccagtcttg 
caccggggtg 
gtgccgtcgg 
tccccgatcg 
acctgggtga 
cgaattttgt 
gtaaccgcgt 
cgtcggctca 
ctcaacccgt 
ctccttcctc 
ccgctaaaca 
catatcagca 
taccgccgca 
ccggtgaaga 
gcggtgacaa 
aggatgccgg 
tccgacatcg 
ccgccagctc 
ggcgccccgc 
aggtccagca 
gacaacgcga 
gggatggtca 
gggaaggtca 
gacgttgcac 
acccaaatct 
agcacgggcg 
gggtcgaggc 
ccaccgaccg 



cggcggggtc 
agccatgcca 
ccggccaggt 
gcgcagcgct 
ggcaacggct 
ccacgacacg 
ccttggccat 
tggcctcggt 
tccagcgcac 
attccttcac 
tcggtgatca 
gctcctggca 
ggcctgaatg 
cgccgaccaa 
agggcccggt 
cacacggcgt 
gcaagcccga 
cacccagcgc 
agagctgggt 
cgttgagcaa 
cggtgttgaa 
cgaacccggc 
agatccggtc 
ggcccagcgg 
gcgacaccgg 
ccgtgccgga 
ccccgccgct 
ctgaggttgg 
gggtcctgac 
ccaagtgaat 
cggcgaagcc 



gatggccacc 
gcaccgccgc 
cgacgaaccc 
cccatctggg 
cggtcaatac 
gcgtcagcct 
ctgccgacgc 
gaacggcccc 
catgatgcgg 
tgatatcgag 
catcgaccac 
gcccgaacaa 
cttcgcaaca 
gatcaacgag 
gtcggcgcaa 
gaccaccggc 
cagttgctgg 
gccggtgttg 
gccgaagttg 
tcccgacatg 
gaagcccgac 
gatcgggacg 
gagaacgatg 
gagggtgggg 
caggccgatg 
ggggatggag 
agagggcgcg 
tccggacgtg 
ggtaatgggg 
ggatggaaca 
gaccggaatg 



gtactggatg 
gccgccgcgg 
ggtatcccac 
ttttcctcgc 
ccgtctcggc 
gggcgacctc 
agccgcagcg 
agcttgcagt 
tcttcgccat 
accacccccg 
ccgggtcccg 
cactgtcgta 
cttagacttc 
ctacctgccc 
aatttagcgt 
gtgcatttaa 
ccgacgttgc 
tacacgcccg 
gcgaagcccg 
cccgcgccgg 
gacggcagcg 
ttgatcgggc 
gccgggatgt 
atcagggtgc 
tcgatcgggt 
atgggcccca 
atccggattc 
ctggtgacgg 
ttgacggtga 
gagatgtccg 
ggcgggatgt 



ctctcccgga 
ccttcatgct 
gggtcgaccc 
cgtgtctggt 
gtaggcaaca 
ggcccaccga 
tgctgcggac 
agtcttctcg 
aaggtagatc 
cacgacgggc 
tcactgcggc 
gcgtcagaca 
agaaggccaa 
ggtcaaggtt 
cgttgcgccc 
gaatccgtta 
cgaaacccga 
agatgccggc 
acgccgaccc 
tgttgctaaa 
tggtcgagtt 
cgatagtggt 
cgacgggcgg 
cgcccgggat 
cgagggggat 
caaagtatgc 
cggggaagaa 
ctccttggga 
tggagccgac 
ggatggcgat 
ggatgggcgg 



12000 
12060 
12120 
12180 
12240 
12300 
12360 
12420 
12480 
12540 
12600 
12660 
12720 
12780 
12840 
12900 
12960 
13020 
13080 
13140 
13200 
13260 
13320 
13380 
13440 
13500 
13560 
13620 
13680 
13740 
13800 
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cagcacggta 


atcgggccga 


tcccgccgct 


gacgtcggcg 


cccaccgcgg 


ggaacagcgg 


13860 


gagggtgtag 


cccacggcga 


agccggccag 


gccctggtag 


tcgccgcgcc 


acaggatgcc 


13920 


gttgctgaag 


ttgccggtga 


cgaaggcgcc 


ggtgttgaca 


ttgcccgcgt 


tggccacccc 


13980 


ggtgttggcg 


ttgccggcgt 


tgagccagcc 


ggtgttgatg 


ctgcccgggt 


tgaagccccc 


14040 


ggtgttggtg 


tcaccgacat 


tgaagctgcc 


cgtgttgtag 


ctgccggcgt 


tggccacacc 


14100 


ggtgttgaaa 


ctgccggcat 


tgaagagccc 


agtgctgccc 


gttccgctat 


tgccgacgcc 


14160 


ggtgttgaag 


ctgccggagt 


tgaacaaccc 


gaagttgccg 


gtcccggtgt 


tgaagaaccc 


14220 


gacgttgccg 


gcgccggagt 


tgaacaaccc 


caggttgccg 


gcaccggaat 


ttaggccgcc 


14280 


gatgccggtc 


tggtagtcgc 


cggtcagccc 


gatcccaatg 


ttgccggtgc 


cggtgttggc 


14340 


caacccgata 


ttgcccacgc 


ccacgttggc 


caacccccag 


ttgttgccgc 


cggcattgcc 


14400 


caaccccaca 


ttgcccaggc 


ccggcacgcc 


cgcggtcaga 


cccgagttgc 


cgactccgac 


14460 


attgccgtgg 


ccaatattgc 


cgaaccccag 


gttgccggcg 


ccgatatttc 


cgaagcccag 


14520 


gttgtgcgcg 


ccgaggttgg 


ccgcgcccag 


gttgacctcc 


ccgacattgc 


cgaaaccggc 


1458 0 


gttgtggctg 


ccgacgttgg 


ccaacccgat 


attcagaacg 


gtcaccgggt 


tcaccgcgga 


14 64 0 


cccgccggaa 


agcagccccg 


acagttggtg 


gccgacgttg 


cccaggcctg 


agaccagcgc 


14 700 


cggggtcccc 


acccccagcg 


tgctggtgtt 


gtagatcccc 


gagacacccg 


agcccaggtt 


14760 


gagcacaccg 


gaatgcagcg 


tgccaacgtt 


ggcaaaaccc 


gagcccgccc 


ccgccagcgc 


14820 


ggtgtgcgcc 


tggttccacc 


agcccgaggt 


gcccgcgccg 


aagttgccga 


agcccgatcc 


14880 


cccgcccgcg 


ccggcgttga 


agaagcccga 


cgacggggtg 


atggtgctgt 


tcccaatgcc 


14940 


cggggtgggc 


gggatgttga 


tcagcgggat 


gctgctggcg 


aggacataca 


ccgagccgtc 


15000 


ggcgctcgcc 


gcgatctcgg 


gccaggtgat 


ggccgggatg 


tccacgccgc 


cggcgccggc 


15060 


ggtcacgtcc 


aggttcagca 


gcgaggtcgc 


cgggaacgtc 


aaaccaccgg 


ggaagagggt 


15120 


gatcgcgttg 


acgctgccgg 


gcacctggaa 


gcccaacgtg 


atcgggccag 


tttcgagctg 


15180 


cggagtggta 


aacgccccgc 


tggacgcgga 


aatggtgaga 


tggcttccgt 


cgctcgtgcc 


15240 


ggcgccgaaa 


acgagtgggc 


cggtggcgta 


gggcgaaccg 


tcggccgatc 


cgaatgaata 


15300 


gaaggttata 


ccaaggccat 


tagtgccttg 


agtccacatt 


tcgaagggat 


ctatcctcat 


15360 


ctccgcccca 


accgaggcgt 


tgattatttg 


ctccacaatg 


acactcaccg 


gcggaatgcg 


15420 


cacggacccc 


acaacgatgc 


ggaaggcggc 


gcttccggtg 


atgtttgggg 


tgagtgcggg 


15480 


gatgtcgatc 


tgcggaatgg 


tgaatgcgcc 


catcgcgacg 


tttccggtca 


ggtgcgcatt 


15540 


aacggccggc 


accgggatgg 


gcgggaggac 


cacgggtccg 


aagccgccgt 


cgaggtgggc 


15600 
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gtccacgatg 


gtgatccggg 


gcacgtcgag 


gctgtagaac 


aggctgaaca 


ggccctcgtg 


15660 


atcaccccgc 


cacaacaggc 


cgttgctgaa 


gttgcccgac 


atgaacgcgc 


cggtgccgac 


15720 


gttgcccgag 


ttggcgatgc 


cggtattggt 


gtggccggtg 


ttgaaccagc 


cggtgttgat 


15780 


ggtgcccggg 


ttgaaccccc 


cggtgttggt 


gtcgccggca 


ttgaagctgc 


cggtgttgta 


15840 


gctgccggcg 


ttggccacgc 


cggtgttgaa 


gctgccggca 


ttgaagagcc 


cagtgctgcc 


15900 


cgttccgcta 


ttgccgatgc 


cggtgttgaa 


gctgcccgag 


ttaccgatgc 


cgaagttgcc 


15960 


ggtcccggag 


ttgaagaacc 


cgatgttgcc 


ggtgccggag 


ttgaacaagc 


cgatattgcc 


16020 


ggcaccggag 


ttcaggcccc 


cgatgccggt 


gaggttgtcc 


cccaccagcc 


cgatcccgat 


16080 


gttgccggtg 


ccggtgttgg 


ccaacccgat 


gttgcgcacg 


ccctggttgg 


cgaaaccata 


16140 


gttggcgctg 


ccggcattgc 


cgaaccccgt 


gttgcccagg 


ccggccgcgc 


cggcggtcag 


16200 


acccgaattg 


ccgaaaccga 


tattgccgtg 


gccgacgttg 


gcgaagccga 


ggttgccggt 


16260 


gccgacgttg 


cccagcccca 


ggttttgcgc 


accgaggttg 


gccgcgccca 


ggttaacgtc 


16320 


cccgacgttg 


ccgaacccga 


cgttgaagtt 


gcccacatcc 


gccaacccga 


tgttgaggat 


16380 


ggggatctgg 


ttcaacgcgg 


tcccggccgc 


agacacgccc 


gacagctgat 


ggccgacgtt 


16440 


gccgaggccc 


gacagcaccg 


ccggcgtccc 


gagcggcaac 


acgctggtgt 


tgtagatccc 


16500 


cgagacaccc 


gagccgacgt 


tgagcacacc 


cgagcccagc 


gtgccgacat 


tcaacacccc 


16560 


cgatcccgac 


cccgccagcg 


cgctcgccgc 


ctggttccac 


cagcccgaca 


ggttcgaccc 


16620 


gacgtttccg 


aaccccgaca 


ccccaccggc 


gccggagttg 


aagaaccccg 


acgacggggt 


16680 


cgccgtggtg 


ttgccgaacc 


ctggcgtcgg 


cgggacatcg 


atgatcggga 


tgctgctgtc 


16740 


gggcacggtg 


agattcagcg 


ccaggtgcag 


cggcagcggg 


tcgatcgtgt 


acccacccgg 


16800 


gaaaatcgtg 


atcggatcca 


gcgcgccgga 


cgcatcgatc 


gttaacggga 


tggcgttcgt 


16860 


ggggatcgtc 


aggccacccg 


cgaacaaggt 


gaaggccggc 


agaccaccgc 


tgatgttcac 


16920 


gtccaacagg 


aatctcgtgg 


tagcgatttg 


cggaatctcg 


aaacccggaa 


tagatatctt 


16980 


gagctcgccg 


gtcgttccgg 


ggccagggcc 


ggtgtgaatg 


gtgatgccct 


gggtgggcgc 


17040 


cgggaagggg 


tctccgaaat 


tgggaatcgc 


cgcggtcgac 


ccgaggatcc 


agtcctcgcc 


17100 


ttcgaagcgc 


atgctgatga 


gcggaagcgt 


catggttgac 


ccgggtgagg 


cggggatgtc 


17160 


cagcggaatg 


gttctcgtct 


gtgcgggaat 


tgtggtggcg 


ggcaccagga 


cgatgggatc 


17220 


catgtggatc 


gattcgtgga 


tctctagcgg 


tatcgcggga 


acatcgacct 


gcgggatggt 


17280 


gaagggtccg 


atctcgacga 


tttcgtggac 


gtcgaacagc 


gacatgccgg 


ggatgtcgat 


17340 


ctgctcgatg 


tggatggggc 


ccaggttgag 


ggtttcgttg 


aggtccagca 


gggtgctgcc 


17400 


ggcgatgtcg 


atgctgaagg 


agaagccgac 


cagcccgtgg 


tagtcaccgg 


tccacagcgc 


17460 
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cccgttgttg 


aagctgccgg 


agttgaacgc 


gccggtgttg 


acgttgccgg 


tgttgaacag 


17520 


gccggtgttg 


gtgtggccgg 


tgttgaacca 


gccggtgttg 


acggtgcccg 


ggttgacgcc 


17580 


gccggtgttg 


aagctgccca 


cgttgaggct 


gccggtgttg 


taggagccgg 


cattggccag 


17640 


accggtgttg 


aagttccccg 


cgttgaacaa 


cccggtgctg 


gccgtgcccg 


cattccccac 


17700 


accggtgctg 


taactgcccg 


agttgaacag 


cccgaagttc 


ccggtcccgg 


tgttgaagaa 


17760 


cccgatgttg 


ccggtgcccg 


agttgaacaa 


cccgaggttc 


ccggtgcccg 


agttcaggcc 


17820 


gccgatcccg 


gtccgatagt 


ccccggtcag 


cccgatcccg 


atgttgccgg 


tgccggtgtt 


17880 


ggccaacccg 


atattgccca 


cacccacgtt 


ggccaacccc 


cagctgccgc 


tgccggcgtt 


17940 


acccaacccc 


acattgccca 


ggccccccgc 


gcccgcggtc 


aggcccgcgt 


tgccgaatcc 


18000 


gaaattgccg 


gcaccgatgt 


tgccgaaccc 


gaggttgccg 


gtcccgacgt 


tgcccaaccc 


18060 


caagttgctg 


ccgccgaggt 


tgccggcgcc 


gacgttgatg 


ttgccgacgt 


tgcccgcacc 


18120 


caggttgaac 


tcaccgacgt 


tagccaaacc 


gaggttcacc 


ccgccgacat 


tgcccaaggc 


18180 


caaagcgttg 


ccgatgtcga 


ggtgctgcag 


ctcggcgatg 


gccgcgtcga 


tgatctgatc 


18240 


gaacacggac 


tcggcaggtg 


ggaaggtgag 


gatcgcgatc 


aggccatcga 


tggacacccc 


18300 


cgacatatgg 


tcgccgaggt 


tgctgaaccc 


cgagatcacc 


gccggggtgg 


tggcgtccag 


18360 


cgtgctcacg 


ttgaacagcc 


cggagatggc 


ggtgccggag 


ttcagcacac 


ccgaggccag 


18420 


ggtgccggca 


ttgcccagcc 


ccgagagtgt 


ccccaccagt 


gaccccgcgc 


cggcctggtt 


18480 


gagcaggccc 


gacacgcccg 


cacccaagtt 


gccgatgccc 


gatccgccgc 


cggcaccggt 


18540 


gttgaagaac 


cccgacgacg 


gcatctgggt 


cgagttcccg 


aagcccggcg 


ccgccgggat 


18600 


gtcgatgatc 


gggatgttga 


ggggtccggc 


actggtgcga 


atgtcgaagc 


ccagcgggat 


18660 


cgcggaaatg 


gtggtgcctg 


tgatcgtgac 


cgccgggatg 


tccacggacg 


catcgatcgg 


18720 


caccacttcc 


gacattgaaa 


tcccatcgat 


gaccgaggcc 


ggaatatcaa 


caggtatgcg 


18780 


gataggaatc 


gactcactca 


acgaaatcgc 


atccaggggg 


atgggctcga 


tctccagggg 


18840 


cacaccgatc 


ccggccacca 


cgattggctc 


aagatgaatt 


ggtccgagtt 


ggcccgtgat 


18900 


aggaccaaga 


acgggcaggc 


ctaacgtgaa 


atccatgggc 


ggaatatcga 


tattcgagag 


18960 


cgtgatgggg 


ccgaagctga 


tgaagctacc 


gttattcttc 


agggcggaca 


gcagggtggc 


19020 


ttccggggcg 


gtgaagccga 


cggtgacgac 


gccattgatg 


ccgatgtgga 


tggcggggat 


19080 


ggggatgtcg 


ggcacggtga 


agctgtagtc 


cgcgtcgccg 


gtgatctgca 


ggtgcagcgg 


19140 


cggaaggatc 


gtggtgtccg 


ggatgacgat 


ggggccgata 


ccgccagtcg 


tggtgatgcg 


19200 


gatcgggaat 


tgcgggatcg 


tgatgccata 


ggacaggccg 


aacaggccct 


cgtggtcgcc 


19260 
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gcgccacagc 
cgtattcata 
ggtgttggta 
ggtgttgaaa 
ggtgttgaaa 
gacattgccg 
gatgccggtc 
caacccgatg 
caaccccacg 
gttgccggca 
gttctgcgcg 
gttgaacgcg 
cccatttgcc 
cggggtgccc 
cagcacgccc 
gtcgtgcccc 
accgccgccg 
cggcaccgcc 
gaaggtcgcc 
ccccacggac 
gaaggtgaac 
ggtgaaacca 
tggtgtcggg 
taggaacaag 
gcggaacggc 
cgagatggtg 
aatgctgatc 
gtgcacggcg 
cacggtgacc 
gccgccccgc 
ggtgcccgcg 



atgccgttgc 
atgccggtgt 
tcaccgacat 
ttgccggcat 
ctaccggagt 
gtgccggaat 
tggtagtcgc 
ttgcccacac 
ttgcccaggc 
ccgatgttgc 
ccgatgttgg 
cccacatcgg 
aagaaccccg 
gctcccaggg 
gagctcagcg 
tggttccacc 
ccggtgttga 
ggcacatcga 
ggcacggtgt 
agtccggtga 
ccgtcgttgg 
ttcgggaaaa 
gtgaccaata 
acaccggcaa 
tcgagaaaaa 
tttgcggcca 
ggtgggacgg 
ggtaccggga 
gggaattggg 
cacaacaggc 
ttggccaacc 



tgtcggtccc 
tgaaccagcc 
tgaagctgcc 
tgaagagccc 
tgaacagtcc 
tgaacaatcc 
cgaccagccc 
ccaggttggc 
cggccaggcc 
cgaacccgac 
ccgcacccca 
cccacccgat 
acagctgctg 
tgctggtgtt 
tgccggcatt 
agcccgacgt 
agaaccccga 
tgatcgggat 
cgagggtgaa 
ccccggcgga 
cgacctccat 
gcgtccacgg 
tctgaccgct 
caacttggaa 
gccctatcga 
ggtccacgct 
tgaacggacc 
cgggcgccac 
agatcgtggg 
cgttgctgta 
cggtgttggc 



cgacatgagg 
ggtgttgatg 
cgtgttgtac 
agtactgccg 
gaagttgccg 
gatattgcca 
gatcccgatg 
cagcccccag 
caccgccgga 
gttcccgctg 
gttgaggtcc 
attgacaatg 
gccgaggttg 
gtaccacccg 
ggcaactccc 
gcccgcgccg 
cgatggggcc 
cgggatatcg 
cccgtcgggc 
ggcccgcgga 
acccaccgtc 
ggtggtgtcc 
aaccgtgagg 
cgcatcaatg 
accggcgagc 
tccggtgatg 
caggccgacg 
atgcagcggg 
cccgacgcgg 
gtcgcccgtc 
atgcccggtg 



gcgccggtgt 
tcgcccgggt 
gacccggggt 
gttccgctat 
gtgccggtgt 
ctacccgagt 
ttgcccgtgc 
ttgttgctgc 
cccgagttgg 
ccgagattgc 
cccacattgc 
gggctccggt 
ccgatgcccg 
gagatccccg 
gagcccgccc 
acgttggcga 
gtggtggtgt 
ccgatgagga 
aacagcgtga 
aaggtcagcc 
acgggggttt 
aagttgaggg 
ccgggcacaa 
gtgataaatg 
gggtcaagag 
ctggcgatgg 
gtggcgtcgg 
cccaccccgc 
acgccgacca 
atgaaggcgc 
ttgaaccagc 



tgcgggtgcc 
tgaaaccacc 
tggcgatgcc 
taccgatgcc 
tgaagaaccc 
tgaggccgcc 
cggtgttggc 
cggcattgct 
cgaacccgac 
ccaggcccag 
ccaacccggt 
tgagcacggt 
agaccaccgc 
agccgacgtt 
ctgctaacac 
accccgatcc 
tgccgaaccc 
tggtgccgtc 
acgcgtccag 
cacccgggaa 
gcgcgggaat 
ttaggggaat 
tgatgttctc 
ggtcactgag 
cgcgaatcgg 
gaagtgaggg 
tgatctcgac 
cgatcgcgtg 
ggccctcgta 
cggtgccgaa 
cggtgttgat 



19320 
19380 
19440 
19500 
19560 
19620 
19680 
19740 
19800 
19860 
19920 
19980 
20040 
20100 
20160 
20220 
20280 
20340 
20400 
20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
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gccgcccggg 
gtcaccagtg 
cgttccgcta 
ggtcccggaa 
gatgccggag 
gttgcccgtg 
gttgttgatg 
gcccaagttg 
cccgacattg 
cccgacattt 
gagcatcgag 
gccgatgccc 
cgagatccct 
cgaaccggcc 
gacgttgccg 
cgtggtggtg 
gccgatcgtg 
gctgaacccg 
actaaatccc 
aggattatcg 
gatcgttaaa 
gccgataaag 
tttccctaaa 
ggtgatgggt 
ggcggggatc 
gagcgggatg 
gagcaccagg 
ctggtagtca 
gttgacgttg 
gttcacaccg 



ttgaagccac 
ttggcgatgc 
ttaccgatcc 
ttgaagaacc 
ttcaagcccc 
ccggtgttgg 
ccggcattgc 
gcaaacccca 
cccaggccca 
ccgaacccgg 
cgcagcgtgg 
gacaccgccg 
gagcccaggt 
cccaacagcg 
aaacccgaca 
ttccccactc 
accccgcccc 
tcgatctggc 
gggatggtaa 
ggagcactga 
tcaatctgtg 
ctgacaagct 
ctgaaggtgg 
gtgatggtca 
acgatgtcgg 
gtgggcagga 
ccgatgggaa 
cccacccaca 
cccgagttgg 
ccggggttga 



cggtgttggt 

cggtgctgaa 
cggtgttgaa 
cgacgttgcc 
cgatcccggt 
caaacccaat 
caaaaccaac 
ggttgccatg 
ggttgtgccc 
tgttgaagtt 
ttcccgccgc 
ccggtgtccc 
tgagcacacc 
cgctcggcgc 
ccccacccgc 
ccggcgccgc 
ccacggtcag 
cctcgatatc 
agcccgggtt 
tgccattcgg 
gattggtggg 
gaccgttaga 
gaaagggcaa 
gcgggccgat 
gaaccaccag 
tcgggatggg 
ttgcggggat 
gcacgccgtt 
cgatgccggt 
agccaccggt 



gtcgccggcg 
gctgccggca 
gcggccggag 
ggtgccggag 
ccgatggtcc 
attgcccaca 
attgcccacc 
gccgatgttg 
accgatgttg 
gcccacattg 
cgacaccccc 
gaaaggcaac 
cgagcccagg 
ctggttccac 
accggagttg 
cgggatatga 
ggggatgcga 
gatcgacaac 
actgatcgac 
gaacagcgtg 
tccgggaatg 
atcaaaggtt 
ttggttgaca 
gttgatgggt 
cgggcccaag 
ctggatggtg 
cgacgagccg 
gttgaagttg 
gttggtgttg 
gttggtgtcg 



ttgaagctgc 

ttgaagagcc 
ttcccgatgc 
ttgaacaacc 
ccgaccagcc 
cccatgttcg 
cccgccgcgc 
cccaacccca 
gccgcaccca 
gccaacccga 
gacagctgct 
acgctggtgt 
gtgcccacgt 
cagcccgagc 
aagaatcccg 
aggccctgga 
tcgatcgtga 
ggcaacggct 
acactcacca 
atcggagggg 
gtggtgtcga 
tggatttgtg 
aatgtctgtt 
atgccgatac 
ttgacggttt 
atcgggccga 
gcggagacgc 
cccgagatga 
ccggtgttca 
ccggcgttga 



ccgtgttgta 
cggtgctggc 
cgaagttgcc 
cgatattgcc 
cgatcccgat 
ccaagccata 
cggcggtcag 
ggttgccgtc 
ggttgacgtc 
ggttgccggc 
ggcccaggtt 
tgtagaaccc 
tgccaacacc 
tgcccgcgcc 
acgacggggc 
tcgtgatggg 
tcggcggggt 
gcgcgggaac 
gcaaccccaa 
tatcccatct 
taacgatagg 
gaattgtgat 
gggcaaacag 
cgccgccgaa 
ggtgaatgct 
tgtcgccgtt 
cgaacaggcc 
acgcgccggt 
gccagccggt 
aactgccggt 



21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
22260 
22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 
22920 
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gttgtaactg 
gctggccgtc 
gttcccggtc 
attcccggtg 
gccgacgttg 
accatagttg 
ccccagaccg 
ggtgccaccg 
gaacaccccg 
caggctcagc 
ccccagcgcc 
ggaatggtag 
ggcggccgcg 
ccgcgcccgg 
gacccccacc 
caaccacccc 
cacccccgcc 
ctcagccagc 
atacatcagc 
ttcccagccc 
attttgctcg 
cactttgcac 
gggcgtcatc 
cggcgtgcgc 
tgcgacgttc 
agtgtcagtg 
agcgggtaaa 
ccggtcggga 
ttgtgacgcc 
caccgcgtgg 
ggtgttgaca 



cccacgttca 
cccgcattac 
cccgaattga 
cccgaattca 
ttggtgccgg 
ctgctgcccg 
gagttgccga 
gcattcccga 
acattgccca 
gccttcgcag 
tgcgccggtg 
ccggccatcg 
atcgccggcg 
ttggccgcca 
accacccgcg 
gcatacggcg 
gtcaggcccg 
ccatcccacg 
acggagttga 
gacaccaatc 
cattgccaac 
agacgccgca 
tgccctgaca 
cgaaccggca 
acttttaagc 
cacagtgcgc 
agtcgttcag 
tcgtacttgc 
gcggcgttgg 
tgtgcgtcgc 
taccactgca 



ccacgccggt 
cgacaccggt 
agaaccccac 
ggcccccgat 
tgttgccgaa 
cattgcccaa 
acccgacatt 
aacccagatt 
acccgacgtt 
ggctggcgaa 
ggctgaacgc 
ccgccacatc 
tgttctgccc 
ccagcgccgg 
cctgcccggc 
ccgccgcggc 
acgtcacctg 
ccgcggccgc 
tttccggtgg 
cccaccgaca 
ggcccaagaa 
gcaaaatgca 
cttcgactgc 
gcgccggcaa 
gcgaccacgt 
acctgattac 
cgacctgtct 
gccgcactgt 
cctccaggta 
tcagccattt 
ccacagcgga 



gttgaaattg 
gttgtaatta 
attcccggtg 
acccgtcagg 
accgatgttg 
cccgatattg 
cccgttaccg 
ctgcccaccc 
gtaattgccg 
cagggcggta 
cggcaacgcc 
ggcggcccac 
caacagattc 
atccaccgtc 
caccgcctcg 
cgccatcgcc 
cccaaacgac 
cgccagcaac 
caacaccgga 
ccccccacat 
cgattccccg 
catatgccct 
tggcggagtc 
atccatgacc 
aaggttgggc 
caaaaccccg 
ggtagagaaa 
ggtcagccgc 
gttgacatag 
gttggccgtc 
ctggcggcac 



ccggcattga 
cccgagttga 
ccggagttga 
tggttgccgg 
cccacaccca 
cccaagccgg 
aggttgccga 
acattgcccg 
acattgccca 
aggaacgcgc 
gcggcagcag 
atcagctcgt 
gacaccgcca 
gccgccaacg 
gccgcggccg 
gccgccgccg 
accgccgccg 
gggctcgacc 
aactccatca 
gacgtgtcga 
ataatcgcgg 
gtccagaccg 
cgcgagcatg 
ccagcctgtt 
aaagttccca 
aacctcactc 
tccagacccg 
gacaggttcg 
ccgccgaccg 
gccacctggc 
cagggaaatg 



acaaccccgt 
acaccccgaa 
acaacccgat 
tgagcccgac 
ggtttgcgaa 
ccaggcccgc 
acccgacatt 
cgcccaggtt 
aacccgcatt 
cgacacctcc 
ccgacgcgcc 
actcggcctc 
acgccaccag 
ccgcctcaaa 
ccaccgaacc 
caccctgcca 
accccaactc 
ccgcacccga 
cccattcccc 
cgccccgata 
gtactgggtg 
gcgagcggca 
ctcaccgccg 
cttgggtcac 
agcgtttcac 
gaaagccgag 
agtacatgat 
cgccgaagta 
aaaagtgttg 
cgtcgctggg 
ccgagccctc 



22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
24120 
24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
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cgggtccatg 
agcgggtggc 
cccgatgaca 
cagatacctc 
tccaaccgcg 
cagcacatga 
gcggtcggcc 
cgcgaaatcg 
tgtcgtcacc 
gtcgtcggca 
cgcatcgcag 
acccgccaca 
cgcttgatgg 
tcgaaatgca 
gaggcgccga 
gctacgaaac 
tcaagccgct 
ccggcagcag 
ttgcgcgcgc 
gaagaaacgt 
tatcagaacg 
gaccaaggtt 
ggcatccgcg 
cgacgacgcg 
cgccaaagcg 
caccgcggta 
cttcaccagt 
caacctgccg 
tagccggtcc 
acggtcgtca 



tcgcccaccg 
catgttccga 
tcggatccag 
accaggtcca 
gacttgatcg 
caattgcctc 
ccggccagcc 
acacggacga 
ccgaagttgc 
gacgcgctca 
gtcaaccccg 
cccacggtcg 
accgcataga 
ccccgcccgg 
tgtaggaatg 
cgccttccgg 
gtagttcgaa 
cacctgcccg 
caatatcgtc 
ctggcgagac 
cgccagagcg 
cctgagatga 
ggcattctca 
ttcatcgccg 
ctgggtcagt 
gccagcgttg 
atcgcgattt 
gccctgccag 
ctaacggatc 
cgaaatcgat 



cgccgcccag 
tggcggcgac 
ccacgaagcc 
tacggcgcag 
catccgcgac 
cggatgagct 
acgtctgtca 
catcgcagtc 
cgcccccgcc 
ccgcatcacc 
catggcgaga 
ggcagctgcc 
gatcggtcgc 
taggcccagc 
tccgccgccg 
acgtctgcct 
ttgaagatct 
cctatcgatg 
gggaagaccg 
atcacgaccg 
caaaccttta 
acctacggcg 
gcgccgcggc 
cgctgaacaa 
ccgtctgccc 
tggcgcgcgc 
cgatgtactg 
acatgccggg 
gatcgtggat 
ccccttgctg 



cgaatcgatc 
gatggcttgg 
ctccggcgga 
cgtcttgtgc 
agccgcgccg 
gaccgcgggg 
gccgaccagc 
cgcggtgggg 
gccacgaagc 
gccgggcaac 
atcggcgcct 
ggtcggaatc 
ggccgacacc 
agatcgagca 
cgcacagcga 
gcgaggcgac 
gctttccgct 
aggccagact 
ccgacgtcgc 
cgatcgtgtc 
taacttcgtg 
ccatcagacc 
cttcgccgcg 
tgccggcgtc 
gatcctggcc 
ccaaggcatg 
cccctcggtg 
gctgcccggg 
gcgatgtaga 
cgcaccacca 



agagccgacg 
gccgcggccg 
taggtcgtat 
tcaactccac 
gaccgcgccg 
tcaaccagac 
acctgcgcgg 
aacctcgcga 
gcecagaaca 
accaccgtcg 
aacccgccgc 
gcccggctct 
gtacgtttct 
ccatggcgcc 
tcttgagctt 
cgtcaccacc 
cgtgaacgcc 
ggcccaccca 
cggcgctccg 
gtatcgagaa 
tcccaaatgt 
ctgacgctgc 
ccagcacagg 
aactacggcg 
gagcccggcg 
tcccaggaca 
atggcagacg 
tcctaggcgt 
ccatggccgc 
acaggccggc 



cgcggcccgc 
gattcgtcgt 
ggccgccggc 
tgggttgcac 
ggcagctcgc 
cccacgtggt 
ccgcagacgg 
acgtcatcga 
gctccgcgtg 
ccgacttgag 
ccagggtcaa 
caccggccaa 
cgtggcgctg 
attggccgac 
gctggccgcc 
gcggccggat 
ctgccgttgg 
tcacccggtg 
acggcgccgc 
ccccggccgg 
gacgaccatg 
gactgctggc 
caaaccccgt 
atccggtcga 
ggtcgtttaa 
tggcgcaaac 
tcgccagcgg 
gcgcggctcc 
cgcgaccgtc 
ccgttcctcg 



24840 
24900 
24960 
25020 
25080 
25140 
25200 
25260 
25320 
25380 
25440 
25500 
25560 
25620 
25680 
25740 
25800 
25860 
25920 
25980 
26040 
26100 
26160 
26220 
26280 
26340 
26400 
26460 
26520 
26580 
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gacaacacca 
cggcgccaga 
aggatcggcc 
cagccagctc 
gattgggtga 
cgtcatcagt 
ccgtcaacag 
cgggcaggtc 
tcagcaacag 
cgccggcgat 
gcagcggcgc 
cgtccttggc 
gcaactgcac 
tcagcgtggc 
tggcgcaatc 
ggatggtgcc 
ggtcaccgaa 
ccagtctggc 
cggacaactt 
gagcatcagt 
cgatcaccag 
cgactacgac 
gttgatggaa 
tgagctgcgg 
tgggaggact 
ttgatcggag 
ggtgagttgt 
gcgggcgacg 
tggtattccg 
tgttcaaccc 
ccttcgaggc 



accgcagcac 
agttagcccc 
actgggcgcc 
cacgacattg 
cacgtggccg 
gcggctgacg 
gtgcgccacc 
gcgggtaccg 
ccccagcggc 
cgagatgtcg 
cggggtgccc 
cgggtcgacg 
gatgtagccg 
ggtgctgatg 
agcgtgctta 
caagccgggc 
gatctcgtcg 
atgcgtgtcc 
gtaccattgt 
gcgagcgagg 
ccggtgcgga 
gcgtggcagg 
gcggttgccc 
gagatggccg 
tcttgttctg 
aaattcagcg 
cgggataetg 
acgaagtcac 
gcgggcttaa 
ggccaaactc 
ccgcacacct 



cgccgccacc 
cgccagcacg 
aacagtgcgc 
gtcaacaaga 
gcgagctccc 
ccgacgtcga 
ccgaccgcgg 
gtgtggcaca 
cggcccaccg 
tagcgccgca 
agcaccagcc 
cgctccaacg 
gtgcagtcgg 
tcggcgggca 
ccgcgcacgt 
gtgcggcccg 
cgggtagcct 
gcggtgccga 
ggtacagatt 
cgaggcagcg 
tcacctcccg 
aaacggtcta 
gggataaggc 
gcggcgagga 
gctggccgct 
tgatccgttc 
gtcgcgccgg 
gatgctgaag 
gctccccatg 
ggtccgctca 
gacgcgttgg 



ccaacgccga 
aaccccaccg 
cggaaaacgg 
acgcccgggt 
acacatcggg 
ttaccgcggc 
ccacgacgat 
acgtcaccgt 
tcacaccacg 
gcaggtgcac 
ggcccaggtt 
ccgcgttctc 
ggttggcgtt 
ggtcgcggcg 
aggcctgcga 
ccgcgtccaa 
tgccgtccag 
tggcgacgac 
atccgtacat 
cctgtttcca 
ggccggcgat 
tctgctgcgc 
tgggcactcg 
gtgagaagcg 
gatcgcaaaa 
agcgggatcg 
atcgacgacg 
gcccgatacc 
tggctcccgg 
cgctgcgtaa 
tgaccgatga 



taccgatcag 
cgaagatcga 
ccctcacggt 
caacgggccc 
atgcacgtcg 
acccgggcgc 
gtcggcctgc 
ggcattctcc 
accgataacg 
aatgccgcgc 
ggtcgggtgc 
gtcgagatgc 
cagttcgtcg 
aatcgacgtg 
ccccgggtcg 
tgcggccacc 
catgatcgcg 
ccgctcacgc 
ctttctaaga 
ctcatcgaac 
gcggtgctga 
tcaccggaga 
gctttcacca 
tcaacttcga 
cggcccgtcg 
gcaaacccga 
aacaccggct 
actactgatt 
cagctgcgaa 
ccgggtcatc 
cctgatcgag 



cagcgcacca 
cccaaccagc 
catcgccgct 
acgccgcccg 
ccgaccagtc 
accatgtcag 
cgggtcaacg 
gagcgccggg 
accacatgcg 
ggagtacacg 
aacccatcgg 
ttgggcaacg 
atggtctcat 
atgcccacct 
tcaccgacca 
cgctgcttga 
cccacgccag 
gcccaccgta 
gaggacgcat 
aggtcaatac 
tgtccgccga 
acgccaggcg 
agtctgtaga 
tcccgatgcc 
gatcacccgg 
gccgctccaa 
ggtgtatcga 
tgggggctgg 
gccccggacg 
aaggccgcca 
taccaccggc 



26640 
26700 
26760 
26820 
26880 
26940 
27000 
27060 
27120 
27180 
27240 
27300 
27360 
27420 
27480 
27540 
27600 
27660 
27720 
27780 
27840 
27900 
27960 
28020 
28080 
28140 
28200 
28260 
28320 
28380 
28440 
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tgccggccgc 
gacgcaccgg 
tcaccgaggc 
cggtggccga 
cgatcgctat 
cgcacgccca 
tggggcataa 
agttcggcgg 
gccgcgccgt 
gcggcggcat 
ggctagacgc 
gcggcgacgc 
tccggatgac 
gcgaggctcg 
ccaaccgaac 
gggcgctgct 
ggtcggcgtg 
tggtcaccgg 
tgccggaaat 
agcataattt 
gtcgcagcaa 
catgcgcgtg 
caattggatc 
gtcggaagtc 
gatcaccttc 
gtcgcgtccc 
ggccacggct 
cgggtccacg 
accactgagg 
ctctcgcaac 



gggcggggtc 

cggcaaccag 
gatacacgcc 
cgcccgctcc 
gcggttcgcc 
tgccgcccgg 
ctatctggcg 
ttcgttgcag 
ccggcagcag 
cacagtcgac 
gatcgagctc 
gccggttaag 
cggccatagg 
gttgtttcgc 
gaccatggac 
cgccgagccc 
cacacactgt 
ggctccatag 
ccggttgact 
gaaccgatga 
tgcttcgccg 
gcgcacccac 
gcgatcgaca 
gacatttatg 
gaggtcggcc 
ggctcaccga 
tggtcgacgt 
gtcgcgcccc 
tcggcgccgc 
cggcagccgg 



gccatgacca 
atctggatgc 
gagggggcgg 
aaccaggcga 
cagaaggcga 
ctggccgtcg 
agcgcgtttc 
aaccgggcga 
gtcgcggtga 
gaggcactga 
accgcgggca 
gagttcgccg 
tttttccgcg 
gccgagctga 
ctggcgatgg 
gacctggtca 
aatcagtgca 
cgtccagatt 
tccccgcgcg 
gtcgacccca 
cgggccgcga 
tgatcgcccg 
acgattcgca 
acggcctgac 
atcaccaggg 
tctagccccc 
cgacacgcgc 
gcaagtcggc 
gcagcacgca 
tcaagttgag 



ccgtcgccta 
gcccgcatgc 
cgatcagcgc 
ccgcgctggc 
cccgcgagga 
acgccggctt 
tgtctccgct 
aggtagctcg 
ccgccaagct 
ccaccgccag 
gctcgctggt 
ccgcgttcaa 
aataccccta 
caatcccgct 
ccgaagggtt 
atcggatcgc 
tggccacgat 
gacgccaccg 
aatccggctc 
tccaccggtg 
cgtggttgtc 
tgcgcacctg 
gagcgggatg 
tatcaacatc 
catcatcgga 
tgccaagcac 
acccaccaac 
gtcatccagc 
cttgcgcaag 
accacgcaga 



ttgcgcggtc 
ggtgccggga 
ccagatcggc 
tccggtgcgg 
catcgacgat 
cgacgccgtc 
gctcaaccgg 
cggattggtg 
caacatgacc 
gtggctgcag 
caacccgatg 
accaccgctg 
ccgcgatgcc 
gattctgctg 
cgagttcgtc 
ggccgaaggc 
ttatcgccgc 
tgaagaagtg 
aggcactatt 
ctgacagttc 
gggagtgatc 
ttgctgcgct 
ttcgtcgacg 
gggaagccca 
cggctgtcac 
agcccgtgcg 
gacgcggtcc 
cgggcgcccg 
tcggtatcca 
tcatttccgc 



tcccccggcg 
ctgcgccggc 
cacgccggcc 
ttcttcaatc 
gtgctggccg 
gaaatccatt 
cgtgatgacg 
atggccgtgc 
gatggcatcc 
gacgacggcg 
tatttgttcc 
cgctggggca 
tatctgttac 
ggcggcatca 
gcgatggctc 
agccaggtgc 
actcactgtg 
caacccattg 
gaccgcgcgc 
ggtccgatcg 
ttcgtgccga 
tcgatcgggg 
gccagcgggt 
ccgggccgtg 
gcaccccgtc 
ccgccgcaaa 
gccacaatac 
tggtacgggc 
ccaggctggt 
cgagcacggc 



28500 
28560 
28620 
28680 
28740 
28800 
28860 
28920 
28980 
29040 
29100 
29160 
29220 
29280 
29340 
29400 
29460 
29520 
29580 
29640 
29700 
29760 
29820 
29880 
29940 
30000 
30060 
30120 
30180 
30240 
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gagcgtgaaa 


tccacgtcgt 


ccaacgtcag 


cggccgcagc 


cggcaagcca 


cgaagaccga 


30300 


gcccaacatg 


ctgcactggg 


caaatgtgct 


gtgccacagt 


gtcgtccgtt 


cgaaggtgca 


30360 


attacgaaac 


gccgaccctc 


ggtgttgtga 


ctcggccaga 


ttcacgccgc 


tgaaatcgca 


30420 


ttcgctgaac 


atcgcccgtt 


cggtgtgcag 


gcggctaagg 


tcctcgtcgc 


ggaagtctcg 


30480 


accggtgaat 


tcgcaatcaa 


cccactgctg 


caacgctttt 


caaccgcccg 


caggagacag 


30540 


ggtggccagc 


gcgtattcgc 


tcaccgcgat 


cagtgcatcg 


gtcgccgacc 


tgcgattgcg 


30600 


ggcgtcaaca 


ttgatcaccg 


gaatgtgtgc 


gggcagcgtc 


aacgcgtcgc 


gcaccgcgct 


30660 


aaccggatac 


cttggcgcgc 


tgtcgaactc 


gttgatggcg 


atcaagaacg 


gcaggttgcg 


30720 


gtgttcgaag 


aagtcgaccg 


ccgcaaagct 


gtcctgcaga 


cgccggcagt 


cgaccaagac 


30780 


gatcgccccg 


atggcaccac 


gcaccaggtc 


gtcccacatg 


aaccagaacc 


ggcgctggcc 


30840 


cggggtaccg 


aatagataaa 


gcaccagatc 


ctcgcccaag 


gtgatgcggc 


cgaagtccat 


30900 


cgccaccgtg 


gtgctccgct 


tgtcgggagt 


ggcctccagc 


atgtcgacgc 


cggcggaggc 


30960 


atcggtgacc 


atcgcttcgg 


tgcgcaacgg 


catgatctcc 


gaaacagcgc 


cgacgaatgt 


31020 


ggtcttgccg 


gacccgaatc 


cgcccgcgat 


gacgatcttc 


gtcgacgcgg 


tgccggatgc 


31080 


ctcagagtgc 


tttaaggcca 


cgcagggtcc 


ttcctatgag 


ttcgtggcgt 


tcgtcgcggg 


31140 


tcgatcggtc 


ggtcaaggtc 


gcgtgcaccc 


gaaggtaacc 


ggacgtgacc 


agatcaccga 


31200 


ccagcacacg 


cgccacaccc 


accggcaaat 


ccagccgagc 


cgagatttcc 


gcgaccgacg 


31260 


gactgccaat 


gcacaattgc 


aagatcctgc 


gtcgcatgtc 


gtaggccggc 


cagcggccag 


31320 


ccggtcccgc 


cggcagggtc 


tgcaccggcg 


cctgaagcgg 


aaggtcgacg 


tcggtaccgg 


31380 


tacgtccggc 


ggtcagcgtg 


taggggcgga 


ccaggcccgc 


cttcggtcta 


tcgccggcag 


31440 


gattgaacaa 


cgccgcccac 


ccgctcgaca 


aggatggcca 


tctcataacc 


gatctggccg 


31500 


atatcgcatc 


cggtcgcggc 


cagcgccgcc 


agcgccgacc 


cgtctcccac 


ctgcatcaac 


31560 


agcaggtagc 


cgttctgcat 


ctcaaccacc 


gactgcagca 


cctgcccgcc 


gtcgaacagt 


31620 


tgcgcggcgc 


cgccggccag 


gctggccagc 


ccggacgtca 


ccgcggccaa 


ctgatcggcg 


31680 


cgttcgcgtg 


gtagatgttc 


gctggccgcc 


acgggaagcc 


cgtcgaccga 


caccagcaat 


31740 


gcatgggcca 


ccccgggaac 


ctcgcgggcg 


aacttcgaca 


ccagccagtc 


aagcgggctg 


31800 


tccggcaagc 


gggctttcat 


tgctgattgg 


gtccctgact 


gctctcgcgg 


gcatgcgacc 


31860 


qcccqqtQcq 


cacgccgccg 


aaatggctgc 


tqatggaqqc 


acgaaccgcg 


tcggqqtcqc 


31920 


gtaccgcagc 


cgcgtgccgc 


ggcgctcggc 


cgggatgaag 


tccgccgttg 


gatgctagcg 


31980 


ctgcacccgg 


atgctcccga 


tcgggtccct 


caggcaccgc 


cgcccccggc 


actaaccggg 


32040 


ccccgggttc 


gcgcaccggc 


aggccgtagt 


ccgtgcggga 


ctgcacgggc 


ttgtccgcgg 


32100 
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cctcggcggc 


cgccgaccag 


ccgtggtccc 


acaccgactt 


ccagtccaga 


tcggggctgt 


32160 


gggccagctc 


gtgcgggtca 


cccaccatct 


cggagagcat 


ccgccggtag 


atgacgtcgt 


32220 


catcaaccgg 


gcccgccggt 


ggcgcgggtt 


tggcgggcgg 


cggcgccggt 


cgcggttctg 


32280 


gtgcgggcgg 


ttgtttgggc 


tcctgttgaa 


acctatcctc 


ccaccagggt 


gttttcagct 


32340 


cgcgccgccg 


ctgctgcatc 


ggctgggccg 


ggacgtcggc 


gatgccactg 


gaccccgggg 


32400 


tacggcgcgg 


gagcaacgtg 


accggtggta 


gcggcccgat 


ggcggcggga 


acgtccgtcg 


32460 


gatcggccgc 


cgcgggttca 


ggacacggcg 


gcttgatcgc 


aaatacccgc 


ggctttggcg 


32520 


gctgcgctgg 


ggccgtcccc 


tcgagcacgg 


ctagcggcag 


gtagacctcg 


gcggtggtgc 


32580 


cggtgccctg 


ttcaccggtc 


accggaccgc 


gcagcccgac 


tcggatgccg 


tgccgaccgg 


32640 


ccagccggcc 


gactacgaac 


agacccatgt 


gccgggcact 


atccggggtg 


acctcaccgc 


32700 


cggcccgcag 


ccgcatattg 


gccatccgcc 


gatcggcatc 


ggtcatgccc 


aggccggaat 


32760 


ccgagattcg 


cagcagaaca 


ctgccttcgc 


tgccgattgc 


ggcggcaacc 


cgaacgggtg 


32820 


tggtcggtga 


cgagtagcgc 


aacgcgttgt 


cgatcagctc 


ggcaagcaga 


tgaatgacgc 


32880 


caccagccgc 


tgcgccgact 


accgcacagt 


cgggtaccct 


cgcgatgtcg 


acgcggcgat 


32940 


agtcctcgac 


ctctgacacg 


gcggcgctga 


tcacggttga 


cagcggcacc 


ggctcgcggt 


33000 


ggtcacgggt 


aatctgcgca 


ccggccagca 


ccagcaggtt 


ggcgctgttg 


cggcgcagcc 


33060 


gggcggccag 


gtgatcgagc 


cggaaaaggc 


tgtcgagtcg 


ggcgggatcc 


tcctcgttgc 


33120 


gctccagttg 


gtcgatgacc 


gacagctgct 


ggtcgaccag 


ggaacggcta 


cgccgcgaca 


33180 


tggtctcaaa 


catctcgttg 


accagcagtc 


gcaaccgcgt 


ttcctcgccg 


gccagcaaca 


33240 


gggcccgggt 


gtgcagctcg 


tcgaccgcat 


gcgcgacctg 


accgatttcc 


tcggtggtgt 


33300 


acaccgccag 


tggctcgggg 


atcggctcgt 


cgccggcgcg 


gaccgccgcg 


atctcgccgt 


33360 


cgagatcggt 


atgagcaacc 


ttgagcgccc 


catcacgcag 


tacccgcatc 


ggcccgacca 


33420 


gcgtgcgcgc 


caccaccaac 


acgacgacga 


tcgcggtcgc 


gatggcggcc 


aacaccagca 


33480 


cggcgtcgcg 


aatcgcggca 


tcccgccggt 


cggtggcctg 


gctttgcacc 


gacttcgtca 


33540 


ccgcctcggt 


ggtgtcggtg 


atcacctgct 


cggcaatgtc 


gcgggtgatc 


tgtatcgagt 


33600 


gcagcagctc 


tgggttgttg 


accagtgcaa 


cggccggatc 


ggacatgatc 


gccatcctgg 


33660 


tcaccatttg 


ctgctgcagg 


ttcttggtgt 


ccggcgagcc 


tgcaccgagc 


gccgcgctca 


33720 


tcccgaacag 


cgtcgagggt 


tcggtgccgg 


ccagggtaac 


catcgcgctg 


cgcagttgcg 


33780 


gctcggcaag 


gtcggcgccg 


cgagtcacca 


ggatctcctg 


catcgtcatc 


tgcccgcggg 


33840 


cgccaacggc 


tcggctcaaa 


ccctgcacct 


gggttcggat 


ttgctcgctg 


tcaacccgca 


33900 
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ccgacgcgtc 
cccgcaagcc 
gcgtgttcac 
gctcgtactt 
tggccagcac 
cgcgcgcggc 
ctgctaacac 
ccggccagtt 
gagccggggc 
tggtcacgtg 
gagactcata 
acgtaaacaa 
caccgagcat 
ggatgttccg 
ggacgtgcgc 
ccgaacccaa 
atgcctcgct 
cgcaggcgac 
ggcccgaacc 
tgcgcattcc 
cggtctacga 
gacaccgaac 
gcacccaacc 
cccgggaaaa 
accttcaccg 
cgttgcggtc 
ccgggtgttg 
ttgtcgtagc 
ctgcgctaag 
gtgccgacga 
aacaggtcgc 



aatcacgttc 
gatgctgtcg 
tcccgaccgc 
gcgggcggtg 
ggcgacgtcc 
gaccagccgc 
catcgccact 
gcgcggcgac 
ggaaatatca 
gccgcggccg 
gacttcctgc 
ctggcaatcc 
gtcaccggac 
gctgctgttc 
cgcaaccggc 
gctgcgacgg 
cgcgcacgcc 
gacgttgttc 
caccggcctg 
gatgctggcg 
ggcctggcgt 
cagccggtat 
ggtgacagca 
tcgatgccgg 
gcaacaacgg 
aatgaatctg 
tgatctcgca 
agtcccggag 
tgccgcgaat 
ggtctcggcc 
ggcccaggcg 



tgggccgtca 
gccagcacct 
acgtctgcga 
aagtttttct 
agcgccgaca 
aggccgctgg 
accagcggca 
caggacggcg 
gaagcggccg 
tgccaccggc 
tcatgccttg 
gacgagtatg 
aggccggcaa 
gtatctccgc 
tgtgaactgc 
gccgggctgg 
tgggaggcgc 
accaacgtcg 
gacgaggcca 
ggccggcgct 
cagcacggct 
gcgcacaacg 
caccgaacgc 
tgagcttgcg 
cagcgcaggc 
ccgcaaaccc 
ggttgcgtgc 
gcattggcgg 
gcagcggcag 
gccctggcgt 
acggcgttac 



acagcagcgg 
tatccagcag 
tgacgtcggt 
gcgccccctc 
tgtatttcgt 
tgctggccat 
gaagcgcgat 
ggcgttgctg 
ccgcgaccgg 
cgcaccctta 
atgccgtccg 
acagcccacg 
acgggcaccg 
gtatcgcccc 
atctggtcga 
actaccacga 
tgtcgccagc 
gctaccgggc 
ccctggctga 
cgttgaacct 
ttgccggggc 
aagctcatcg 
aacccgggcg 
cgtccagcta 
gcagctgtca 
cacgcccgtt 
tggcagcctg 
cggccgcgtc 
ccgccggcac 
cgctgttttc 
acgatcagtt 



cgcgtaggcg 
cgcctgaccg 
gtcggccagt 
cacatcgtgt 
gatcgcgggt 
cgcagcctcg 
cgtgaacact 
aggtttgccg 
gatggtcggg 
tgcagcgctc 
ccccagccgg 
gccgaggtct 
ggcgctttgc 
caacaccggc 
gccgctcggc 
cctggcctcg 
gcgggtgttc 
cggtgacgtg 
tacgcacatc 
gtccaacgcc 
ggtctagtcg 
gcgtcgggcg 
atcacatcgg 
ccaccaccgt 
gcggcggcgc 
ggcccatatt 
ggggtgggtt 
ggatgtggcg 
aacggggcta 
cgggcacgct 
tgtccaggcc 



gtgacccgat 
ccgttgagca 
cgcgtctgca 
ccggtcgagc 
atcatttcgg 
acccgcaatc 
ttccatcgga 
cgggccggtt 
cgggcgaaca 
gaaaaacgga 
ccgggcgcgg 
ccaccgctgt 
catgatcggc 
aacgccatcc 
ttcgacctgt 
gtcaccgttc 
gccttcacgg 
ttgatgttcg 
accgggcagg 
gcagccgtcg 
cgaccaaggt 
ccggacagga 
accacgacat 
cagcggtgac 
gcagcgaagg 
gcgctagcat 
gtgatgtcgt 
aacatcggtt 
ctggcagccg 
gtgagctacc 
ttgaccggtg 



33960 
34020 
34080 
34140 
34200 
34260 
34320 
34380 
34440 
34500 
34560 
34620 
34680 
34740 
34800 
34860 
34920 
34980 
35040 
35100 
35160 
35220 
35280 
35340 
35400 
35460 
35520 
35580 
35640 
35700 
35760 
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ccggcggatc 
ttaacgcgcc 
ccgccagcag 
acaacagcgc 
gcaacggcgg 
gcggctggtt 
gcggtgccgg 
gcggcggcca 
caaaccccgc 
tgatcggcac 
gtggcgcggg 
ccggcgggaa 
gcgggcaggc 
gcggtacggg 
gcggcgggtg 
gcgccatcgg 
ccctaggcac 
gcaccggcgg 
tgatgggcaa 
gcaatggcgg 
tccccttcga 
cgggcggcga 
ccggccagca 
cccatggcac 
caaacggcgg 
ccgacggcaa 
cgcttggccg 
ctgtattcgt 
aggtgcagcg 
cacaccgccg 



gtacgccctc 
cactcaggcg 
ccccgacggg 
cgccacgccc 
tactggcggg 
gtacggcaac 
cggcaatggg 
aggcggcaac 
gctaaatggc 
ccaaggcggt 
cggagacgcc 
cggcgccgcc 
cgcgtccgcc 
cacgaacggg 
gctggtcggc 
cggtaccggt 
ccagccggtc 
gcgtggcggc 
cggcggcaac 
catcggcggt 
cgcccacggg 
cggcggtgac 
cgccaactcc 
ccccggcagc 
gccaggcagc 
ccccggctaa 
gccggaagtc 
cgtagggaat 
tcgtccagca 
ggaacagtga 



accgaggccg 
ctgttggggc 
caagatggcg 
ggaatggccg 
tcgggcggtg 
ggcggaaacg 
ggcgctggcg 
ggtctgaccg 
gccgccggcg 
gacggcacgc 
aatggcaacc 
ggcggtgacg 
ggtagttccg 
cacgccggcg 
aacggtggca 
ggtgccggcg 
ggcggcgacg 
gacggcggat 
ggcggcaacg 
gacggcgccg 
ggtaacggcg 
ggggggcatg 

ggcaatggcg 
ggcaacgcag 
gacggcctcg 
ttaccagccg 
gatgccttgt 
gccgagcacg 
cgaacccagc 
ggcccaaaac 



ccaacgtcca 
gcccgttaat 
gtctgctgtt 
gcggcaacgg 
ccggcgcggc 
gcggcatcgg 
gcgccgccgg 
gcaacgacgg 
acagcaatat 
ccgggggtgc 
ccgcaaacac 
gcggtgccaa 
tcggcggtga 
gtgcgggcgg 
acggtggcaa 
gcgtccccgc 
gcggcgacgg 
ccggcggcgc 
gcggcaccgg 
gcggcggaaa 
gcgctggtgg 
ccggcaccgg 
gtggcggcgg 
gcggcaccgg 
gcggggacgc 
ttccagtgcg 
gtgtaggcga 
tcggccacct 
ccgcgggagc 
gacacgccac 



gcagaatctg 
tggcgacggg 
cggcaacggg 
cggcaacgcc 
cggtggcgcc 
cgggaatgcg 
attgtggggc 
cgtgaatccg 
cgagccgcaa 
tggcgtcaac 
ctcgatcgcc 
tggcggtgcg 
cggcggcaac 
cgccggcggt 
cggtgccgcc 
caaccagggc 
cggcaacggg 
gggcggcgcg 
cggctcaggc 
cgccacgagc 
cgacgctggt 
tggacgtggc 
taccggcggt 
caccggtaac 
gtttaacggc 
tcacgctctc 
tcggaagcag 
tgtgctcgcc 
gcagcgccag 
ccaccgccga 



ctgaacgcaa 
gctgtcggca 
ggcgccggct 
ggattgatcg 
ggcggcagcg 
atcgtcgcgg 
agtggcggca 
gcccccgtca 
accagcgtcc 
ggcggcaacg 
aacgcaggcg 
ggcggcgccg 
ggcggtgccg 
gccggtggtc 
ggcggcaacg 
ggtaacagcg 
ggcaccggag 
agcggttggt 
ggtgtcggcg 
acgtcgagca 
cacggcggaa 
gggttactgg 
gccgggggca 
gctgacagca 
agtcgcggca 
ggccggcagc 
cccgccttgg 
gttgtcgagc 
gcagaagctc 
ctcgtcttcc 



35820 
35880 
35940 
36000 
36060 
36120 
36180 
36240 
36300 
36360 
36420 
36480 
36540 
36600 
36660 
36720 
36780 
36840 
36900 
36960 
37020 
37080 
37140 
37200 
37260 
37320 
37380 
37440 
37500 
37560 
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cggcctttca 
gtcgccgaat 
ggcgccggcc 
ttcttggcgg 
gcctgcagcg 
tcgagacgct 
gtcatgtggg 
aggctcacgt 
ccgcggctgg 
gcggccaagg 
ggcaacggcg 
gactgccgcg 
ctgaccgagg 
acgacgccca 
cgtttgcggc 
gcgagcgcgc 
cgccgctggc 
tgcggtgtcg 
cgaggttgat 
cggcgatcag 
ccatcgcgtc 
tggcccacac 
gcgacgacga 
cccacagcgc 
cttcgacctg 
ggccgttggc 
cggcgcccaa 
tggcattgac 
actgcggcga 
ggtggtgcag 
tctcggggaa 



ggcaggggat 
cgcggacccg 
cgctgaggta 
cgtcctcgac 
ccagctcgag 
tgcgcaccga 
caggctaccg 
ccgaccttta 
tgtggttcta 
tcgcccacat 
ccgggatcat 
acgacgcgcc 
cgatcgccgc 
cgggctgagc 
gtgtcgcgtc 
gccgaccgcc 
gttttggacc 
cgcccacacc 
gaacgtcacc 
cacgcggtcg 
caggtccgcc 
gtcggcggcg 
gcccaccccg 
ctcccgccga 
cggcacggaa 
tgttcgctcc 
gcccaaacgc 
acacgggccg 
atagaaaccc 
cttgaaccac 
gccgaaattg 



cagcagcacc 
ccccatccgc 
gccccgggcg 
gaacacccac 
gcattccatc 
gcgggtagtg 
ttgggccatg 
cgggtggttg 
cttcgacggg 
caccgcccat 
cgtggtgggc 
gtattgggcc 
ctacagcacc 
gggctggccc 
gcccgtttca 
agggtgaggc 
tggccgcgga 
ccgggcgtgc 
ccctgggccg 
ccgtcggaca 
cgcaggaact 
gccagctcca 
ggtaaccggt 
gacatgccga 
agctgcaccc 
gcgaccagct 
acctccgttc 
tgcaccgcca 
atcggctggg 
gccgagtaga 
gcaaacgcct 



ggcgcccggt 
tcgccgcggg 
ttggccaggt 
tgccagcctt 
agcacgtcgc 
gtcaggacct 
agcgtcgaac 
accaccgtcg 
accgacctga 
ccgcaggtca 
gggacggcgg 
aagtaccgcg 
cggctgaaga 
ccgctcgccg 
ctgtcggcgc 
ggcccatccg 
tcagcagcgc 
agagcacgtt 
tggcgggtcg 
ccgatcccag 
gggtcggata 
gctcgctcat 
ccggccggcc 
agcagcccag 
gcgacgtcaa 
tctcggccag 
cggcgttctc 
cgccgtgccg 
cgcgcagcag 
acaccagcga 
ccagcttttc 



gcatgtgttc 
tgtcgccgtc 
agacgtcggc 
gggaattgga 
gtggcaccgg 
cgtcgacgga 
tgacacaaga 
cccgatcggg 
cggtgtactc 
gcctgaacct 
cggtggtggc 
aggatgccgc 
tcaccccgac 
ccagagtgaa 
agaggttcac 
ttcggcgacg 
cggcgccgtg 
gaccatcccg 
ctgccgatga 
cctctcggcg 
gctgtccggg 
ccccggcagc 
cgtggccgcg 
cgccccggcc 
gtccggcagg 
ctcggcgccg 
acacgtggcg 
gcgggcgtcg 
cgccgcacag 
cgcgaaactc 
gtagatccgg 



ggcgagatag 
ggggtactcg 
gatcgccttt 
accggtgggc 
cttgtcgaaa 
caggttgagg 
ggtttctgcc 
gcagccggtt 
catgcctcag 
ggactccgac 
caccgatgtc 
gaagttcggg 
ccgggtgtgg 
atccacgacg 
cggaagtcgc 
acggtgattg 
tgcgcgagct 
gtctcgtctt 
gtcaccgcgc 
ggcagcaccc 
gagacgccgg 
gccgggatgt 
gccccggccg 
gtcgccagcg 
gaggtgaacg 
aggtagcgga 
tgcgccaggc 
gccaccagcg 
aacgccgccg 
agtgcgtggc 
tcgatcacct 



37620 
37680 
37740 
37800 
37860 
37920 
37980 
38040 
38100 
38160 
38220 
38280 
38340 
38400 
38460 
38520 
38580 
38640 
38700 
38760 
38820 
38880 
38940 
39000 
39060 
39120 
39180 
39240 
39300 
39360 
39420 
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cgtcgggggc 


gccgtgcagc 


gcgcgcatgc 


cgtcgtagaa 


ccggccgcgc 


agccggcgca 


394 80 


tgcgttcggt 


ggagcgtttg 


gaccccatgg 


cgcggcgcag 


ctggtcggcc 


tcggcggcgg 


3954 0 


aaaagccggc 


gcagtcgacc 


gccaactgca 


tcagctgctc 


ctgaaacagc 


ggcactccca 


39600 


gcgtctttcg 


caatgccggc 


gccatcgacg 


ggtgctcgta 


gatgaccggg 


tcgacgccgt 


39660 


tgcgccgccg 


gatgtagggg 


tgcaccgatc 


cgccctggat 


gggcccgggg 


cggatcagcg 


39720 


ccacctccac 


caccaggtcg 


tagaacactc 


gcggcttaag 


gcgcggcagg 


gtggccatct 


39780 


gcgcacgtga 


ctccacctgg 


aacacgccga 


cggaatcggc 


gcgggccagc 


atctcataca 


39840 


ccgccggctc 


ggagaggtcg 


aggcgggcca 


ggtccacctc 


gatgcccttg 


tgctcggcca 


39900 


ccaggtcttt 


cgcatagtgc 


agcgccgaga 


gcatgcccag 


cccgagtagg 


tcgaatttca 


39960 


ccaagccgat 


tgccgcgcag 


tcgtctttgt 


cccattgcag 


gacgctgcgg 


ttggccatgc 


40020 


gcgcccattc 


caccgggcac 


acgtcggcga 


tcgggcggtc 


gcagatgacc 


atgccgccgg 


40080 


agtggatgcc 


taggtgccgc 


ggcaggttgc 


ggatctgggt 


ggccaggtcg 


atcacctgct 


40140 


cggggatgcc 


gtcaacgtcg 


tcggcctgcc 


cggtccagtg 


gctgacctgc 


ttgctccacg 


40200 


cgtcctgctg 


gcccggcgag 


aagcccaggg 


cgcgggccat 


gtcacgcacc 


gcgctgcgcc 


40260 


cccggtaggt 


gatgacgttg 


gcgacctggg 


cggcgtagtc 


gcggccgtat 


ttgtggtaga 


40320 


cgtactggat 


gaccttttcg 


cgctgatccg 


actcgatgtc 


gatgtcgatg 


tcgggtggcc 


40380 


cgtcgcgggc 


gggcgataag 


aagcgctcga 


acaacagctc 


gttggccacc 


gggtcgacgg 


40440 


cggtgacgcc 


cagggcatag 


cagaccgcgg 


agttggccgc 


cgatcccctg 


ccctgacaca 


40500 


ggatgtcgtt 


gtcccggcaa 


aaccgggtga 


tgtcgtgcac 


caccaggaag 


tagcccggaa 


40560 


atctcagttg 


ggcaatgact 


ttcagctcat 


gctcgatctg 


ggagtacgcc 


cggggcgcgc 


40620 


tcttgggcgg 


cccgtaacgc 


tcgcgggcgc 


ccgccatgac 


caacgaccgc 


agccagctgt 


40680 


cctcggtgtg 


cccgtcggga 


acatcgaacg 


gcggcagccg 


cggcgcgatg 


agctgtaggc 


40740 


caaaggcgca 


ccgctcgccg 


agctcggcgg 


ccgcggtcac 


cgcctcgggg 


caccacgcga 


40800 


acaaccgggc 


catctcctcc 


ccggaccgca 


ggtgcgcccc 


acccagcgga 


gccagccacc 


40860 


cggccgcgga 


gtccagcgac 


cgccgggccc 


ggatggccgc 


catcgccatc 


gccagccgcc 


40920 


cacgtgacgg 


atccgcgaag 


tgcgccccgg 


tggtggcgac 


gatgccgaca 


ccgaagcgcg 


40980 


gcgccagtcc 


ggccagcgcg 


gcgttgcgtt 


cgtcgtcgag 


cgggtgacca 


tgatgggtca 


41040 


gctcgatgct 


gacccggctg 


ggggtgaacc 


ggtccaccag 


atcggccagc 


gcccgctgcg 


41100 


ccgcggccgg 


gccaccctgg 


gaaagcgctt 


ggcgcacatg 


gcctttgcgg 


cagccagtca 


41160 


ggatgtgcca 


gtgcccgccg 


gcggcctcgg 


ttagcgcgtc 


gaagtcgtag 


cgcggcttac 


41220 
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ccttttcgcc 


gccggccaga 


tgcgccgccg 


ccagttgccg 


cgacaaccgc 


cggtagcctt 


41280 


ccgggccgcg 


ggccaacacc 


agcaggtgcg 


ggccgggcgg 


atccggccgc 


tcggtgcgag 


41340 


ccgtggcgcc 


cagtgacagc 


tcggcgccga 


agaccgtgcg 


cacgtcgagt 


tccgcggccg 


41400 


cttcggcgaa 


ccgcaccgcc 


ccgtacaggc 


cgtcgtggtc 


ggtcagcgcc 


agggcacaca 


41460 


ggcccagccg 


ggcggcctcc 


tcgaccaact 


cctcgggcgt 


gctggccccg 


tcgaggaagc 


41520 


tgtacgccga 


atgcgcatgc 


agctcggcat 


acgcgacgga 


cgatccgacc 


cgttcccggc 


41580 


ccggcggctg 


gtacgccccg 


cgcttgcggg 


accgtgggac 


gtccccatcc 


gcgtcgaacg 


41640 


ccggcacccc 


ggcatggcgc 


ggcttgccgt 


taagcacccg 


ttccatttcc 


gcccagctcg 


41700 


gcggcccgtt 


gctccacccc 


acattccaca 


gtatatcgaa 


caattgttcg 


atacagcgca 


41760 


gttgttcagc 


acatcttcac 


ctgcgaaaca 


tgttcttaac 


cgtttgggcc 


ttctgcttcc 


41820 


ggtgcggtcc 


ggcggacact 


tatacctggg 


gtcgcaaaac 


gacggtgggg 


acttgtcatg 


41880 


gcacaactga 


cggcactgga 


tgcgggtttt 


ctcaagtccc 


gcgatccgga 


gcggcacccg 


41940 


ggcctggcga 


tcggcgcagt 


tgccgtcgtc 


aacggtgccg 


cccccagcta 


cgaccagctc 


42000 


aaaacggttc 


tcacagaacg 


gattaagtcg 


atacctcgat 


gtacccaggt 


gttggcgacc 


42060 


gagtggatcg 


actatccggg 


attcgacctc 


acccagcacg 


tgcgacgggt 


ggcgcttccc 


42120 


cggcccggcg 


acgaagccga 


gctgttccgg 


gccatcgcgc 


tggcactgga 


gcgtcccctc 


42180 


gacccggacc 


gcccgctgtg 


ggaatgctgg 


atcatcgaag 


gcctcaacgg 


caaccgctgg 


42240 


gcgatcttga 


taaaaatcca 


ccattgcatg 


gccggcgcca 


tgtcggcggc 


ccacctgctg 


42300 


gccaggctct 


gcgacgatgc 


cgacggcagt 


gccttcgcta 


acaatgttga 


tatcaaacag 


42360 


attccgccgt 


atggcgatgc 


gcggagctgg 


gccgaaacgc 


tgtggcgaat 


gtccgtcagc 


42420 


atcgctggcg 


ccgtctgcac 


ggccgcggca 


cgcgccgtca 


gctggccggc 


agtgacgtca 


42480 


ccggccggcc 


cggtcaccac 


caggcggcgg 


taccaagcgg 


tgcgcgttcc 


ccgcgacgcc 


42540 


gtcgacgccg 


tgtgccacaa 


gttcggggtg 


accgccaacg 


acgtcgcgct 


cgcggccatc 


42600 


accgagggct 


tccgaacggt 


tctgctgcac 


cgcggccagc 


aaccgcgcgc 


cgactcactg 


42660 


cgtaccctgg 


agaaaaccga 


tggcagctcg 


gccatgctgc 


cctatctccc 


cgtcgagtac 


42720 


gacgacccgg 


tgcggcgatt 


gcgcaccgtg 


cacaaccggt 


cacagcagag 


cggccgtcgt 


42780 


caacccgaca 


gtctgtcgga 


ctatacgcct 


ctcatgttgt 


gcgccaagat 


gattcacgcg 


42840 


ctagctcggt 


taccgcaaca 


aggcatcgtc 


accctggcga 


ccagtgcacc 


caggccacgc 


42900 


caccagttac 


ggctgatggg 


ccagaagatg 


gaccaggtgc 


tgcccatccc 


gcccaccgca 


42960 


ctgcagctga 


gcaccgggat 


cgcggtcctc 


agctacggcg 


atgagctggt 


gttcggcatc 


43020 


accgctgact 


atgacgccgc 


gtccgaaatg 


cagcagctgg 


tcaacggtat 


cgaactgggt 


43080 
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gtggcgcgtc 
aagcgttcat 
gcccgagcgc 
tgcgcaagtt 
ccacgttgga 
gcgtcttcgg 
cgggccggtg 
gatttgcgct 
gcgccgacac 
tgtcgcagct 
agcccgcggt 
cggcctggct 
tcgcggtgct 
tctggtatgc 
acgacgccgc 
aacttggacc 
accgcaacgc 
agcgtcatgc 
actgggacaa 
ctcccctggt 
tcggccccca 
ccgcactgtt 
gtcagctccg 
gctccgaccg 
ggccgcggcg 
tcctctgcgg 
gagaactcga 
cgaggctagc 
gcaaccaccc 
gttgatcacg 



tggtggcgct 
cccgcgcact 
gtcactgacg 
gggcccggtc 
cgccacccag 
tagtggccta 
cgtggtcgtc 
gatcatcggt 
ggtggtcacc 
gcccgacgcg 
gttcttcgac 
cgcccccggt 
cagtggccgc 
cggcagccat 
ggcggcagcc 
cttcccgggt 
ggcccgggac 
gctgcgggtg 
ggggaaaacg 
gccgatctac 
tggtgttcca 
tgcgctggac 
tgaggctccc 
tcaacgagga 
gcgacagact 
tgacctggct 
gacgcggcac 
aatccgtgcg 
gccgaaggcg 
ctgagccatc 



cagcgacgat 
ccccagcgcc 
ccatctccgt 
accatcgatc 
gaactggtcc 
gacgttccga 
tcggcccact 
gtcgaccgca 
gacctaagcg 
ttacaggcac 
ttcgacggca 
gccttggagg 
gacctggccg 
ggtttcgaat 
ataccggtgc 
gttgtggtgg 
cgggtcggcg 
acgacgggcc 
ctgctgtggg 
ctcggcgacg 
attgtggtgc 
agtcccgcac 
ctgcgggcaa 
ggacggccat 
tgggcggcat 
ggtagcttag 
aggtcggcac 
gcggggacat 
tcgtcgatcg 
cgcaggcgca 



tccgtgctgc 
gcgcggcggg 
cggcgttgac 
cgcgccgcca 
ggcaactcca 
tcgtagcggc 
cggcgggcgt 
ccgggtgtcg 
aggtcagcgt 
tcggcctggc 
cgctgtccga 
cactgcagaa 
acgtgacaca 
tgaccgcacc 
tgaaacaggc 
agcacaagcg 
aagtcgccgc 
gcgaagtcat 
ttcttgacca 
acatcaccga 
gccacaccga 
gggtcgcgga 
cgtgagacgc 
gtggtttgca 
caggtcaggg 
gcacgtcttt 
catgaggcgg 
cgaagctgag 
tgtcgcgctg 
gaacgcactc 



tgtttaccaa 
ggcggccctc 
ccccgtgaga 
tgacgcggtg 
ggaagtcggt 
cggccgtctg 
cacggccgca 
ggacgcattg 
gcgcaccggg 
cgacggcctg 
cattgtcgag 
gttggccgcg 
gcgggtgggt 
cgacggaacg 
ggctgccgag 
gtttggcgtc 
ggcggtgcgc 
cgagttgcgt 
tctgccgcat 
cgaggacgct 
cgacggtgac 
gttcaccgat 
ggtgccgccg 
ttggtgaacc 
atcagcgccg 
atcgacaccg 
cgtgcaatga 
atgtgccagt 
caacgccatc 
aacctggcga 



ggatcggcgt 

tgtgccgacc 
gggtgggtcg 
ctgttcgaca 
gtgggcaccg 
gcggtgcggc 
cgcgaaagcg 
cgtcgcgacg 
gaccgacgca 
gtcgcccggc 
gatcccgacg 
cgctgtccga 
ctgcccggca 
caccaccaga 
ctgcgccagc 
gccgtgcact 
acggccgagc 
cccgatgtcg 
tcgggctcgg 
ttcgatgtgg 
cgcgccaccg 
cggctggcgc 
cgggcgatac 
cggagatgct 
cctatgcgcg 
ggtgctgcca 
cgaagatgga 
tgatgcgcga 
gaaacgttgc 
gctggcgtcg 



43140 
43200 
43260 
43320 
43380 
43440 
43500 
43560 
43620 
43680 
43740 
43800 
43860 
43920 
43980 
44040 
44100 
44160 
44220 
44280 
44340 
44400 
44460 
44520 
44580 
44640 
44700 
44760 
44820 
44880 
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gctgaagcgg 


ctgctggacg 


atctcgccgg 


cgaatcgggg 


ctgcgggcgg 


tggtgctgcg 


44940 


gggcgccggt 


gacaaggcgt 


tcgccgcggg 


tgccgacatc 


aaggagtttc 


cgaacacccg 


45000 


catgagcgcc 


gcggacgccg 


cggagtacaa 


cgagagcctg 


gccgtctgcc 


tgagggcgtt 


45060 


gaccacgatg 


ccgatcccag 


tcatcgcggc 


ggtccggggg 


ctcgccgtcg 


gtggcggctg 


45120 


tgagctggcg 


acggcctgcg 


atgtgtgcat 


cgcgaccgac 


gacgcgcgct 


tcggcatccc 


45180 


gctgggcaag 


ctcggcgtca 


cgacgggctt 


caccgaggcg 


gacaccgtcg 


cgcgcctcat 


45240 


cggtccggcg 


gcgctgaagt 


atctgttgtt 


cagcggagaa 


ctgatcggca 


ttgaggaagc 


45300 


cgcccgctgg 


tgattggtgc 


aaaaggtcgt 


cgcaccacag 


gatttggcgg 


ccgcgacggc 


45360 


caaactggtc 


ggccaggtct 


gtcggcaatc 


cgcggtgacc 


atgcgtgcgg 


cgaaggtggt 


45420 


cgccaacatg 


cacggccgag 


cgctgaccgg 


cgccgacacc 


gatgcgctga 


tccggttcgg 


45480 


tgtcgaagcc 


tacgaggggg 


cggacctacg 


cgaaggggtg 


gcggccttca 


gccagggacg 


45540 


cccacccaaa 


tttgatgatt 


agcgccatga 


ccgatgctga 


cagtgcggtc 


cctccccgac 


45600 


tcgacgagga 


cgcgatctcg 


aaactcgagc 


tgaccgaggt 


cgccgacctg 


atccgcaccc 


45660 


ggcaactgac 


gtcggcagaa 


gtgaccgagt 


cgacgctgcg 


gcgtatcgaa 


aggcttgacc 


45720 


cccagctgaa 


gagctacgcc 


ttcgtcatgc 


cggaaactgc 


gctagcggcg 


gcacgtgccg 


45780 


ccgacgccga 


catcgcgcgc 


ggccactacg 


agggtgtcct 


gcacggcgta 


ccgatcggcg 


45840 


tgaaggatct 


ctgctacacg 


gtcgacgccc 


cgaccgcggc 


cggcaccacc 


atctttcgtg 


45900 


actttcgccc 


ggcatacgac 


gcgacggttg 


tcgcgaggtt 


gcgcgcggcc 


ggcgcggtga 


45960 


tcatcggcaa 


gctggccatg 


acggaggggg 


cctatctcgg 


ctatcacccc 


agtctgccga 


46020 


ccccggtcaa 


tccctgggac 


ccgacagcgt 


gggcgggcgt 


gtcctcgagc 


ggctgcggcg 


46080 


tggccaccgc 


ggcgggattg 


tgcttcggct 


cgatcgggtc 


ggacaccggg 


gggtcgattc 


46140 


gctttccgac 


gagcatgtgc 


ggcgtcaccg 


ggatcaaacc 


gacgtggggc 


cgggtcagcc 


46200 


gtcacggcgt 


cgtcgaactt 


gcggcaagct 


acgaccacgt 


cgggccgatc 


acccgtagcg 


46260 


ctcacgatgc 


ggcggtattg 


ctcagtgtca 


tagcgggatc 


cgatatccac 


gatccctcgt 


46320 


gctcggcgga 


gcccgttccg 


gactatgccg 


ccgacctcgc 


cttgacacgg 


attccgcgtg 


46380 


tcggggtgga 


ctggtcgcag 


acgacgtcgt 


ttgacgagga 


caccacggcg 


atgctggccg 


46440 


atgtcgtcaa 


aacgctcgac 


gacatcggat 


ggcccgtcat 


cgacgtcaag 


ctgcccgcgc 


46500 


ttgcgccgat 


ggtggcagcg 


ttcggaaaaa 


tgcgcgcggt 


cgaaacggcg 


atcgcgcatg 


46560 


ccgacaccta 


cccggcgcgc 


gccgacgagt 


acgggccgat 


catgcgcgca 


atgatcgacg 


46620 


ccggacacag 


gctggctgcg 


gtggaatatc 


agacgctgac 


cgagcggcgt 


ctggaattca 


46680 


cgcgatcgct 


gcgtcgcgtg 


ttccacgacg 


tggacatcct 


gctgatgccc 


agcgccggaa 


46740 
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ttgcctcgcc 


cacactggaa 


accatgcgcg 


ggctcggaca 


agacccggag 


ctgaccgcca 


46800 


gactggcgat 


gccgacagca 


ccgttcaacg 


tcagcggtaa 


tcccgcgata 


tgcctaccgg 


46860 


cgggaacgac 


ggcgcgcgga 


acgccgctcg 


gcgtccagtt 


catcggccgt 


gaattcgacg 


46920 


agcacttgct 


cgtccgagcc 


ggccacgcat 


ttcagcaagt 


caccgggtat 


catcgccgac 


46980 


gcccgccggt 


gtgaaaaacc 


ctcggccgca 


aaaggcttgc 


gaatgtcgca 


ccgaaggtcg 


47040 


cggcgaatcg 


ccttactggt 


atgtttacga 


acacaatctg 


tggccatcaa 


gggaggacgc 


47100 


gttgagcatt 


agcgcggttg 


ttttcgaccg 


tgacggtgtg 


ctcaccagct 


ttgactggac 


47160 


acgtgccgag 


gaggatgtgc 


ggcgaatcac 


gggcctacca 


ttggaggaga 


tcgaacgccg 


47220 


ctggggtggg 


tggctcaacg 


gattgactat 


cgacgacgcg 


ttcgttgaaa 


cccagccaat 


47280 


tagcgagttc 


ctctcgagcc 


tggcgcgcga 


gctcgagctc 


ggttcgaagg 


caagagacga 


47340 


gctagtgcgc 


ctcgactaca 


tggcgttcgc 


ccagggatat 


ccagacgcgc 


gtccagccct 


47400 


tgaagaagcc 


cggcgccgtg 


gcctcaaggt 


cggtgttctc 


acaaacaaca 


gcctgttggt 


47460 


cagcgcccgc 


agcctccttc 


agtgcgccgc 


tctgcacgac 


ctcgtcgacg 


tcgtgctgag 


47520 


ttcgcagatg 


atcggagctg 


ccaagcctga 


cccgcgggcc 


tatcaagcga 


tcgcggaagc 


47580 


cctcggcgtc 


tcgacaacgt 


catgcctgtt 


cttcgacgac 


atcgccgact 


gggttgaggg 


47640 


cgcacggtgc 


gcgggcatgc 


gcgcgtacct 


cgtggaccgt 


tccggacaaa 


ctcgcgacgg 


47700 


cgtcgttcgc 


gatttgtcca 


gccttggagc 


gatcctggac 


ggcgcgggac 


catgaccgaa 


47760 


cgtgacgagc 


cggacatcgc 


cgacagggac 


gcctcattgg 


ttactctcat 


cgaccagccg 


47820 


cagtgcactt 


aggatggcag 


ccttaactac 


cgtcgccgag 


cagtaaagtg 


tcttggcaat 


47880 


ccacaacggc 


gcgtatggcg 


gttcgcagtg 


ttgcgatagc 


cacccacccg 


cgcgactgat 


47940 


ctgcgccgac 


aaggatgtgc 


cgctgtgcct 


ctgccaatgc 


gccagagctt 


gaatgcaata 


48000 


tgctgtctct 


tccgcagtcg 


cttggccgtc 


gaaaaatccc 


cacgagccat 


cgggcctctg 


48060 


cgtattaaga 


atccacccaa 


tcgcatctga 


gcatagggca 


tcatcatagt 


tactggcagc 


48120 


acatatcaga 


tgcgcagtcg 


tataatatgc 


cgatcggtgc 


cacttatccc 


gccagcagaa 


48180 


ccgtccaggc 


tccttgcttg 


atcggatgaa 


ttccagaacc 


tttcgtactc 


gtggatgaca 


48240 


tttgtcgtag 


cccgcctgct 


tcaacgcacc 


gagcacgtgg 


acgttcgtcg 


atatcgaggg 


48300 


gccgacttcg 


tgaaagtagg 


tacggaacca 


atcggcgtct 


tcgaattgta 


atacggctcc 


48360 


gatatccggc 


gaccgtccaa 


acttcgacaa 


aacatcgtag 


gccacacttg 


tggtgtcaca 


48420 


atcttccaag 


gtggaatttc 


ctgtccaccc 


cacacctcga 


ccacggaccc 


aatgttgttc 


48480 


gacatggtca 


agatagggta 


ggtacgtacg 


aacgatctca 


ggatcggaca 


aatcaatatc 


48540 
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cgtacgcgag 


agattccata 


gagaccaaac 


aatttcaaaa 


atctcggctt 


gatagaaggc 


48600 


cggcgcaccg 


ccatcgccgg 


cttgaattat 


cgatgagatg 


tacgccaagg 


cccgcttgtc 


48660 


tcctggttta 


acatgtaacg 


cgaagtaggc 


tgacgctgat 


ggcgaatact 


tgaccgatcc 


48720 


atttgtctcc 


tgcaagttat 


cgacatccaa 


cataccgaca 


ccgtcttggc 


cggccagttc 


48780 


tacggagaaa 


gctgcggtga 


tatgtttatt 


gattttgctt 


ccgccgagtt 


ttctcaactt 


48840 


ctgctcacgc 


actccgacaa 


gctcgccgag 


gatggattcc 


tcgtggcaaa 


tggcaaggcc 


48900 


aagtcgcgcc 


gcctcagcca 


tcagcgtagg 


tgcgattaac 


tcaaacccga 


cggttgcgtc 


48960 


ttttatatca 


agttgagggc 


cttcgaaagc 


acccgaggta 


aggttcttca 


gggctagcaa 


49020 


gcctttttca 


acttgcgctg 


cgcgcctccg 


acgatgctta 


ttcgacgtga 


ggctgatcat 


49080 


ggccgccaaa 


gtggagagca 


gtcgatcttc 


gtagcagaaa 


gggaactcgg 


ctccccatga 


49140 


gccgtcagga 


agctggcgct 


cgcaaagcca 


gttgagggcg 


aggtcgctta 


gctcatcatc 


49200 


gagctggccc 


agcttcgcga 


cccacgcggt 


gtcataggct 


gtgctcgaga 


tgccgttgcc 


49260 


tagtgccgct 


ttcgctagca 


gagtcctgaa 


agtctccata 


ccatcagccc 


tccgcgaacc 


49320 


agattccatc 


atgaacacaa 


cccacaccga 


aaactctgtc 


aggctgggct 


cgatatctgt 


49380 


tgcgcagtac 


attgagctga 


tcggccgaca 


tcgctgaata 


gtcaggtttg 


ggccggaaat 


49440 


gacggagata 


gatatgatcg 


tacaagatcc 


tccggagcgt 


tgtttcggtc 


atatagtatg 


49500 


agggagcaac 


ggtgaagtat 


agactcgttt 


ttcctgagct 


gagcagcgga 


aaatcgaaag 


49560 


tgctgaaacg 


cccaaatccg 


atgaacatgt 


cagccttgtc 


aacatactcg 


ccgtaataac 


49620 


cttcgataat 


ctctctccgc 


gtgggaggtt 


taccatgcgt 


ttcgttccac 


gagatagaaa 


49680 


actgcgcaac 


agactcagcc 


gcatcgttgc 


caaaaacacc 


gaagcatagt 


ctgtgttcag 


49740 


tgttggatga 


cgtagagatt 


gttaggtcat 


cgaatgactt 


gacaacggct 


gccccttgcg 


49800 


cggtcgaagg 


caatcttttc 


ttataatcac 


cataaaaaag 


aacgtggacc 


tcgtgttctt 


49860 


tatagaacga 


cagaatttcc 


tcgtcgttgg 


caagcaaggc 


catcccttcg 


agcgcctgta 


49920 


cgatatatcg 


atcaccacga 


tccagaagat 


cgtcgctaaa 


gattggcgag 


attactgttt 


49980 


cgatgccgtg 


ctcgaagagc 


atcttcagaa 


tacgaattga 


ttgacgcaag 


gcggcctgct 


50040 


gataatcgtc 


gtactgcgga 


ttacattcga 


ggtgaaacca 


gcggcgtgtg 


ccatcgaagg 


50100 


gaaagacgga 


taccttcggt 


ccacggcaac 


gtacaatctc 


tgctacggat 


actagaggaa 


50160 


gaticcaagaa 


ttctttttcg 


ctaaccaagt 


tea t get tec 


tcttaataac 


ta tcgccgga 


50220 


atcaggatgg 


tcttcgggtc 


cagggacttc 


atgtagtgcg 


ttaagtagtg 


atttgcatct 


50280 


tatgcggatt 


gcggggccgg 


tgagtccgtg 


gctggaaagg 


atgtggtcgc 


ggctggcgtg 


50340 


gggaatgtag 


gccggtggca 


gtcccagtgt 


gtaggtgcgc 


gtccgcgggt 


gtgtccgccc 


50400 
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gatgtggtgg 


ctaaggtgcg 


cgccgattcc 


cacgtcggca 


atcgcatctt 


cgacacacac 


50460 


ggtgatccga 


tggcggccag 


ccagctcggt 


cagtgccggg 


ctgattggcc 


agacccattg 


50520 


tggatcaacg 


actgtcaccc 


cgatctgctc 


ctcgctgagg 


caccgggcgg 


cgtccatgca 


50580 


tggtcgactc 


atggcaccca 


ctgcgaccaa 


gagcacgtcg 


ggtcgccaat 


gcggtggtgg 


50640 


tgtatgcaag 


acgtcgaggc 


caccgatggt 


gtgttcggcc 


gtgatcggtt 


cgcccggcgc 


50700 


ccctttgggg 


aaacgcacgg 


cggtgggagc 


cgcggtcgcg 


atcgcggtac 


gcaactgttg 


50760 


tcgtagccga 


ggcgcgtcgc 


gcggacaggc 


gatctgaaac 


ccgggcacgc 


aggccagcag 


50820 


cgccagatcc 


cacaaaccgt 


gatggctggg 


tccgtcgggc 


ccggttaccc 


cagcccggtc 


50880 


cagcaccagc 


gtcacgggta 


accggtgcag 


cccgatgtcg 


aacagaagtt 


ggtcaaaggc 


50940 


gcggtgcaga 


aacgtcgagt 


acaccgcgac 


aacgggatgg 


gttcccgcgg 


cagctagccc 


51000 


ggccgcgctg 


gccaacaggt 


gttgttcggc 


gatgcccgaa 


tcgaacaccc 


gatgcgggta 


51060 


tcgcctcgac 


agcgcgccta 


gaccagtggg 


cagacgcatc 


gccgcggtca 


gcccgacgac 


51120 


gtcggatcgg 


tcgtcagcaa 


tgcgcgcgat 


ttcgtcctcg 


aacacgtcgg 


tccagctccg 


51180 


ctgactgggt 


gtgctagcga 


ggccggtggc 


aatgtcgacc 


accccgcagg 


cgtgcatatg 


51240 


gtccctctcg 


tcagcttcgg 


ctggaggata 


accccggccc 


ttactagtca 


ctgcgtgaac 


51300 


aacaacgggc 


ctagctgccg 


cggccgcttt 


tcgtagaacc 


gcgcacgtgt 


cggggatgtt 


51360 


gtgcccatcg 


accggaccga 


tgtaggtaaa 


tcccatgttc 


tcaaagaggt 


tcggccctcg 


51420 


gggtgtgccg 


acgcgaagtt 


cttctaggtg 


tgccgcaaga 


gccccagcgg 


tggggtcgta 


51480 


ggagcggcca 


ttgtcattga 


gcacgacgat 


cacgggccgg 


gtagcggcac 


cgaggttgtt 


51540 


caggccctcc 


catgccacgc 


ccccggtgag 


ggcgccatca 


ccgatcaccg 


cgatgacacg 


51600 


tcggtcgcat 


tgcccctgca 


gggccaatgc 


tttggcgatg 


ccgtccaccc 


aggcgaggct 


51660 


gaccgaggca 


tgggagttct 


cgacccagtc 


atgtggcgat 


tcatggcggt 


tgggataccc 


51720 


cgatagacca 


tcggcctggc 


gcagcgtggc 


gaagtcttta 


ccgcggccgg 


tgagcagctt 


51780 


gtgcggatag 


gtttggtgcc 


cggtgtcgaa 


caccgatgtc 


gtgtggcgag 


gtgaacaccc 


51840 


gatgcaatgc 


gatggtcagc 


tctaccatgc 


caagtcccgc 


gccgagatgg 


ccaccggtag 


51900 


ccgtcactgt 


ttctatgagc 


cgccgacgca 


tctgcacggc 


cagctctggc 


agctggcttt 


51960 


cgggcaatgc 


ctgcacatcg 


caaggtccgc 


cgatcgcggt 


aattgaaccg 


ccccggtgag 


52020 


tccggagact 


ctctgatctg 


agacctcagc 


cggcggctgg 


tctctggcgt 


tgagcgtagt 


52080 


aggcagcctc 


gagttcgacc 


ggcgggacgt 


cgccgcagta 


ctggtagagg 


cggcgatggt 


52140 


tgaaccagtc 


gacccagcgc 


gcggtggcca 


actcgacatc 


ctcgatggac 


cgccagggct 


52200 
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tgccgggttt 
cataggagct 
tgaaccggat 
cgagtacgcc 
aggtggccat 
caaaggccac 
gccggttagg 
ccggatcagc 
tggtcatcag 
gccacacttt 
ccttgagttc 
aggtcgatgg 
cccaccgcaa 
ttagcgtgct 
gttcgccctt 
ggtcgtggtc 
cgtctccgcg 
atcgtgctga 
gtacctcctc 
acatgccggg 
gcgcgaacct 
acggtgatcg 
gcggaggctc 
tcatcaggcc 
cgccgcgaat 
atcgattgca 
tggcccaacg 
gccagggttg 
acatcagcgg 
gtctcctcat 
gcggcttcag 



gatcagctcg 
tccgaccgct 
cgatgtgtac 
ttcttgttgg 
cgtggaagcg 
gtaggcgaac 
tgctggtggt 
gatcgtggtc 
ccgttcgacg 
gcgggcaccg 
gccatcgcgc 
ggcgatcggc 
accatcgggg 
ggccggtcga 
cgcaattcgg 
ccgggccgtg 
cagccaacac 
ccgcggatct 
gatgaaccac 
gcggttcaaa 
gtttgggaag 
aggcgtatcc 
ccgcggtgac 
cgtcaatcaa 
tcgacgaatt 
gcgcacgctg 
tcggaaacct 
tctgggtcag 
gtgtctgcac 
gtccggcgtg 
cgtggacttt 



gtcttgtata 
ccgaccgacg 
tgagatcccc 
cgggtccaga 
acccgccagc 
cctgcccagg 
ccgaagcggc 
ctgcgggctt 
gtgcatctgg 
taaacaccgt 
agctcgcggc 
acacccagct 
ccctcgcggt 
gctcggccgc 
cgttgtcccg 
cgccggcatc 
caagtagacg 
ctgcgaccat 
ctgacatgac 
tcaagtcccc 
gccgaatcgc 
gcgaagtgca 
accgatcgtc 
gtaggccggc 
gcacgagcca 
tctgttcgtg 
cgcgcgcagc 
atacgatagc 
caataatgtt 
cccgatgaag 
cgccaccagt 



ggccgttgat 
gttggatgcc 
tatccgtatg 
tggcttgctc 
ccaggatcct 
tcgacacata 
gctggacgag 
tgccgcgggt 
ccacctcgat 
agttggcggc 
ggctgggctc 
cggtcagctg 
ggccctgatg 
gaagaaagcc 
ccgcaagcgc 
gacctgcgcc 
ggcgacctca 
ccgcaccgcc 
cccatccttt 
gcgtccgttg 
accgtctcgg 
tcaatcacct 
gagaccgacg 
gtcccacttc 
atcaccaaca 
gtggcatagc 
gcatcaatga 
tgggtaccct 
gaccgcggag 
accaccgtgt 
gggcaggtcg 



cgtctcggct 
tgcctcggcg 
gtggataacg 
gatcgcgtcg 
gcgagcgtag 
ggtgaggtct 
atcggcggga 
ggtcccggac 
gccctcacgg 
gtggacgcgg 
ccggttgatg 
tgtgcagatc 
atcggcgatg 
gacgcggtct 
ttcagctcag 
tggcgcaccc 
ctgatcgctg 
cgctcacgca 
ccaagaactg 
cgaatcgtgg 
tcgctatcga 
gccccaccag 
acagccattc 
gctgcgccaa 
caacgtcaca 
agatgtcttc 
catcggcagt 
cgggcaggtt 
cgacgccaag 
caccgcgcgc 
cgtcgacgac 



agtgcattgt 
agccgctcgc 
tctttcaggt 
aggaccatgg 
gcgtcggtga 
gctacccaca 
cgggctgtgg 
aggccgagtt 
ttcagggtta 
ctgatgtgct 
tggtcgtagt 
gactcgacac 
aaccgggtaa 
ttaaaatcgc 
cggattcttc 
acttacgcac 
cccactccga 
gctccggcgg 
gagtctccgg 
ttgtcattgc 
gcgttccacc 
tcgtggcggc 
gggctcaatg 
ctcgaccaga 
ttcaccgacc 
agaggggggt 
ttcatcaagt 
caacgctgcc 
cgtgccttcg 
ggcaaaccgt 
ctgcagtccc 



52260 
52320 
52380 
52440 
52500 
52560 
52620 
52680 
52740 
52800 
52860 
52920 
52980 
53040 
53100 
53160 
53220 
53280 
53340 
53400 
53460 
53520 
53580 
53640 
53700 
53760 
53820 
53880 
53940 
54000 
54060 
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cgctcatcag 
gcccccggcg 
tcccgcaact 
ccttcggcca 
aacgaccgcg 
ggtcccacga 
tcaggtctgg 
cggcgcatcg 
cgacatcgct 
cttcggatcg 
cgttgccgac 
cgcattgaaa 
cgtctgcatt 
tgcccgcggc 
aatcctcaaa 
tgaccgccac 
catctcccaa 
tgcgagtcgc 
ccacagccgc 
cgtagacaag 
cgttccacca 
tggcccgatg 
ggtcagcagg 
acctcaccgg 
tcacttcgga 
ccaacacgac 
gggtcatcca 
gggtaggttg 
tgcggacttg 
gtggatttca 



cgcccgcgcg 
gcggcggatc 
cggcaaccac 
cgtcaagcac 
gcgacgccaa 
acacctcagc 
ggatcgcacc 
ctgcgccaca 
tgctgtcatt 
cgagttcagg 
cggctttccc 
cgcaagaccc 
ggccactaaa 
catccgcaga 
ctggccgata 
acactcgtcg 
caggatcgcg 
atccccatcc 
cgacaccgga 
ggcggcgcga 
gccaaggtga 
cagcacaggg 
gacactcccc 
agcaacagtg 
gatacccaaa 
catcagggtt 
ctacagaaag 
ccttcgacaa 
aagctcacac 
tcagcatcgg 



caccgccggg 
gggaatctcg 
aacagtgttg 
tcgcttgacc 
cagcaccgtg 
catcagcact 
gcatcgggca 
tgaccacccc 
gcggcaggtg 
gcggcaacaa 
gtcacaccag 
aactcatggc 
gctcccagag 
tagtcatcga 
cacaagtcca 
gtcaggccgg 
acgcccacac 
atcacatcgt 
gtagcatcac 
aaatacttgc 
tatcccgcca 
ccacaatccg 
agaaaagccg 
agtcgctatt 
tatttcaaat 
gttagcaatg 
acacgcatac 
tactgcaaca 
atcggccggc 
atatgcataa 



gaaaccccat 
tcgagatcct 
tgcacgattt 
gtctcgatag 
acttcacccg 
cccggcgaca 
gtgccgcaat 
cggccacctt 
cttgatagag 
ctggcagtgt 
ggtcacccca 
caaaacgctc 
cgcaacaaca 
ctgtaacttc 
ggcacgacat 
tcagtatccg 
cccacacact 
catgcaacaa 
cgacatcacc 
ccgacgatcc 
tcgtcgccaa 
ctcgagcccg 
catccagagt 
ttcagcgaac 
atcaacgcaa 
atctcggaat 
cctgcggcga 
ttcaattgcc 
gtcgaacgcc 
ttgaaaccac 



gcgcggagaa 

cgacgaacac 
gcttgcgcac 
cacgctctac 
aagcgtatcc 
tatcagttgc 
agcagcctgg 
gacaagcgcg 
ggccgccaat 
cgccttacgt 
gatgccgatc 
caacgcagca 
accggtcagg 
gggctgtccc 
ctgcaatcgc 
aacggccgtg 
ccataccgtc 
cgtgaagttg 
accgcaagcc 
tgccgctgtg 
cggctcgcgc 
ttctaacaat 
caatacgcct 
gagcaatcgg 
catgtaccta 
tcgagttgtc 
cctatacttc 
tggcctttct 
tcacgctgca 
agcactttca 



caccacgacc 
tgctccccgg 
atacaccggg 
accggcgcaa 
ctgtgcgacc 
gacaacgcga 
atgcgttcat 
gtagcccgct 
tcggtcgccg 
cgggcaaggt 
agatcgtcga 
atcgtcgcgt 
gcggccgtct 
tccaataaac 
cttatcgccc 
gcgtgcaacg 
ggccgtcccc 
tgcaccaact 
gcggccgccg 
gatcgatcgg 
atcgactcaa 
gctttcccaa 
cccattctta 
cgatattgct 
tgcccgtcga 
cagacgcccc 
ccatcacggc 
cggagtatct 
gagcagttta 
taaacagtgt 



54120 
54180 
54240 
54300 
54360 
54420 
54480 
54540 
54600 
54660 
54720 
54780 
54840 
54900 
54960 
55020 
55080 
55140 
55200 
55260 
55320 
55380 
55440 
55500 
55560 
55620 
55680 
55740 
55800 
55860 
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ccagatgatt 


tacacctaat 


ttgggcggcg 


aatgctacgc 


aatggtggtg 


cgcttcccaa 


55920 


gggagcacaa 


cgcgaagcta 


aagcagttgc 


acgccgagac 


cgagccgaaa 


ggtcgccctg 


55980 


cggggaaggc 


ggccacggga 


gaattgtgag 


ctcggcggtc 


gaccacgacg 


tacccgccac 


56040 


gccgtagtaa 


tgggcatttg 


tacatgtaca 


ttcgcacaca 


aggagaggtc 


ttgacgtatc 


56100 


tattccctct 


ctgcgcgatc 


gcggcggagg 


cggcggcaac 


cagcctgttc 


aagggcagtt 


56160 


tcggggactt 


tcgcgtctgc 


tcgccgggtc 


acgacggggc 


gatcacggcc 


atgccgagcg 


56220 


tcttggcggc 


gtcgcgcatc 


cggtcgtcgt 


aggtgcacaa 


ccggcccaga 


tcgacgccga 


56280 


gccgctgcgc 


cgtcgccaag 


tggatggcat 


cgagcgtgcg 


cagctcgaat 


ggcagcagcc 


56340 


caccagcgag 


atcgaggacg 


cgcttgtcga 


cgcgcagcag 


atcgagatga 


gccagcgccc 


56400 


ggcggccggc 


tttccgcgct 


gattcaccct 


tgtcaagcag 


ggcccgcatg- 


acctccgcgc 


56460 


gcgcaagggc 


actcgacact 


cgcgggtggc 


gggtgcgaag 


gtagcggcgc 


agcgcgtccg 


56520 


actctggctc 


gcgaaccgcg 


agcttgacga 


tcgcggacga 


gtcgagatag 


atggccgcca 


56580 


tcaacgctcg 


tgctcacgca 


ggcgcgcaag 


cgtcaccgac 


ggcagctcga 


cgcccgcgtc 


56640 


gaggtcgagc 


ggttcgggca 


gatcaacgac 


gtcgagcgtg 


gcacgctcga 


tctcgccgct 


56700 


tgccagcagc 


tgctcgtatg 


gaccgccctg 


cggcagcggc 


gagagcaggg 


cgacgggccg 


56760 


gccgcggtcg 


gtgatctcga 


tcgtctcgcc 


ggcctcgact 


cggcgcagca 


gctcgctggc 


56820 


ccgctgccgc 


agcgcacgca 


cccccaccga 


ggtcattgtg 


ctaactgtag 


cacaagcggt 


56880 


cggcgtcatg 


ggccgacgtt 


cgactcgcgc 


aggctttaag 


taacgtcggt 


gttaattact 


56940 


aggacctgaa 


aaagtcggcg 


cgttgttcct 


cggttggttg 


gcgctgagct 


gggaggatgg 


57000 


cctcaatgcc 


cttgttgcgg 


aagggattga 


ggccatcgtg 


tttcgtactg 


taggcgatca 


57060 


ggcatcgttg 


tgggaatccg 


tgctgcccga 


ggagttgcgg 


cggctgcccg 


aagagctggc 


57120 


ccgggtggat 


gcgctgctcg 


atgattcggc 


gttcttctgc 


ccgtttgtgc 


cgttcttcga 


57180 


cccgcggatg 


ggtcggccgt 


ccataccgat 


ggagacctat 


ttgcggttga 


tgttcttgaa 


57240 


gttccgttac 


cggttgggct 


atgagtcgct 


gtgtcgggag 


gtcaccgatt 


cgatcacctg 


57300 


gcggcggttc 


tgccgtattc 


cgttggaggg 


atcggtgccg 


cacccaacca 


cgttgatgaa 


57360 


gctgaccacg 


cgctgcggtg 


aggatgcggt 


ggccgggctc 


aatgaggcgc 


tgctggccaa 


57420 


ggcggccagc 


gaaaagctgt 


tgcgcaccaa 


caaggtccgt 


gccgacacca 


ccgtggtgga 


57480 


gqqcqatgtg 


ggctatccca 


ccgacactgg 


actgctcgcc 


aaggcggtcg 


gctcgatggc 


57540 


gcgcaccgtg 


gcgcggatca 


aagccgcgga 


cgcgggatcg 


gcgccgctcg 


gtgggtcgtc 


57600 


gggcccgcgc 


gatcgcctcc 


aagctgcggt 


tacgcggcgc 


gcagcaacgc 


gatcaggcgc 


57660 


aggccttcgt 


gcgccggatc 


accggggagc 


tagccgggat 


cgccgagcag 


gcgctgaccg 


57720 
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aggctgccgc 
aagcctggct 
tggtggacca 
tcagtctcca 
agttcggcta 
tcgagctcgg 
gccgcaccgg 
tcgaagatga 
ccagcgccac 
gaaccggatc 
aactcaccgg 
tcgtcaagat 
gcaggtcgcc 
gtggccgccg 
tcggcgatac 
ccgagatgct 
cgaccgcggc 
cgctggccat 
aggcgacgat 
cggccgccga 
agacactgtt 
acggccaaaa 
ccggggtggc 
gcggcggcgg 
acggcggggc 
gcggggccgg 
acggcggctg 
gctttaacag 
tgttcggcgc 
gcccggccgc 



ggtggtacgt 

acgccaggcc 
ggcccgtagc 
cgatgccgac 
caaggcccag 
aaaccccgca 
acgcccacca 
tctccaccag 
ccgccgcgca 
cgaaggacgc 
catcaccggc 
cagcaccctg 
cagcccgccg 
ctttgggtcc 
ccttcgaccc 
ggcagcggcg 
ggccgcggcc 
ctcggcgctg 
ctttcacgac 
gagccacacc 
cggccgcccg 
cggcggcctg 
cggcggcaac 
ggccggcgcc 
cggcggcatc 
cggccgggcc 
gttgttcggc 
cttgacctct 
cggcgggacc 
cagcaacggc 



aacgcccaac 
atcaaccatc 
cggctggccg 
gctcgcccga 
gtcgtcgaca 
gatgcaccgc 
cgggcagtga 
ctcggggtgc 
ttcgaacacc 
atcaaccacc 
gcccgaacct 
gcagcgtgac 
ccgtcaatgc 
accggggccc 
attgaaggga 
gcgaccgatt 
ccgacgatcc 
tttggccagc 
cagttcgtgc 
gtcgagcaga 
ctgatcggcg 
ctgttcggca 
ggcggcagcg 
gccggcggcc 
gggggcgcgg 
tggctgtggg 
gacggcgggg 
tcggtcggcg 
ggcgggaccg 
ggcgcgggcg 



gtgcggtgcg 

tcgagaagct 
gggtaatgcc 
tccgcaaggg 
acgccgacgg 
aattggcacc 
ccgctgatcg 
gcaacgtggc 
gacgggcatt 
tcaagcgcag 
ggtgcggaca 
agacacccgc 
aaccgcgact 
tgcggcgaaa 
gaacagccat 
tggccggcat 
aggttgccgc 
acgcccaggc 
aggccctgac 
tggtgctcaa 
acggcgccaa 
acggcggcaa 
cggggttgat 
tcggcggcaa 
gcaccggaac 
gcaccggcgg 
ccggcggcac 
gcgccggcgg 
gcggcatcgg 
gcgccggtgg 



ccgcgccagt 
gatcggacgc 
cgactcaagc 
acgattgggc 
tgtcatcctg 
cgccatcgaa 
gggctgcgga 
catcccacgc 
ccgcgacaag 
ctacggctgg 
cggcgtcttc 
gcccaccccg 
ttttcaggtc 
caccagacgt 
gtcgtttgtg 
ccggtcggcg 
ggccggcgcc 
ctatcaggcg 
ctccggcggc 
cgcgatcaac 
cgggaccgcg 
cggctttacc 
cggcaacggc 
cggcgggtgg 
cggtggtcac 
ggccggcgga 
cggcggcaac 
ggccggtggg 
cgggcaaaac 
cggcggcggg 



gggcggcgca 
accgagcggg 
agccgcctgg 
aagccggtcg 
gaccacagcg 
cggatcagcc 
gacgcatcgg 
aagagcaaac 
atcaaatggc 
aaccgcaccg 
gcccacaacc 
accacgccac 
ttagtaatta 
gatgccgtga 
atcgcgaacc 
atcagcgccg 
gacgaggtgt 
ctcagcgccc 
aacctgtatg 
gcgcccaccc 
gagaacccgg 
cagacgaccg 
ggggccggcg 
ctgtacggca 
ggcggggccg 
gccggcggtg 
ggcggcagcg 
cacgccgggc 
accgagaccg 
tacctggtcg 



57780 
57840 
57900 
57960 
58020 
58080 
58140 
58200 
58260 
58320 
58380 
58440 
58500 
58560 
58620 
58680 
58740 
58800 
58860 
58920 
58980 
59040 
59100 
59160 
59220 
59280 
59340 
59400 
59460 
59520 
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gcgatggcgg 
ccctcaccgg 
gcagcggcgg 
ccggcggcac 
gcggggccgc 
tcggggctag 
gggccggcgg 
acggcggcgc 
gcggggccgg 
acggcggggc 
gcgccggcgg 
gcggcaacgg 
gggcgggcgg 
gcggcaatgg 
tcggcggcaa 
gcagcacggg 
cgctcttcgg 
gtatcgggcc 
ggcttgccgg 
gcgggaccgg 
acgcccagct 
ccgacggcac 
cgattttgcg 
caccacccgg 
cggctcggtg 
ccgcgcggcg 
ccggcccgcc 
ctgcgtggcg 
cagcgcctgg 
ttccggcgcg 
caacgtggta 



cgccggcggg 
gggcaccgga 
cgccggcggt 
cggcggtacc 
cggggccggc 
cggcgggacc 
cgccggcgga 
cggcggggcc 
cggggccaac 
cggcgggagc 
gaacaccgcc 
cgggaatggc 
gagcagcacc 
cggcaacggc 
cggcggggcc 
cggactgggc 
caatggcggg 
cgccagcgtg 
gcagatcggc 
cgataccgcc 
catcggcaac 
ctaaggcccg 
tctgctcggc 
gcctcggcgc 
cgccagatca 
atcgaggtga 
accccgtagg 
aaccaggggt 
tcctcacggg 
gccggccgct 
agcgtttcgg 



accggcgggg 
gggaccggcg 
gccggcggcg 
ggcggagccg 
ggcaacggcg 
ggcggaaacg 
aaccaaaccg 
ggtggtcagc 
atcgccggcg 
gcccggctga 
ggcagaaggg 
ggcttgctaa 
gcgaccacca 
ggggccggcg 
ggcggcaccg 
ggtaacggcg 
gccggcggtg 
ggtggcaacg 
aacggcggta 
ggcaacggtg 
ggcggcaacg 
cgagcagacg 
gcagctaacc 
cgtcggagcc 
ccgtcgacag 
tgttggccgc 
tgcacaaccc 
cgctgtgcag 
tcggcatatc 
caccccgcgc 
caaccaacga 



ccggcgggaa 
gggccggcgg 
ccggcgggct 
gcggctctgg 
gcaacaatac 
ccgggctgat 
gtggcgtggg 
tgtacggcaa 
gcaatggcag 
tcggagccgg 
ccgacgcgat 
gcggcaacgc 
ccaccggaac 
gcacggccgg 
gcggtaacgc 
gcagcggggg 
tcggcgcaac 
gcggcaaggg 
gtggtgggtc 
gcaatggtgg 
gcggtggcgg 
caaaatcgcc 
cgccacgtac 
ggccacctcg 
cgtctcgccg 
cacaccgccg 
gtgcaggatc 
cgggttgcgg 
gattcgggcg 
tcctccgaaa 
acccgattcc 



gaattccagc 
ggcggccggg 
caacaacgcc 
agcgtggctg 
cagcgccggc 
cggcgccggc 
caacggcggg 
cggcggggac 
cgacggcggc 
cggccacggc 
cgccggcacc 
cggggccggc 
acccccaacg 
gtttaccggc 
cggtgtcgcc 
cctcggcggc 
cggcggaaac 
cggcgttggt 
cggcggtgcc 
tgccggcgcg 
cgggaacggc 
caatttcgtg 
tccaccgcgc 
gtgcggaaca 
ggaaacaccg 
ccaagctcgg 
ggcttgggaa 
tcaccggaga 
tcggggtggc 
cccccctgac 
gggtcgcaac 



ggtggcgcca 
tggctctacg 
ggtggtgcca 
tacggcaacg 
accggtggtg 
ggccacggcg 
gccggcggga 
ggcggcaacg 
gccgccggcc 
ggggacggcg 
ggcggggacg 
ggccacggcg 
ggtgcaacgg 
agcggcggca 
ttgtcggttg 
ggcggcgggt 
ggcggaagcg 
gcggccggcg 
gggggcaacg 
gtcggcggca 
ggaaccggcg 
ccgaattggg 
cgtcgtcgag 
ccgcccggcc 
gcttggtgaa 
ccaccagcgc 
acccggccag 
gccggtagat 
ggtccggaaa 
cccgaagcac 
cgcggccgcg 



59580 
59640 
59700 
59760 
59820 
59880 
59940 
60000 
60060 
60120 
60180 
60240 
60300 
60360 
60420 
60480 
60540 
60600 
60660 
60720 
60780 
60840 
60900 
60960 
61020 
61080 
61140 
61200 
61260 
61320 
61380 
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cagcacaacg 


atggcgttct 


tgccctcccc 


cttgtcctgg 


atgtcggcga 


cctcggtgac 


61440 


caccgacagt 


tttcccgccg 


ccggcagcgg 


cgcatgcagc 


cggatgccct 


gggagccgtg 


61500 


tagcagcgcc 


gccgggttga 


atgttcccac 


ctttgcggcc 


gcaccaaacg 


ccggacagca 


61560 


aatcaccgca 


tacgtcggca 


acacttgctg 


gtcgatgccg 


tggctgttct 


ccgtggtgaa 


61620 


cgccagatct 


ccggtcccgg 


cgcccacccc 


gatcgcgtaa 


agcagcgtgt 


cccggtcggt 


61680 


ccactcgaac 


aacatcggct 


cggtcactgc 


acctatggag 


ttcggatcaa 


tcgccatgca 


61740 


actctcctcc 


cggttggaaa 


atcatcgcaa 


gcccttcccc 


cggacggtat 


cgacagggca 


61800 


ggctatcgcc 


atggcgaagc 


gcaccccggt 


ccggaaggcc 


tgcacagttc 


tagccgtgct 


61860 


cgccgcgacg 


ctactcctcg 


gcgcctgcgg 


cggtcccacg 


cagccacgca 


gcatcacctt 


61920 


gacctttatc 


cgcaacgcgc 


aatcccaggc 


caacgccgac 


gggatcatcg 


acaccgacat 


61980 


gcccggttcc 


ggcctcagcg 


ccgacggcaa 


agcagaggcg 


cagcaggtcg 


cgcaccaggt 


62040 


ttcccgcaga 


gatgtcgaca 


gcatctattc 


ctcccccatg 


gcggccgacc 


agcagaccgc 


62100 


cgggccgttg 


gccggcgaac 


ttggcaagca 


agtcgagatt 


cttccgggcc 


tgcaagcgat 


62160 


caacgccggc 


tggttcaacg 


gcaaacccga 


atcaatggcc 


aactcaacat 


atatgctggc 


62220 


accggcagac 


tggctggccg 


gcgatgttca 


caacactatt 


ccggggtcga 


tcagcggcac 


62280 


cgaattcaat 


tcccagttca 


gcgccgccgt 


ccgcaagatc 


tacgacagcg 


gccacaatac 


62340 


gccggtcgtg 


ttctcgcagg 


gggtagcgat 


catgatctgg 


acgctgatga 


acgcacgaaa 


62400 


ctctagggac 


agcctgctga 


ccacccatcc 


actgcccaac 


atcggccgcg 


tggtgatcac 


62460 


cggcaaccca 


gtgaccggct 


ggaggctggt 


ggaatgggac 


ggcatccgta 


acttcacctg 


62520 


accgcgcggt 


tgacgcttac 


cgccgctgac 


cgccacgatt 


gaccgcatgc 


ggtacgtcgt 


62580 


taccggcggt 


accgggttta 


tcgggcgcca 


cgtggtatcc 


cgtctcctgg 


acggccgacc 


62640 


cgaggcacgg 


ctgtgggcgc 


tggttcgccg 


ccagtcgtta 


agccgcttcg 


agcgcctcgc 


62700 


cggccagtgg 


ggtgaccggg 


taagaccgct 


ggtcggtgat 


ctcacggagc 


tcgaactgtc 


62760 


cgagcggacc 


atcgccgagc 


taggcgatat 


cgaccatgtg 


ctgcactgtg 


cggcggtaca 


62820 


cgacaccacc 


tgggccgacg 


ccacccgcgc 


cgtcatcgag 


ctggcggcac 


gccttgacgc 


62880 


cacgtttcat 


cacgtgtcgt 


1 

cgatcgcggt 


ggccggagac 


ttcgccggcc 


actacaccga 


62940 


ggccgacttc 


gacgtcggcc 


agcgcctacc 


gaccccgtat 


catcggatga 


cattcgaggc 


63000 


cgaacggctg 


gtgcgctcca 


cgcccggcct 


gcgctatcgc 


atctaccgcc 


cggcggtggt 


63060 


ggtgggtgat 


tcgcgcaccg 


gcgagatgga 


cacgatcgac 


ggaccctact 


acttgttcgg 


63120 


ggtgctggcc 


aagctggcgg 


tgttgccgtc 


gttcaccccg 


atgctgctgc 


cggacattgg 


63180 
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gcgcaccaac 


atcgtgccgg 


tcgactatgt 


ggccgacgcg 


ctggtggcgc 


tcatgcacgc 


63240 


cgacggccgg 


gatgggcaga 


cgtttcattt 


gaccgcgccg 


acagcaatcg 


gactgcgcgg 


63300 


catctaccgc 


gggatcgccg 


gcgcggccgg 


actgcccccg 


ctactcggga 


cgctgcccgg 


63360 


ctttgtggcc 


gcaccggtgc 


tcaacgcgcg 


cggccgcgcc 


aaggtgctgc 


gcaacatggc 


63420 


ggccacccaa 


ctgggaattc 


ccgccgagat 


tttcgacgtc 


gtcggctgcg 


cgcccacgtt 


63480 


cacgtccgac 


acaacccggg 


aagcgttgcg 


cggcaccggc 


attcacgtcc 


ccgaattcgc 


63540 


cacctacgcg 


cccgggctgt 


ggcggtattg 


ggccgagcac 


ctcgaccccg 


accgcgcgcg 


63600 


tcgcaacgat 


ccgctgctgg 


gccgccacgt 


catcatcacc 


ggtgcgtcca 


gcggcatcgg 


63660 


gagggcatcg 


gcgatcgccg 


tcgccaaacg 


gggtgcgacg 


gtattcgcgc 


tggcccgcaa 


63720 


cggcaacgcg 


ctagatgagc 


tggtcaccga 


gatccgcgcc 


catggcggtc 


aggcgcacgc 


63780 


attcacctgc 


gacgtcaccg 


attccgcgtc 


ggtggagcac 


accgtcaagg 


acatcctggg 


63840 


ccgtttcgac 


cacgtggact 


acctggtgaa 


caacgccggc 


cggtcgatac 


gccgctcggt 


63900 


ggtcaactcc 


accgaccggc 


tgcacgacta 


cgagcgggtg 


atggcggtca 


actacttcgg 


63960 


cgcggtgcgc 


atggtgctgg 


cgctgctgcc 


gcattggcgc 


gagcgccggt 


tcggccacgt 


64020 


cgtcaacgtc 


tccagcgccg 


gcgtgcaggc 


ccgcaatccc 


aagtacagct 


cgtatctgcc 


64080 


caccaaggcc 


gcgctggacg 


cgttcgccga 


cgtggtcgcc 


tccgagacgc 


tgtccgacca 


64140 


catcacgttc 


accaacatcc 


atatgccgct 


ggtggccacc 


ccgatgatcg 


tgccgtcgcg 


64200 


gcggctcaac 


ccggtgcgcg 


cgatcagcgc 


cgaacgcgcg 


gcggcgatgg 


tgatccgcgg 


64260 


actcgtggaa 


aagccggcgc 


gcatcgacac 


tccgttgggt 


acgctcgccg 


aagccggcaa 


64320 


ctacgtcgcg 


ccacggctgt 


cgcgccgaat 


tctgcaccag 


ctctatctgg 


gctatcccga 


64380 


ttcagctgca 


gcgcagggga 


tttcgcgtcc 


agacgcggac 


cgcccaccgg 


cgccgcggcg 


64440 


tccccggcga 


tccgcccgcg 


cgggagtccc 


gaggccgctc 


aggcgcttgg 


ggcgactggt 


64500 


gcccggtgtg 


cattggtagt 


cacttctggc 


aggtgaactg 


gttgacgtcg 


atgtatccga 


64560 


tgcgaaacat 


ctcggcgcag 


ccggtgaggt 


acttcatata 


ccgctcgtag 


acttcctcgg 


64620 


attgcagcgc 


gatggcctgg 


cccttgttgg 


cctgcaacgc 


cgcggaccag 


aggtcgaggg 


64680 


ttttcgcata 


gtgcggctgc 


aacgattgaa 


ctctggtgac 


ggtgaagccg 


tttgcgctgg 


64740 


cacactcctg 


caccatcggt 


atcgagggca 


gccgcccacc 


cggaaagatc 


tcggtcacaa 


64800 


tgaatttcag 


gaaacgagcg 


aaggtgaacg 


acatgggcag 


gccgcgttcg 


tggatctctt 


64860 


tcggatgcaa 


cccggtgatg 


gtgtgcagca 


gcatgacccc 


gtcagcgggc 


agcaggcgat 


64920 


gcgccaggct 


gaagaacgcg 


tcgtagcgct 


cgtgaccgaa 


atgttcgaaa 


gcaccgatgc 


64980 


tgacgatgcg 


gtcgacgggc 


tcgtcaaact 


gttcccagcc 


ggccagcaga 


acgcgtttgg 


65040 



25156216 



-754- 



agcgtagatt 


ttcggagttg 


gcgaccagct 


gctgaacgtg 


gttggcctgg 


tttttgctca 


65100 


gggtcagacc 


gacgacgttg 


acgtcgtatt 


tttccaccgc 


gcgcatcatg 


gtggcgcccc 


65160 


agccgcagcc 


gacgtccaac 


agtgtcatgc 


ccggctgcaa 


tccgagtttg 


cccagcgcga 


65220 


gatcgatctt 


ggcgatctgc 


gcctcttgca 


gcgtcatgtc 


gtcgcgctcg 


aagtaggcgc 


65280 


agctgtaggt 


ctgagtggga 


tcgaggaaca 


gccggaagaa 


gtcgtcggac 


aggtcgtagt 


65340 


gcgcctgcac 


gttggcgaag 


tgcggcttca 


gctcgtcggg 


cattgggata 


gcgtatcgtc 


65400 


gtcgcggtga 


gcgtcgtatt 


cgccgacgtc 


gacaccggca 


tcgacgacgc 


gctggccgtg 


65460 


atctatctgc 


tggccagtcc 


cgacgccgat 


ctggtcggca 


tcgcctcgac 


cggcggaaac 


65520 


atcgcggtag 


gtcaagtgtg 


cgcgaacaac 


ctgagcttgc 


tcgaattgtg 


cggtgccgca 


65580 


gacatccccg 


tgtccaaagg 


cgccgatgag 


ccgctcggcg 


gccggtggcc 


cgatcaccca 


65640 


aagtttcacg 


gccccaaggg 


gataggctat 


gccgagctgc 


cggccagcaa 


tcgccggctc 


65700 


accgattatg 


acgccacgac 


ggcctggatc 


gcggcggcgc 


actcccacgc 


cggcgacctg 


65760 


atcggtctgg 


tcaccggccc 


gctgaccaac 


ctggcgctgg 


cgctgcgcgc 


cgaacccgcg 


65820 


ctgccgaggc 


tgctgcgccg 


gctggtgatc 


atgggcggca 


tgttcgacgg 


ccagccgatc 


65880 


accgaatgga 


acatccgggt 


ggatcccgag 


gcggccagcg 


aggtgttcac 


cgcgtgggcc 


65940 


ggacaacgac 


aactgccgat 


cgtgtgcggt 


ttggatctca 


cccggcgggt 


cgcgatgaca 


66000 


ccggacattc 


tcgcccggct 


ggcgtccgtc 


tgcggctcgt 


ctccggtgat 


gcgggtgatc 


66060 


gaggacgcgc 


tgcggttcta 


cttcgagtct 


catgaggcgc 


gcggacatgg 


gtacctggca 


66120 


tatatgcacg 


acccgctggc 


cgccgcggtc 


gcaatggacc 


cggaactcct 


gacgacccgg 


66180 


accgcgacgg 


tggatgtcga 


cccgacgggg 


gcgacggtca 


ccgactggtc 


cgggaagcga 


66240 


aatcccaacg 


cgcggatcgg 


catgagcgtc 


gatccggcgg 


tgttcttcga 


ccggttcgtc 


66300 


gaacggatcg 


gacgattcgc 


gcgccgaacg 


tgaactgacg 


gcgggatttt 


cccgaaattc 


66360 


tcgccctgac 


gtcacgttcg 


gcgcaagtca 


ttcgtagctt 


ccctccagat 


accaccgccg 


66420 


ctgccggtag 


cacagcagca 


acgcggtgcc 


gggatcgccg 


tccagcaata 


cctgagcgcg 


66480 


cgcggtgcgg 


ccactcgccc 


gatccggatc 


ccaccaccgc 


tcgtcgtccg 


gccacggtcc 


66540 


ggcccaccag 


cgcagccgat 


cgtctcggcc 


acgaaccctc 


agccgcgccg 


ggtccgcgga 


66600 


gaacatcccc 


cggctggtca 


cccgtatcgg 


gtttccttgg 


gcgtcaagca 


agtccaccgg 


66660 


atcgtcgaac 


agcaccgccg 


gcgacgggtc 


gggcaacctg 


ccgggccacg 


gctgaccggg 


66720 


gtcggcctgc 


ggcaccggct 


caggggctac 


taggcccagc 


acggtcaacg 


tgatgcgttc 


66780 


ggccgggccg 


tgtccgccgg 


atagcaccgg 


cacccgcacg 


gcctccggac 


cgagcaagcc 


66840 



25156216 



-755- 



ctgcacccgc 


accagcgccc 


gacgggcccg 


aagcctgtcc 


tgttcaccga 


gcccgcccca 


66900 


tagcggcaac 


tgcaagcctt 


ccgatgcgga 


caccgtctcc 


accgcctgca 


gccgcagcag 


66960 


agtcaccgcc 


gcggtgggcc 


ggtcacgagc 


attccggttg 


ttcaaccacc 


cgtccagttg 


67020 


ccagcgcacc 


cggtcggcgg 


tggcgtcctc 


ggtcagcggc 


tcggcgcacc 


gccacacccg 


67080 


gctgcgctct 


tcgccgttgg 


cggtgacggc 


atgaatggcc 


agccgggtgc 


agcccactcc 


67140 


ggcggccatc 


agcgcccgat 


gcagctcggc 


ggccagcgag 


cgcccggcga 


acgccgcggc 


67200 


gtcgacccgg 


tcgatcggcg 


gatcgcatgc 


cagctcggcg 


gccagatccg 


gcggcggctc 


67260 


ccgcccgcag 


ggcgcccgtt 


ccggttcgcc 


gcgggcgaac 


cggtgcgcgg 


ccaccgcgtc 


67320 


ggcaccgaac 


ctggacgcca 


cgtcggtacg 


agacagcgcg 


gcgaactgtc 


cgatggtgcg 


67380 


aatccccatc 


ctccacaaca 


gatccgtcag 


gtcgtcccgg 


cccggcccgg 


acaggctcgg 


67440 


ctcggtggca 


agttggcgga 


tcgacagcag 


cgacagaaac 


cgcgcatcgc 


ctcccggctc 


67500 


cacgatgcgg 


ccagcacgcg 


cggcgaaaac 


cgcggtagac 


aaccggtcgg 


cgattccgac 


67560 


ctgacactcc 


gcgccggccg 


cggccaccgc 


gtcgatcagc 


cgctcggccg 


ccatctgctc 


67620 


ggacccgaaa 


aaacgggccg 


gcccgcgcac 


cggcaacacc 


aggagcccgg 


gccgcagcag 


67680 


ctcggcgcgg 


ggcaccagat 


cgtctaccgc 


cgcgatcacc 


ccttcgaaga 


gccgggcgtc 


67740 


gcggtcggcg 


tcggcagtcg 


ctataaacag 


ttgcggacac 


cgcgccgccg 


cctcccgacg 


67800 


ccgcaaccct 


cggcgcaccc 


cggccgcccg 


cgcggtcgcc 


gagcaggcga 


tcacccggtt 


67860 


tgccaacgtg 


accgcgaccg 


gggccgtcgc 


ggataggccc 


gcggccgcgg 


ccgccgcgac 


67920 


cgcgggccag 


tccatacacc 


aigatcgccag 


cacgcgagcg 


gaggccatca 


ccgtccacgc 


67980 


ccgttgatct 


gcagccgcac 


cccactgatc 


cgccccaacc 


ccggggtggg 


cacgcccctg 


68040 


agggccgggg 


tgatctcata 


gccgcagacc 


cgggccgcaa 


gccgcgtcga 


cacgccttgc 


68100 


cagtcgccgt 


cggtgaccag 


cagggtgcag 


cctttttgac 


gggcacgggc 


caccactgcc 


68160 


cgcgcccgcg 


cccgcgtcac 


ccggcgccct 


cccagaccga 


gcaccaccag 


atccatgccg 


68220 


tcgatcagca 


cagcggccac 


ctcaaccgga 


tcggtcccgg 


gatctggtat 


caccgcgagc 


68280 


cggctcagat 


ccgcccccat 


ctccaccgcg 


gccagcaacc 


cgatatccgg 


ctggccaacg 


68340 


atggccgcgt 


ttcccccggc 


cgccgtcacc 


gatgccacca 


tgctcagcag 


cagtgaccgc 


68400 


gcacccgaca 


gcactcccac 


cgtccccggg 


ggcaacgaca 


ccggtcccgc 


cggcaccagg 


68460 


tcgcccgaac 


ggctgggccc 


cccggacacc 


ttctcggaca 


gcaaagccat 


ctgccgtcgt 


68520 


agtgattcga 


gctgctcagc 


accattttca 


aggcgttggt 


cggaggcgaa 


ggccgcagtc 


68580 


atgaccagcc 


tcctgttcga 


aaatatgttc 


gaagtcagta 


aacacccgtc 


cttggagtcc 


68640 


gtcaaggtca 


tgagaggctg 


ccttgtgcaa 


tcgcgtaaaa 


ccacctcggt 


actggcggct 


68700 
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gccctgctgt 


tttgcggcct 


gttaggccca 


gggacggccc 


caccggccac 


cggtggcggg 


68760 


cctgcctgcc 


ggccggcaga 


gctcttcgcc 


accgacaaca 


ccaccgatgg 


gttcgagcta 


68820 


ccggccgttg 


cgactatcgc 


actaaccggc 


acggtggtga 


ccggatcgac 


cctggtcgac 


68880 


ggcgtgttct 


ggtcgaatga 


gcgccagcag 


atcggctacg 


agcgctcccg 


tgaatttcat 


68940 


ctgtgcgttg 


tcgacgcgcc 


cacattgcac 


aacgccgccg 


aggcactgca 


ccgccagttc 


69000 


aaccaagaag 


cggtgctgac 


cttcgactac 


ttgccgcaga 


atgcacccga 


ggcggacgcg 


69060 


atcctcatca 


ccgtgcccga 


catcggcatc 


gcccgcttcc 


gcgatgcctt 


cgcatctgat 


69120 


ttggctgcac 


accaccgatt 


acggqqcgga 


tctgtcacca 


cagccgacca 


caccttaatc 


69180 


ctggtcgccg 


gcaacggcga 


tctcgatgtc 


gcccgccgac 


tcgtcgagga 


ggccggcggg 


69240 


gactggaacg 


caaccaccat 


tgcccatggc 


aggcgtgaat 


tcgtgaacta 


gctgatcaag 


69300 


ggcgctccgc 


tggccacccg 


agccgggttg 


gtcacattag 


ttagtcacag 




69350 


<210> 380 
<211> 2602 
<212> DNA 

<213> Pisum sativum 












<400> 380 
atcacacatc 


actctaaaac 


taaacattac 


ttacttcttt 


ccatcatcac 


catgtttact 


60 


cacttctcca 


cccactttca 


tcttccatct 


tcttcttctc 


tcttctttct 


tcatccattc 


120 


tacaaatcct 


cttctttagg 


tgctgtgtcg 


tttgtggcta 


aagacaaaga 


gaaaagatgt 


180 


agagctatat 


ccaaatcaag 


aactcaggaa 


tatgaaggag 


tatttcaaac 


taatgtagca 


240 


acattaaagt 


tgagtgaaat 


taatgtggaa 


gatgtcatag 


tcatagatga 


tgaagaggag 


300 


caagatatta 


gggtgggttt 


agtgaacaaa 


ataaaatcaa 


tattgagttc 


attggaagat 


360 


ggagagataa 


ctatatctgc 


ttatgatact 


gcttgggttg 


ctcttgttga 


agatgttaat 


420 


gctattagca 


cccctcaatt 


tccttctagt 


ctagagtgga 


ttgcaaaaaa 


tcaacttcaa 


480 


gatggttcat 


ggggtgatag 


ccgattattc 


tcggctcatg 


atcgaattat 


caatacattg 


540 


gcatgtgtaa 


tcgcgttacg 


atcatggaat 


atgcattcag 


aaaagtgtga 


caaaggaatg 


600 


atatttttta 


gagagaatct 


tagcaagctt 


gagaatgaga 


atgaggagca 


tatgccaatt 


660 


gggtttgaag 


ttgctttccc 


ttcactactt 


gaaggagcta 


gagggattaa 


accattgatg 


720 


tgcccaaatg 


attctccaat 


attgaaaaac 


atatttgaaa 


agagagatga 


aaaactcaca 


780 


agaataccaa 


aagagataat 


gcataaagtg 


ccaacaacat 


tgttgcatag 


cttggagggt 


840 


atgtctggct 


tggattggaa 


acaacttcta 


aaattgcaat 


cacaagatgg 


atcattcttg 


900 


ttttctccat 


cttccacagc 


ttttgcatta 


atgcaaacta 


aagatggaaa 


ttgcctaaaa 


960 
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tacttgaata atgttgtcaa aaaattcaat ggaggagtcc caaatgtgta tccggtggat 1020 

ttatttgaac atatttgggt ggttgatcgt ctcgaacgcc ttggaatatc tcgatttttt 1080 

cgacatgaga tcaaagattg tatgaattat gtgtctaaga tatggagtga aaaaggaatt 1140 

tgttgggcaa gaaattcaaa tgttcaagat attgatgaca cagcaatggc tttcagatta 1200 

cttagattac atggtcacca agtttcagcc catgtgttta agcactttga gagaaatggt 1260 

gaattcttct gctttgctgg tcaatgcaca caagcagtga caggaatgta taatctattt 1320 

agagccagtc aagtgctttt tccaggagag aaaattcttg aacatgccaa acacttttct 1380 

gccaaagttt tgaaggaaaa gagagaagca aatgaactca tagataagtg gatcataatg 1440 

aagaatctgc ctgaagaggt tggttatgca ttggacatgc catggtatgc aaatttagat 1500 

cgcattgaga caagatttta cattgatcaa tatggtgctg aaagcgatgt atggattggc 1560 

aaaactcttt acaggatggc gtatgtgaac aacaacaatt atctcgagct tgctaaatta 1620 

gactacaaca attgtcaagc acaacattta atcgaatgga atgtaattca aacatggtac 1680 

ttagaatcta gattgggcga atttggattg agcaaaaggg atcttttatt ggcttatttt 1740 

ttggccaccg ggagcatatt tgagcctgaa agatctcatg agagacttgc ttgggcaaaa 1800 

actacggctc tccttgagac aatcaagtgt tatgttagga atgaagattt gaggaaagat 1860 

tttgcgaaaa aattcaatga ccacatcgat gttcgagact attctattgc ccggaggatg 1920 

aagaggaaca aaacagaaca tgaacttgtt gagagtctgt ttgcaaccat aggtgaaata 1980 

tcatgggatg taagattgtc ttatggtcat gaaattggat atgatatgca tcaatgttgg 2040 

aaaaagtggc tttcaagttg gcaaagtgaa ggagacaaat gtgaaggaga agcagaactt 2100 

ttgatacaaa taataaacct atgttctaac cattggattt ctgagggacc aagtatgcaa 2160 

tccacaatac agcatcttct tcaactcact aactctatat gccataaact tagttgctat 2220 

caaaaggaca aggaattaaa aggcatcagc tgccaggaaa acatcaccaa ctcagaagta 2280 

gagtccaaaa tgcaagaact tgtacaaatg gtgtttcaaa aatgtcctaa tgacattgat 2340 

tttaatgtca agaatacttt cttcacaatt gcaaagtcct tttactatgc agctttctgt 2400 

gattcaagga ccatcaactt tcatattgca aaagttctct ttgaaaaagt tgtttaatca 2460 

aatttattga tttgtatagg tattagttca ctttcattca tgtgaatata tattttccct 2520 

ttaatgtaat attgaaacaa aaaggaaaat atttgttatt gtgattcaat gtgtatatat 2580 

tgtcgttttc taataaattt ca 2602 

<210> 381 
<211> 2658 
<212> DNA 
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<213> Cucurbita maxima 
<400> 381 



gaaagcggta 


gttttcggct 


cttggctgtt 


tttgtgtact 


gcctattctg 


ttctttatat 


60 


gcactgaatg 


tgaaaatgcc 


tcaccagagt 


ttgatgctgc 


ttccgcaatt 


tctttgcatg 


120 


tcctaaacat 


accagtcatg 


tatctttccc 


gacctaccgg 


cgttgcccgt 


tttgctgcct 


180 


cctcctcctc 


ctcctcctca 


gcttccctat 


tccctggagt 


ggatgtggac 


acaacaacta 


240 


aaactggagc 


tttgcacttt 


gaagaaacaa 


aagaaagaat: 


taagaaattg 


ttcgacaagg 


300 


ttgaactttc 


agtttctgca 


tatgatactg 


catgggtggc 


aatggttcct 


tctccaaact 


360 


ctctcaacca 


acctcttttc 


cccgagtgta 


taaactgggt 


attagatagt 


caacatgctg 


420 


atggctcatg 


gggcctactc 


cacaacgatc 


agttgctgat 


gaaggccaat 


ctcttatcta 


480 


cattagcatg 


tgttcttact 


cttaagcggt 


ggaatattgg 


gcatgatcat 


atgagcaagg 


540 


cccttgattt 


tatcaagtct 


aatatagctt 


cagctactga 


tgagaaccaa 


cgttctccgg 


600 


tgggatttga 


cattattttc 


cctggcatga 


ttgagtatgc 


taaagacttg 


aatttgaatc 


660 


tacccttggc 


accgacgaac 


gtggatgcct 


tggttcgaaa 


gaaagagttg 


gagctgagaa 


720 


gctgcagaag 


caactctgaa 


ggtggaaaag 


cctatttagc 


gtatgtttca 


gaaggaattg 


780 


gaaagttaca 


ggactgggat 


atggtcatgc 


aatatcaaag 


gaagaatgga 


tcactgttta 


840 


attctccatc 


cactacggca 


gcggctttta 


tgcatagaaa 


tgatgatggc 


tgttttgatt 


900 


atcttcgctc 


actcttacaa 


aagtttgatg 


gctcagttcc 


cacaatatat 


cctcttgata 


960 


tatatgctcg 


attacacatg 


gttgatagcc 


ttcaaaaatt 


cggaattgct 


cggcatttca 


1020 


aagaggagat 


tagaagcgta 


ttagatgaaa 


cttacaggtg 


ttggatgcaa 


ggagaggaaa 


1080 


atatattctt 


agatgcttca 


acttgtgcaa 


tggcctttcg 


aatgttacgt 


gttgaaggat 


1140 


atgatgtttc 


ttcagaccag 


ttgactcaat 


tttcagaaga 


tatctttccc 


aattgccttg 


1200 


gaggatattt 


aaaagacttc 


ggtgcctcgc 


tggagttata 


taaggcctct 


cagattatca 


1260 


cgcaccccga 


tgaatctgtt 


ctggaaaata 


taaactcttg 


gactagtcgt 


ttcctgaagc 


1320 


atggattatc 


tagtgattca 


gtttggtctg 


atagaaccga 


tagtgttgtt 


aaacaagagg 


1380 


ctgttaatgc 


tcttgagttc 


ccctataatg 


caactctaga 


acgcctaata 


agtaagaggg 


1440 


caatggaaag 


ttacagtgga 


gacattgtga 


ggatttcaaa 


atcgccatat 


gcctgcttaa 


1500 


attttggcca 


tcaagatttt 


ctggaacttg 


ctgtagagga 


tttcaatacc 


ctgcaacgca 


1560 


ttcatcttaa 


agaactggaa 


gagcttcaaa 


gatgggtggt 


tgaaaacaaa 


ttggacgagt 


1620 


tgaaattttt 


cagactgcac 


ctagggtact 


gctattttgc 


tgcggcagcg 


acccttactg 


1680 


atcctgaact 


tcatgatgct 


cgcatagcat 


gggcacaaaa 


tggtgtgctc 


acgaccgtgg 


1740 
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ttgatgattt 


ctatgatggt 


ggaggatctg 


aagaggaatt 


ggataacctt 


atagaattgg 


1800 


tggaaaagtg 


ggatcctgat 


ggggaagtgg 


gttactgttc 


caaggacgtt 


gagattgtat 


1860 


ttcttgcact 


gcacagcaca 


gtttgtgaaa 


taggaagaag 


agctttagta 


tggcaaggac 


1920 


gcagtgttat 


gaggaatgtt 


atcgatggtt 


ggttggctct 


gctgaaggtg 


atgagaaagg 


1980 


aagctgaatg 


gtcgacaaat 


aaggtagtgc 


catcaatggg 


tgaatatatg 


gaacaagccc 


2040 


atgtatcatt 


cgcgttggga 


cctataatcc 


ttccaatgct 


cttctttgtt 


ggacctaaac 


2100 


tctcagagga 


aatgattgga 


agctgtgaat 


accagaagtt 


atataagctg 


atgagcactg 


2160 


ctggtcgcct 


taagaatgat 


attcgatctt 


acgatagaga 


atgcaaagag 


ggaaagctga 


2220 


atattctgtc 


tctgtggatg 


attgatggcg 


gtggtaatgt 


caccaaagag 


gaggccattg 


2280 


aagcaattaa 


aggggatttt 


gagagggcga 


taagagagct 


gctggggtta 


gttttgcagg 


2340 


agaacactac 


aattccaaga 


gcttgtaagg 


atttgttctg 


gaaattgatg 


tccattgtga 


2400 


atctatttta 


catggaagat 


gatgggtaca 


cttcaaatag 


gttgatgaac 


actgtaaaag 


2460 


ccatgtttga 


acaacccatg 


gatctggatg 


cactattgaa 


caaatgaacg 


aacaacaaac 


2520 


gaaataagtt 


gtagtgggaa 


gcagacgcca 


cctattcact 


gtcttctcta 


ctgatcagat 


2580 


gtctattgct 


ttctcattga 


ggaaatggca 


aataaaacat 


tttatggaaa 


catttcattg 


2640 


ttaaattgag 


acagtctg 










2658 


<210> 382 
<211> 2797 
<212> DNA 
<213> Zea mays 












<400> 382 
ccgctagctc 


ttgctttgtt 


gtgtgtcctg 


atggtcgagt 


tcctcaccgt 


gcttttgctt 


60 


ttctgctttc 


acttgcctgc 


agctgcagct 


cgtcaatcag 


gtccatgccg 


tatccgcatc 


120 


cgtatccgtg 


gcaaagcagc 


aggaggagga 


ggaggaggcg 


cgggcgcgac 


ggggccccgc 


180 


ggcagcctca 


ggctcgccgg 


gtggtggagc 


gcgcagcagc 


aggccccggc 


cacgcgacga 


240 


caacgcagca 


gcccgacaac 


gtctccagtg 


ctaaagtgtt 


ccagaccagc 


cgtgtggaaa 


300 


ccgagtcgaa 


attgcgaaat 


ggcaggaaac 


cacaagacct 


tgaggatgag 


caccaggctg 


360 


aggaggcaga 


gctgcagcca 


cttatcgacc 


aggtgagggc 


gatgctacgg 


tcgatgaacg 


420 


acggggatac 


cagcgcctcg 


gcgtacgaca 


cggcgtgggt 


qqcgatggtg 


ccQaaaqtqg 


480 


gcggcgacgg 


cggcgcccag 


ccccagttcc 


cggccaccgt 


gcgctggatc 


gtggaccacc 


540 


agctgcccga 


cggctcctgg 


ggcgactcgg 


ccctgttctc 


cgcctacgac 


cgcatgatca 


600 


acaccctcgc 


ctgcgtcgtc 


gcgctgacca 


agtggtcgct 


ggagcccgcg 


aggtgcgagg 


660 
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cggggctctc 


gttcctgcac 


gagaacatgt 


ggaggctagc 


ggaggaggag 


gcggagtcga 


720 


tgcccatcgg 


cttcgagatc 


gccttccctt 


ctctcatcca 


gacggctagg 


gacctgggcg 


780 


tcgtcgactt 


cccgtacgga 


cacccggcgc 


tgcagagcat 


atacgccaac 


agggaagtca 


840 


agctgaagcg 


gatcccaagg 


gacatgatgc 


acagggtccc 


gacgtccatc 


ctgcacagcc 


900 


ttgaagggat 


gcctgacctg 


gactggccga 


ggcttctgaa 


cctccagtcc 


tgcgacggct 


960 


ccttcttgtt 


ctctccttcg 


gctaccgctt 


acgcgctgat 


gcaaaccggt 


gacaagaagt 


1020 


gcttcgaata 


catcgacagg 


attgtcaaaa 


aattcaacgg 


gggagtcccc 


aatgtttatc 


1080 


cggtcgatct 


tttcgagcac 


atctgggttg 


tggatcggtt 


ggagcgactc 


gggatctccc 


1140 


gctacttcca 


acgagagatt 


gagcagtgca 


tggactatgt 


gaacaggcac 


tggactgaag 


1200 


atgggatttg 


ctgggctagg 


aaatccaatg 


tgaaggatgt 


ggatgacaca 


gctatggctt 


1260 


tccgactact 


aaggctacat 


ggatacaatg 


tctctccaag 


tgtgtttaag 


aactttgaga 


1320 


aagatggaga 


gttcttttgt 


tttgtgggcc 


aatcgactca 


agccgtcact 


gggatgtata 


1380 


acctcaacag 


agcctctcag 


ataagttttc 


aaggagagga 


tgtattgcat 


cgtgctaggg 


1440 


ttttctcgta 


tgagtttctg 


agacagagag 


aagaacaagg 


catgatccgt 


gataaatgga 


1500 


tcgttgccaa 


ggatctacct 


ggcgaggtgc 


aatatacact 


agacttccct 


tggtatgcaa 


1560 


gcttgcctcg 


tgtagaggca 


agaacctatc 


tagatcaata 


tggtggtaaa 


gatgacgttt 


1620 


ggattggaaa 


gacactctac 


aggatgcctc 


ttgtgaataa 


cgacacatat 


ctagagttgg 


1680 


caataaggga 


tttcaaccat 


tgccaagctc 


tgcatcagct 


tgagtgtaat 


gggctgcaaa 


1740 


cgtggtacaa 


ggataattgc 


cttgacgctt 


ttggagtaga 


accacaagat 


gttttaagat 


1800 


cttacttttt 


agctgctgct 


tgcatttttg 


aacctagccg 


tgctgctgag 


cggcttgcat 


1860 


gggctagaac 


gtcaatgatt 


gccaatgcca 


tttctacaca 


tcttcgtgac 


atttcggaag 


1920 


acaagaagag 


attggaatgt 


ttcgtgcact 


gtctctatga 


agaaaacgat 


gtatcatggc 


1980 


ttaaacgaaa 


tcctaatgat 


gttattcttg 


agagggcact 


tcgaagatta 


attaacttat 


2040 


tagcacaaga 


agcattgcca 


attcatgaag 


gacaaagatt 


catacacagt 


ctattgagtc 


2100 


ttgcatggac 


cgaatggatg 


ttgcaaaagg 


caaataaaga 


agaaaacaaa 


tatcacaaat 


2160 


gcagtggtat 


agaaccacaa 


tacatggttc 


atgataggca 


aacatactta 


cttttagttc 


2220 


aggttattga 


gatttgtgct 


ggacgaattg 


gtgaggctgt 


gtcaatgata 


aacaacaagg 


2280 


ataatgattg 


gtttattcaa 


ctcacatgtg 


ctacttgtga 


cagtcttaac 


cataggatgt 


2340 


tactgtccca 


ggatactatg 


aagaatgaag 


caagaataaa 


ttggattgag 


aaggaaatcg 


2400 


agttgaatat 


gcaagagctt 


,gctcaatctc 


tccttttgag 


atgtgatgag 


aaaactagca 


2460 


ataagaagac 


caagaaaacc 


ttatgggatg 


tcctaagaag 


tttatactat 


gctactcatt 


2520 
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ccccacaaca 


tatgatcgat 


agacatgttt 


ccagagttat 


ctttgagcct 


gtttaaaaat 


2580 


gtttaagtgg 


tagaccatta 


tgttaggtgt 


aaatgtgtac 


ataaaagtta 


tcataaggag 


2640 


taatggtagc 


agaagcatgc 


agttgtaagt 


ttatttgttg 


cttagaatag 


aaattagtgt 


2700 


agctataata 


tcaagaatgt 


tcctatataa 


gtaatcatat 


tatggataga 


ggtgttcata 


2760 


tgaataataa 


ttttatatgt 


taagtgttat 


cttacct 






2797 



<210> 383 
<211> 784 
<212> PRT 

<213> Stevia rebaudiana 
<400> 383 

Met Asn Leu Ser Leu Cys lie Ala Ser Pro Leu Leu Thr Lys Ser Asn 
15 10 15 



Arg Pro Ala Ala Leu Ser Ala lie His Thr Ala Ser Thr Ser His Gly 
20 25 30 



Gly Gin Thr Asn Pro Thr Asn Leu lie lie Asp Thr Thr Lys Glu Arg 
35 40 45 



lie Gin Lys Gin Phe Lys Asn Val Glu lie Ser Val Ser Ser Tyr Asp 
50 55 60 



Thr Ala Trp Val Ala Met Val Pro Ser Pro Asn Ser Pro Lys Ser Pro 
65 70 75 80 



Cys Phe Pro Glu Cys Leu Asn Trp Leu lie Asn Asn Gin Leu Asn Asp 
85 90 95 



Gly Ser Trp Gly Leu Val Asn His Thr His Asn His Asn His Pro Leu 
100 105 110 



Leu Lys Asp Ser Leu Ser Ser Thr Leu Ala Cys lie Val Ala Leu Lys 
115 120 125 



Arg Trp Asn Val Gly Glu Asp Gin lie Asn Lys Gly Leu Ser Phe lie 
130 135 140 



Glu Ser Asn Leu Ala Ser Ala Thr Glu Lys Ser Gin Pro Ser Pro lie 
145 150 155 160 



Gly Phe Asp lie lie Phe Pro Gly Leu Leu Glu Tyr Ala Lys Asn Leu 
165 170 175 
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Asp lie Asn Leu Leu Ser Lys Gin Thr Asp Phe Ser Leu Met Leu His 
180 185 190 



Lys Arg Glu Leu Glu Gin Lys Arg Cys His Ser Asn Glu Met Asp Gly 
195 200 205 



Tyr Leu Ala Tyr lie Ser Glu Gly Leu Gly Asn Leu Tyr Asp Trp Asn 
210 215 220 



Met Val Lys Lys Tyr Gin Met Lys Asn Gly Ser Val Phe Asn Ser Pro 
225 230 235 240 



Ser Ala Thr Ala Ala Ala Phe lie Asn His Gin Asn Pro Gly Cys Leu 
245 250 255 



Asn Tyr Leu Asn Ser Leu Leu Asp Lys Phe Gly Asn Ala Val Pro Thr 
260 265 270 



Val Tyr Pro His Asp Leu Phe lie Arg Leu Ser Met Val Asp Thr lie 
275 280 285 



Glu Arg Leu Gly lie Ser His His Phe Arg Val Glu lie Lys Asn Val 
290 295 300 



Leu Asp Glu Thr Tyr Arg Cys Trp Val Glu Arg Asp Glu Gin lie Phe 
305 310 315 320 



Met Asp Val Val Thr Cys Ala Leu Ala Phe Arg Leu Leu Arg lie Asn 
325 330 335 



Gly Tyr Glu Val Ser Pro Asp Pro Leu Ala Glu lie Thr Asn Glu Leu 
340 345 350 



Ala Leu Lys Asp Glu Tyr Ala Ala Leu Glu Thr Tyr His Ala Ser His 
355 360 365 



lie Leu Tyr Gin Glu Asp Leu Ser Ser Gly Lys Gin lie Leu Lys Ser 
370 375 380 



Ala Asp Phe Leu Lys Glu lie lie Ser Thr Asp Ser Asn Arg Leu Ser 
385 390 395 400 



Lys Leu lie His Lys Glu Val Glu Asn Ala Leu Lys Phe Pro lie Asn 
405 410 415 
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Thr Gly Leu Glu Arg lie Asn Thr Arg Arg Asn lie Gin Leu Tyr Asn 
420 425 430 



Val Asp Asn Thr Arg lie Leu Lys Thr Thr Tyr His Ser Ser Asn lie 
435 440 445 



Ser Asn Thr Asp Tyr Leu Arg Leu Ala Val Glu Asp Phe Tyr Thr Cys 
450 455 460 



Gin Ser lie Tyr Arg Glu Glu Leu Lys Gly Leu Glu Arg Trp Val Val 
465 470 475 480 



Glu Asn Lys Leu Asp Gin Leu Lys Phe Ala Arg Gin Lys Thr Ala Tyr 
485 490 495 



Cys Tyr Phe Ser Val Ala Ala Thr Leu Ser Ser Pro Glu Leu Ser Asp 
500 505 510 



Ala Arg lie Ser Trp Ala Lys Asn Gly lie Leu Thr Thr Val Val Asp 
515 520 525 



Asp Phe Phe Asp lie Gly Gly Thr lie Asp Glu Leu Thr Asn Leu lie 
530 535 540 



Gin Cys Val Glu Lys Trp Asn Val Asp Val Asp Lys Asp Cys Cys Ser 
545 550 555 560 



Glu His Val Arg lie Leu Phe Leu Ala Leu Lys Asp Ala lie Cys Trp 
565 570 575 



lie Gly Asp Glu Ala Phe Lys Trp Gin Ala Arg Asp Val Thr Ser His 
580 585 590 



Val lie Gin Thr Trp Leu Glu Leu Met Asn Ser Met Leu Arg Glu Ala 
595 600 605 



lie Trp Thr Arg Asp Ala Tyr Val Pro Thr Leu Asn Glu Tyr Met Glu 
610 615 620 



Asn Ala Tyr Val Ser Phe Ala Leu Gly Pro lie Val Lys Pro Ala lie 
625 630 635 640 



Tyr Phe Val Gly Pro Lys Leu Ser Glu Glu lie Val Glu Ser Ser Glu 
645 650 655 
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Tyr His Asn Leu Phe Lys Leu Met Ser Thr Gin Gly Arg Leu Leu Asn 
660 665 670 



Asp lie His Ser Phe Lys Arg Glu Phe Lys Glu Gly Lys Leu Asn Ala 
675 680 685 



Val Ala Leu His Leu Ser Asn Gly Glu Ser Gly Lys Val Glu Glu Glu 
690 695 700 



Val Val Glu Glu Met Met Met Met lie Lys Asn Lys Arg Lys Glu Leu 
705 710 715 720 



Met Lys Leu lie Phe Glu Glu Asn Gly Ser lie Val Pro Arg Ala Cys 
725 730 735 



Lys Asp Ala Phe Trp Asn Met Cys His Val Leu Asn Phe Phe Tyr Ala 
740 745 750 



Asn Asp Asp Gly Phe Thr Gly Asn Thr lie Leu Asp Thr Val Lys Asp 
755 760 765 



lie lie Tyr Asn Pro Leu Val Leu Val Asn Glu Asn Glu Glu Gin Arg 
770 775 780 



<210> 384 
<211> 784 
<212> PRT 

<213> Stevia rebaudiana 
<400> 384 

Met Asn Leu Ser Leu Cys lie Ala Ser Pro Leu Leu Thr Lys Ser Ser 
15 10 15 



Arg Pro Thr Ala Leu Ser Ala lie His Thr Ala Ser Thr Ser His Gly 
20 25 30 



Gly Gin Thr Asn Pro Thr Asn Leu lie lie Asp Thr Thr Lys Glu Arg 
35 40 45 



lie Gin Lys Leu Phe Lys Asn Val Glu lie Ser Val Ser Ser Tyr Asp 
50 55 60 



Thr Ala Trp Val Ala Met Val Pro Ser Pro Asn Ser Pro Lys Ser Pro 
65 70 75 80 



Cys Phe Pro Glu Cys Leu Asn Trp Leu lie .Asn Asn Gin Leu Asn Asp 
85 90 95 
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Gly Ser Trp Gly Leu Val Asn His Thr His Asn His Asn His Pro Leu 
100 105 110 



Leu Lys Asp Ser Leu Ser Ser Thr Leu Ala Cys lie Val Ala Leu Lys 
115 120 125 



Arg Trp Asn Val Gly Glu Asp Gin lie Asn Lys Gly Leu Ser Phe lie 
130 135 140 



Glu Ser Asn Leu Ala Ser Ala Thr Asp Lys Ser Gin Pro Ser Pro lie 
145 150 155 160 



Gly Phe Asp lie lie Phe Pro Gly Leu Leu Glu Tyr Ala . Lys Asn Leu 
165 170 175 



Asp lie Asn Leu Leu Ser Lys Gin Thr Asp Phe Ser Leu Met Leu His 
180 185 190 



Lys Arg Glu Leu Glu Gin Lys Arg Cys His Ser Asn Glu lie Asp Gly 
195 200 205 



Tyr Leu Ala Tyr lie Ser Glu Gly Leu Gly Asn Leu Tyr Asp Trp Asn 
210 215 220 



Met Val Lys Lys Tyr Gin Met Lys Asn Gly Ser Val Phe Asn Ser Pro 
225 230 235 240 



Ser Ala Thr Ala Ala Ala Phe lie Asn His Gin Asn Pro Gly Cys Leu 
245 250 255 



Asn Tyr Leu Asn Ser Leu Leu Asp Lys Phe Gly Asn Ala Val Pro Thr 
260 265 270 



Val Tyr Pro Leu Asp Leu Tyr lie Arg Leu Ser Met Val Asp Thr lie 
275 280 285 



Glu Arg Leu Gly lie Ser His His Phe Arg Val Glu lie Lys Asn Val 
290 295 300 



Leu Asp Glu Thr Tyr Arg Cys Trp Val Glu Arg Asp Glu Gin lie Phe 
305 310 315 320 



Met Asp Val Val Thr Cys Ala Leu Ala Phe Arg Leu Leu Arg lie His 
325 330 335 
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Gly Tyr Lys Val Ser Pro Asp Gin Leu Ala Glu lie Thr Asn Glu Leu 
340 345 350 



Ala Phe Lys Asp Glu Tyr Ala Ala Leu Glu Thr Tyr His Ala Ser Gin 
355 360 365 



lie Leu Tyr Gin Glu Asp Leu Ser Ser Gly Lys Gin lie Leu Lys Ser 
370 375 380 



Ala Asp Phe Leu Lys Gly lie Leu Ser Thr Asp Ser Asn Arg Leu Ser 
385 390 395 400 



Lys Leu lie His Lys Glu Val Glu Asn Ala Leu Lys Phe Pro lie Asn 
405 410 415 



Thr Gly Leu Glu Arg lie Asn Thr Arg Arg Asn lie Gin Leu Tyr Asn 
420 425 430 



Val Asp Asn Thr Arg lie Leu Lys Thr Thr Tyr His Ser Ser Asn lie 
435 440 445 



Ser Asn Thr Tyr Tyr Leu Arg Leu Ala Val Glu Asp Phe Tyr Thr Cys 
450 455 460 



Gin Ser lie Tyr Arg Glu Glu Leu Lys Gly Leu Glu Arg Trp Val Val 
465 470 475 480 



Gin Asn Lys Leu Asp Gin Leu Lys Phe Ala Arg Gin Lys Thr Ala Tyr 
485 490 495 



Cys Tyr Phe Ser Val Ala Ala Thr Leu Ser Ser Pro Glu Leu Ser Asp 
500 505 510 



Ala Arg lie Ser Trp Ala Lys Asn Gly lie Leu Thr Thr Val Val Asp 
515 520 525 



Asp Phe Phe Asp lie Gly Gly Thr lie Asp Glu Leu Thr Asn Leu He 
530 535 540 



Gin Cys Val Glu Lys Trp Asn Val Asp Val Asp Lys Asp Cys Cys Ser 
545 550 555 560 



Glu His Val Arg He Leu Phe Leu Ala Leu Lys Asp Ala lie Cys Trp 
565 570 575 
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lie Gly Asp Glu Ala Phe Lys Trp Gin Ala Arg Asp Val Thr Ser His 
580 585 590 



Val lie Gin Thr Trp Leu Glu Leu Met Asn Ser Met Leu Arg Glu Ala 
595 600 605 



lie Trp Thr Arg Asp Ala Tyr Val Pro Thr Leu Asn Glu Tyr Met Glu 
610 615 620 



Asn Ala Tyr Val Ser Phe Ala Leu Gly Pro lie Val Lys Pro Ala lie 
625 630 635 640 



Tyr Phe Val Gly Pro Lys Leu Ser Glu Glu lie Val Glu Ser Ser Glu 
645 650 655 



Tyr His Asn Leu Phe Lys Leu Met Ser Thr Gin Gly Arg Leu Leu Asn 
660 665 670 



Asp lie His Ser Phe Lys Arg Glu Phe Lys Glu Gly Lys Leu Asn Ala 
675 680 685 



Val Ala Leu His Leu Ser Asn Gly Glu Ser Gly Lys Val Glu Glu Glu 
690 695 700 



Val Val Glu Glu Met Met Met Met lie Lys Asn Lys Arg Lys Glu Leu 
705 710 715 720 



Met Lys Leu lie Phe Glu Glu Asn Gly Ser lie Val Pro Arg Ala Cys 
725 730 735 



Lys Asp Ala Phe Trp Asn Met Cys His Val Leu Asn Phe Phe Tyr Ala 
740 745 750 



Asn Asp Asp Gly Phe Thr Gly Asn Thr lie Leu Asp Thr Val Lys Asp 
755 760 765 



lie lie Tyr Asn Pro Leu Val Leu Val Asn Glu Asn Glu Glu Gin Arg 
770 775 780 



<210> 385 
<211> 787 
<212> PRT 

<213> Stevia rebaudiana 
<400> 385 

Met Lys Thr Gly Phe lie Ser Pro Ala Thr Val Phe His His Arg lie 
15 10 15 
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Ser Pro Ala Thr Thr Phe Arg His His Leu Ser Pro Ala Thr Thr Asn 
20 25 30 



Ser Thr Gly lie Val Ala Leu Arg Asp lie Asn Phe Arg Cys Lys Ala 
35 40 45 



Val Ser Lys Glu Tyr Ser Asp Leu Leu Gin Lys Asp Glu Ala Ser Phe 
50 55 60 



Thr Lys Trp Asp Asp Asp Lys Val Lys Asp His Leu Asp Thr Asn Lys 
65 70 75 80 



Asn Leu Tyr Pro Asn Asp Glu lie Lys Glu Phe Val Glu Ser Val Lys 
85 90 95 



Ala Met Phe Gly Ser Met Asn Asp Gly Glu lie Asn Val Ser Ala Tyr 
100 105 110 



Asp Thr Ala Trp Val Ala Leu Val Gin Asp Val Asp Gly Ser Gly Ser 
115 120 125 



Pro Gin Phe Pro Ser Ser Leu Glu Trp lie Ala Asn Asn Gin Leu Ser 
130 135 140 



Asp Gly Ser Trp Gly Asp His Leu Leu Phe Ser Ala His Asp Arg lie 
145 150 155 160 



lie Asn Thr Leu Ala Cys Val lie Ala Leu. Thr Ser Trp Asn Val His 
165 170 175 



Pro Ser Lys Cys Glu Lys Gly Leu Asn Phe Leu Arg Glu Asn lie Cys 
180 185 190 



Lys Leu Glu Asp Glu Asn Ala Glu His Met Pro lie Gly Phe Glu Val 
195 200 205 



Thr Phe Pro Ser Leu lie Asp lie Ala Lys Lys Leu Asn lie Glu Val 
210 215 220 



Pro Glu Asp Thr Pro Ala Leu Lys Glu lie Tyr Ala Arg Arg Asp lie 
225 230 235 240 



Lys Leu Thr Lys lie Pro Met Glu Val Leu His Lys Val Pro Thr Thr 
245 250 255 
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Leu Leu His Ser Leu Glu Gly Met Pro Asp Leu Glu Trp Glu Lys Leu 
260 265 270 



Leu Lys Leu Gin Cys Lys Asp Gly Ser Phe Leu Phe Ser Pro Ser Ser 
275 280 285 



Thr Ala Phe Ala Leu Met Gin Thr Lys Asp Glu Lys Cys Leu Gin Tyr 
290 295 300 



Leu Thr Asn lie Val Thr Lys Phe Asn Gly Gly Val Pro Asn Val Tyr 
305 310 315 320 



Pro Val Asp Leu Phe Glu His lie Trp Val Val Asp Arg Leu Gin Arg 
325 330 335 



Leu Gly lie Ala Arg Tyr Phe Lys Ser Glu lie Lys Asp Cys Val Glu 
340 345 350 



Tyr lie Asn Lys Tyr Trp Thr Lys Asn Gly lie Cys Trp Ala Arg Asn 
355 360 365 



Thr His Val Gin Asp lie Asp Asp Thr Ala Met Gly Phe Arg Val Leu 
370 375 380 



Arg Ala His Gly Tyr Asp Val Thr Pro Asp Val Phe Arg Gin Phe Glu 
385 390 395 400 



Lys Asp Gly Lys Phe Val Cys Phe Ala Gly Gin Ser Thr Gin Ala Val 
405 410 415 



Thr Gly Met Phe Asn Val Tyr Arg Ala Ser Gin Met Leu Phe Pro Gly 
420 425 430 



Glu Arg lie Leu Glu Asp Ala Lys Lys Phe Ser Tyr Asn Tyr Leu Lys 
435 440 445 



Glu Lys Gin Ser Thr Asn Glu Leu Leu Asp Lys Trp lie lie Ala Lys 
450 455 460 



Asp Leu Pro Gly Glu Val Gly Tyr Ala Leu Asp lie Pro Trp Tyr Ala 
465 470 475 480 



Ser Leu Pro Arg Leu Glu Thr Arg Tyr Tyr Leu Glu Gin Tyr Gly Gly 
485 490 495 
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Glu Asp Asp Val Trp lie Gly Lys Thr Leu Tyr Arg Met Gly Tyr Val 
500 505 510 



Ser Asn Asn Thr Tyr Leu Glu Met Ala Lys Leu Asp Tyr Asn Asn Tyr 
515 520 525 



Val Ala Val Leu Gin Leu Glu Trp Tyr Thr lie Gin Gin Trp Tyr Val 
530 535 540 



Asp lie Gly lie Glu Lys Phe Glu Ser Asp Asn lie Lys Ser Val Leu 
545 550 555 560 



Val Ser Tyr Tyr Leu Ala Ala Ala Ser lie Phe Glu Pro Glu Arg Ser 
565 570 575 



Lys Glu Arg lie Ala Trp Ala Lys Thr Thr lie Leu Val Asp Lys lie 
580 585 590 



Thr Ser lie Phe Asp Ser Ser Gin Ser Ser Lys Glu Asp lie Thr Ala 
595 600 605 



Phe lie Asp Lys Phe Arg Asn Lys Ser Ser Ser Lys Lys His Ser lie 
610 615 620 



Asn Gly Glu Pro Trp His Glu Val Met Val Ala Leu Lys Lys Thr Leu 
625 630 635 640 



His Gly Phe Ala Leu Asp Ala Leu Met Thr His Ser Gin Asp lie His 
645 650 655 



Pro Gin Leu His Gin Ala Trp Glu Met Trp Leu Thr Lys Leu Gin Asp 
660 665 670 



Gly Val Asp Val Thr Ala Glu Leu Met Val Gin Met lie Asn Met Thr 
675 680 685 



Ala Gly Arg Trp Val Ser Lys Glu Leu Leu Thr His Pro Gin Tyr Gin 
690 695 700 



Arg Leu Ser Thr Val Thr Asn Ser Val Cys His Asp lie Thr Lys Leu 
705 710 715 720 



His Asn Phe Lys Glu Asn Ser Thr Thr Val Asp Ser Lys Val Gin Glu 
725 730 735 



Leu Val Gin Leu Val Phe Ser Asp Thr Pro Asp Asp Leu Asp Gin Asp 
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740 



745 



750 



Met Lys Gin Thr Phe Leu Thr Val Met Lys Thr Phe Tyr Tyr Lys Ala 
755 760 765 



Trp Cys Asp Pro Asn Thr lie Asn Asp His lie Ser Lys Val Phe Glu 
770 775 780 



lie Val lie 
785 



<210> 386 
<211> 862 
<212> PRT 

<213> Taxus brevifolia 

<400> 386 

Met Ala Gin Leu Ser Phe Asn Ala Ala Leu Lys Met Asn Ala Leu Gly 
15 10 15 



Asn Lys Ala lie His Asp Pro Thr Asn Cys Arg Ala Lys Ser Glu Arg 
20 25 30 



Gin Met Met Trp Val Cys Ser Arg Ser Gly Arg Thr Arg Val Lys Met 
35 40 45 



Ser Arg Gly Ser Gly Gly Pro Gly Pro Val Val Met Met Ser Ser Ser 
50 55 60 



Thr Gly Thr Ser Lys Val Val Ser Glu Thr Ser Ser Thr lie Val Asp 
65 70 75 80 



Asp lie Pro Arg Leu Ser Ala Asn Tyr His Gly Asp Leu Trp His His 
85 90 95 



Asn Val lie Gin Thr Leu Glu Thr Pro Phe Arg Glu Ser Ser Thr Tyr 
100 105 110 



Gin Glu Arg Ala Asp Glu Leu Val Val Lys lie Lys Asp Met Phe Asn 
115 120 125 



Ala Leu Gly Asp Gly Asp lie Ser Pro Ser Ala Tyr Asp Thr Ala Trp 
130 135 140 



Val Ala Arg Leu Ala Thr lie Ser Ser Asp Gly Ser Glu Lys Pro Arg 
145 150 155 160 
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Phe Pro Gin Ala Leu Asn Trp Val Phe Asn Asn Gin Leu Gin Asp Gly 
165 170 175 



Ser Trp Gly lie Glu Ser His Phe Ser Leu Cys Asp Arg Leu Leu Asn 
180 185 190 



Thr Thr Asn Ser Val lie Ala Leu Ser Val Trp Lys Thr Gly His Ser 
195 200 205 



Gin Val Gin Gin Gly Ala Glu Phe lie Ala Glu Asn Leu Arg Leu Leu 
210 215 220 



Asn Glu Glu Asp Glu Leu Ser Pro Asp Phe Gin lie lie Phe Pro Ala 
225 230 235 240 



Leu Leu Gin Lys Ala Lys Ala Leu Gly lie Asn Leu Pro Tyr Asp Leu 
245 250 255 



Pro Phe lie Lys Tyr Leu Ser Thr Thr Arg Glu Ala Arg Leu Thr Asp 
260 265 270 



Val Ser Ala Ala Ala Asp Asn lie Pro Ala Asn Met Leu Asn Ala Leu 
275 280 285 



Glu Gly Leu Glu Glu Val lie Asp Trp Asn Lys lie Met Arg Phe Gin 
290 295 300 



Ser Lys Asp Gly Ser Phe Leu Ser Ser Pro Ala Ser Thr Ala Cys Val 
305 310 315 320 



Leu Met Asn Thr Gly Asp Glu Lys Cys Phe Thr Phe Leu Asn Asn Leu 
325 330 335 



Leu Asp Lys Phe Gly Gly Cys Val Pro Cys Met Tyr Ser lie Asp Leu 
340 345 350 



Leu Glu Arg Leu Ser Leu Val Asp Asn lie Glu His Leu Gly lie Gly 
355 360 365 



Arg His Phe Lys Gin Glu lie Lys Gly Ala Leu Asp Tyr Val Tyr Arg 
370 375 380 



His Trp Ser Glu Arg Gly lie Gly Trp Gly , Arg Asp Ser Leu Val Pro 
385 390 395 400 
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Asp Leu Asn Thr Thr Ala Leu Gly Leu Arg Thr Leu Arg Met His Gly 
405 410 415 



Tyr Asn Val Ser Ser Asp Val Leu Asn Asn Phe Lys Asp Glu Asn Gly 
420 425 430 



Arg Phe Phe Ser Ser Ala Gly Gin Thr His Val Glu Leu Arg Ser Val 
435 440 445 



Val Asn Leu Phe Arg Ala Ser Asp Leu Ala Phe Pro Asp Glu Arg Ala 
450 455 460 



Met Asp Asp Ala Arg Lys Phe Ala Glu Pro Tyr Leu Arg Glu Ala Leu 
465 470 475 480 



Ala Thr Lys lie Ser Thr Asn Thr Lys Leu Phe Lys Glu lie, Glu Tyr 
485 490 495 



Val Val Glu Tyr Pro Trp His Met Ser lie Pro Arg Leu Glu Ala Arg 
500 505 510 



Ser Tyr lie Asp Ser Tyr Asp Asp Asn Tyr Val Trp Gin Arg Lys Thr 
515 520 525 



Leu Tyr Arg Met Pro Ser Leu Ser Asn Ser Lys Cys Leu Glu Leu Ala 
530 535 540 



Lys Leu Asp Phe Asn lie Val Gin Ser Leu His Gin Glu Glu Leu Lys 
545 550 555 560 



Leu Leu Thr Arg Trp Trp Lys Glu Ser Gly Met Ala Asp lie Asn Phe 
565 570 575 



Thr Arg His Arg Val Ala Glu Val Tyr Phe Ser Ser Ala Thr Phe Glu 
580 585 590 



Pro Glu Tyr Ser Ala Thr Arg lie Ala Phe Thr Lys lie Gly Cys Leu 
595 600 605 



Gin Val Leu Phe Asp Asp Met Ala Asp lie Phe Ala Thr Leu Asp Glu 
610 615 620 



Leu Lys Ser Phe Thr Glu Gly Val Lys Arg Trp Asp Thr Ser Leu Leu 
625 630 635 640 



His Glu lie Pro Glu Cys Met Gin Thr Cys Phe Lys Val Trp Phe Lys 
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645 650 655 



Leu Met Glu Glu Val Asn Asn Asp Val Val Lys Val Gin Gly Arg Asp 
660 665 670 



Met Leu Ala His lie Arg Lys Pro Trp Glu Leu Tyr Phe Asn Cys Tyr 
675 680 685 



Val Gin Glu Arg Glu Trp Leu Glu Ala Gly Tyr lie Pro Thr Phe Glu 
690 695 700 



Glu Tyr Leu Lys Thr Tyr Ala lie Ser Val Gly Leu Gly Pro Cys Thr 
705 710 715 720 



Leu Gin Pro lie Leu Leu Met Gly Glu Leu Val Lys Asp Asp Val Val 
725 730 735 



Glu Lys Val His Tyr Pro Ser Asn Met Phe Glu Leu Val Ser Leu Ser 
740 745 750 



Trp Arg Leu Thr Asn Asp Thr Lys Thr Tyr Gin Ala Glu Lys Ala Arg 
755 760 765 



Gly Gin Gin Ala Ser Gly lie Ala Cys Tyr Met Lys Asp Asn Pro Gly 
770 775 780 



Ala Thr Glu Glu Asp Ala lie Lys His lie Cys Arg Val Val Asp Arg 
785 790 795 800 



Ala Leu Lys Glu Ala Ser Phe Glu Tyr Phe Lys Pro Ser Asn Asp lie 
805 810 815 



Pro Met Gly Cys Lys Ser Phe lie Phe Asn Leu Arg Leu Cys Val Gin 
820 ^ 825 830 



lie Phe Tyr Lys Phe lie Asp Gly Tyr Gly lie Ala Asn Glu Glu lie 
835 840 845 



Lys Asp Tyr lie Arg Lys Val Tyr lie Asp Pro lie Gin Val 
850 855 860 



<210> 387 

<211> 946 

<212> PRT 

<213> Phaeosphaeria sp. 

<400> 387 
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Met Phe Ala Lys Phe Asp Met Leu Glu Glu Glu Ala Arg Ala Leu Val 
15 10 15 



Arg Lys Val Gly Asn Ala Val Asp Pro lie Tyr Gly Phe Ser Thr Thr 
20 25 30 



Ser Cys Gin lie Tyr Asp Thr Ala Trp Ala Ala Met lie Ser Lys Glu 
35 40 45 



Glu His Gly Asp Lys Val Trp Leu Phe Pro Glu Ser Phe Lys Tyr Leu 
50 55 60 



Leu Glu Lys Gin Gly Glu Asp Gly Ser Trp Glu Arg His Pro Arg Ser 
65 70 75 80 



Lys Thr Val Gly Val Leu Asn Thr Ala Ala Ala Cys Leu Ala Leu Leu 
85 90 95 



Arg His Val Lys Asn Pro Leu Gin Leu Gin Asp lie Ala Ala Gin Asp 
100 105 110 



lie Glu Leu Arg lie Gin Arg Gly Leu Arg Ser Leu Glu Glu Gin Leu 
115 120 125 



lie Ala Trp Asp Asp Val Leu Asp Thr Asn His lie Gly Val Glu Met 
130 135 140 



lie Val Pro Ala Leu Leu Asp Tyr Leu Gin Ala Glu Asp Glu Asn Val 
145 150 155 160 



Asp Phe Glu Phe Glu Ser His Ser Leu Leu Met Gin Met Tyr Lys Glu 
165 170 175 



Lys Met Ala Arg Phe Ser Pro Glu Ser Leu Tyr Arg Ala Arg Pro Ser 
180 185 190 



Ser Ala Leu His Asn Leu Glu Ala Leu lie Gly Lys Leu Asp Phe Asp 
195 200 205 



Lys Val Gly His His Leu Tyr Asn Gly Ser Met Met Ala Ser Pro Ser 
210 215 220 



Ser Thr Ala Ala Phe Leu Met His Ala Ser Pro Trp Ser His Glu Ala 
225 230 235 240 
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Glu Ala Tyr Leu Arg His Val Phe Glu Ala Gly Thr Gly Lys Gly Ser 
245 250 255 



Gly Gly Phe Pro Gly Thr Tyr Pro Thr Thr Tyr Phe Glu Leu Asn Trp 
260 265 270 



Val Leu Ser Thr Leu Met Lys Ser Gly Phe Thr Leu Ser Asp Leu Glu 
275 280 285 



Cys Asp Glu Leu Ser Ser lie Ala Asn Thr lie Ala Glu Gly Phe Glu 
290 295 300 



Cys Asp His Gly Val lie Gly Phe Ala Pro Arg Ala Val Asp Val Asp 
305 310 315 320 



Asp Thr Ala Lys Gly Leu Leu Thr Leu Thr Leu Leu Gly Met Asp Glu 
325 330 335 



Gly Val Ser Pro Ala Pro Met lie Ala Met Phe Glu Ala Lys Asp His 
340 345 350 



Phe Leu Thr Phe Leu Gly Glu Arg Asp Pro Ser Phe Thr Ser Asn Cys 
355 360 365 



His Val Leu Leu Ser Leu Leu His Arg Thr Asp Leu Leu Gin Tyr Leu 
370 375 380 



Pro Gin lie Arg Lys Thr Thr Thr Phe Leu Cys Glu Ala Trp Trp Ala 
385 390 395 400 



Cys Asp Gly Gin lie Lys Asp Lys Trp His Leu Ser His Leu Tyr Pro 
405 410 415 



Thr Met Leu Met Val Gin Ala Phe Ala Glu lie Leu Leu Lys Ser Ala 
420 425 430 



Glu Gly Glu Pro Leu His Asp Ala Phe Asp Ala Ala Thr Leu Ser Arg 
435 440 445 



Val Ser lie Cys Val Phe Gin Ala Cys Leu Arg Thr Leu Leu TQa Gin 
450 455 460 



Ser Gin Asp Gly Ser Trp His Gly Gin Pro Glu Ala Ser Cys Tyr Ala 
465 470 475 480 



Val Leu Thr Leu Ala Glu Ser Gly Arg Leu Val Leu Leu Gin Ala Leu 
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485 490 495 



Gin Pro Gin lie Ala Ala Ala Met Glu Lys Ala Ala Asp Val Met Gin 
500 505 510 



Ala Gly Arg Trp Ser Cys Ser Asp His Asp Cys Asp Trp Thr Ser Lys 
515 520 525 



Thr Ala Tyr Arg Val Asp Leu Val Ala Ala Ala Tyr Arg Leu Ala Ala 
530 535 540 



Met Lys Ala Ser Ser Asn Leu Thr Phe Thr Val Asp Asp Asn Val Ser 
545 550 555 560 



Lys Arg Ser Asn Gly Phe Gin Gin Leu Val Gly Arg Thr Asp Leu Phe 
565 570 575 



Ser Gly Val Pro Ala Trp Glu Leu Gin Ala Ser Phe Leu Glu Ser Ala 
580 585 590 



Leu Phe Val Pro Leu Leu Arg Asn His Arg Leu Asp Val Phe Asp Arg 
595 600 605 



Asp Asp lie Lys Val Ser Lys Asp His Tyr Leu Asp Met lie Pro Phe 
610 615 620 



Thr Trp Val Gly Cys Asn Asn Arg Ser Arg Thr Tyr Val Ser Thr Ser 
625 630 635 640 



Phe Leu Phe Asp Met Met lie lie Ser Met Leu Gly Tyr Gin lie Asp 
645 650 655 



Glu Phe Phe Glu Ala Glu Ala Ala Pro Ala Phe Ala Gin Cys lie Gly 
660 665 670 



Gin Leu His Gin Val Val Asp Lys Val Val Asp Glu Val lie Asp Glu 
675 680 685 



Val Val Asp Lys Val Val Gly Lys Val Val Gly Lys Val Val Gly Lys 
690 695 700 



Val Val Asp Glu Arg Val Asp Ser Pro Thr His Glu Ala lie Ala lie 
705 710 715 720 



Cys Asn lie Glu Ala Ser Leu Arg Arg Phe Val Asp His Val Leu His 
725 730 735 
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i 



His Gin His Val Leu His Ala Ser Gin Gin Glu Gin Asp lie Leu Trp 
740 745 750 



Arg Glu Leu Arg Ala Phe Leu His Ala His Val Val Gin Met Ala Asp 
755 760 765 



Asn Ser Thr Leu Ala Pro Pro Gly Arg Thr Phe Phe Asp Trp Val Arg 
770 775 780 



Thr Thr Ala Ala Asp His Val Ala Cys Ala Tyr Ser Phe Ala Phe Ala 
785 790 795 800 



Cys Cys lie Thr Ser Ala Thr lie Gly Gin Gly Gin Ser Met Phe Ala 
805 810 815 



Thr Val Asn Glu Leu Tyr Leu Val Gin Ala Ala Ala Arg His Met Thr 
820 825 . 830 



Thr Met Cys Arg Met Cys Asn Asp lie Gly Ser Val Asp Arg Asp Phe 
835 840 845 



lie Glu Ala Asn lie Asn Ser Val His Phe Pro Glu Phe Ser Thr Leu 
850 855 860 



Ser Leu Val Ala Asp Lys Lys Lys Ala Leu Ala Arg Leu Ala TKla Tyr 
865 870 875 880 



Glu Lys Ser Cys Leu Thr His Thr Leu Asp Gin Phe Glu Asn Glu Val 
885 890 895 



Leu Gin Ser Pro Arg Val Ser Ser Ala Ala Ser Gly Asp Phe Arg Thr 
900 905 910 



Arg Lys Val Ala Val Val Arg Phe Phe Ala Asp Val Thr Asp Phe Tyr 
915 920 925 



Asp Gin Leu Tyr lie Leu Arg Asp Leu Ser Ser Ser Leu Lys His Val 
930 935 940 



Gly Thr 
945 



<210> 388 
<211> 868 
<212> PRT 



25156216 



-779- 



<213> Abies grandis 



<400> 388 

Met Ala Met Pro Ser Ser Ser Leu Ser Ser Gin lie Pro Thr Ala Ala 
15 10 15 



His His Leu Thr Ala Asn Ala Gin Ser lie Pro His Phe Ser Thr Thr 
20 25 30 



Leu Asn Ala Gly Ser Ser Ala Ser Lys Arg Arg Ser Leu Tyr Leu Arg 
35 40 45 



Trp Gly Lys Gly Ser Asn Lys lie lie Ala Cys Val Gly Glu Gly Gly 
50 55 60 



Ala Thr Ser Val Pro Tyr Gin Ser Ala Glu Lys Asn Asp Ser Leu Ser 
65 70 75 80 



Ser Ser Thr Leu Val Lys Arg Glu Phe Pro Pro Gly Phe Trp Lys Asp 
85 90 95 



Asp Leu lie Asp Ser Leu Thr Ser Ser His Lys Val ?J.a Ala Ser Asp 
100 105 110 



Glu Lys Arg lie Glu Thr Leu lie Ser Glu lie Lys Asn Met Phe Arg 
115 120 125 



Cys Met Gly Tyr Gly Glu Thr Asn Pro Ser Ala Tyr Asp Thr Ala Trp 
130 135 140 



Val Ala Arg lie Pro Ala Val Asp Gly Ser Asp Asn Pro His Phe Pro 
145 150 155 160 



Glu Thr Val Glu Trp lie Leu Gin Asn Gin Leu Lys Asp Gly Ser Trp 
165 170 175 



Gly Glu Gly Phe Tyr Phe Leu Ala Tyr Asp Arg lie Leu Ala Thr Leu 
180 185 190 



Ala Cys lie lie Thr Leu Thr Leu Trp Arg Thr Gly Glu Thr Gin Val 
195 200 205 



Gin Lys Gly lie Glu Phe Phe Arg Thr Gin Ala Gly Lys Met Glu Asp 
210 215 220 



Glu Ala Asp Ser His Arg Pro Ser Gly Phe Glu lie Val Phe Pro Ala 
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225 



230 



235 



240 



Met Leu Lys Glu Ala Lys lie Leu Gly Leu Asp Leu Pro Tyr Asp Leu 
245 250 255 



Pro Phe Leu Lys Gin lie lie Glu Lys Arg Glu Ala Lys Leu Lys Arg 
260 265 270 



lie Pro Thr Asp Val Leu Tyr Ala Leu Pro Thr Thr Leu Leu Tyr Ser 
275 280 285 



Leu Glu Gly Leu Gin Glu lie Val Asp Trp Gin Lys lie Met Lys Leu 
290 295 300 



Gin Ser Lys Asp Gly Ser Phe Leu Ser Ser Pro Ala Ser Thr Ala Ala 
305 310 315 320 



Val Phe Met Arg Thr Gly Asn Lys Lys Cys Leu Asp Phe Leu Asn Phe 
325 330 335 



Val Leu Lys Lys Phe Gly Asn His Val Pro Cys His Tyr Pro Leu Asp 
340 345 350 



Leu Phe Glu Arg Leu Trp Ala Val Asp Thr Val Glu Arg Leu Gly lie 
355 360 365 



Asp Arg His Phe Lys Glu Glu lie Lys Glu Ala Leu Asp Tyr Val Tyr 
370 375 380 



Ser His Trp Asp Glu Arg Gly lie Gly Trp Ala Arg Glu Asn Pro Val 
385 390 395 400 



Pro Asp lie Asp Asp Thr Ala Met Gly Leu Arg lie Leu Arg Leu His 
405 410 415 



Gly Tyr Asn Val Ser Ser Asp Val Leu Lys Thr Phe Arg Asp Glu Asn 
420 425 430 



Gly Glu Phe Phe Cys Phe Leu Gly Gin Thr Gin Arg Gly Val Thr Asp 
435 440 445 



Met Leu Asn Val Asn Arg Cys Ser His Val Ser Phe Pro Gly Glu Thr 
450 455 460 



lie Met Glu Glu Ala Lys Leu Cys Thr Glu Arg Tyr Leu Arg Asn Ala 
465 470 475 480 
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Leu Glu Asn Val Asp Ala Phe Asp Lys Trp Ala Phe Lys Lys Asn lie 
485 490 495 



Arg Gly Glu Val Glu Tyr Ala Leu Lys Tyr Pro Trp His Lys Ser Met 
500 505 510 



Pro Arg Leu Glu Ala Arg Ser Tyr lie Glu Asn Tyr Gly Pro Asp Asp 
515 520 525 



Val Trp Leu Gly Lys Thr Val Tyr Met Met Pro Tyr lie Ser Asn Glu 
530 535 540 



Lys Tyr Leu Glu Leu Ala Lys Leu Asp Phe Asn Lys Val Gin Ser lie 
545 550 555 560 



His Gin Thr Glu Leu Gin Asp Leu Arg Arg Trp Trp Lys Ser Ser Gly 
565 570 575 



Phe Thr Asp Leu Asn Phe Thr Arg Glu Arg Val Thr Glu lie Tyr Phe 
580 585 590 



Ser Pro Ala Ser Phe lie Phe Glu Pro Glu Phe Ser Lys Cys Arg Glu 
595 600 605 



Val Tyr Thr Lys Thr Ser Asn Phe Thr Val lie Leu Asp Asp Leu Tyr 
610 615 620 



Asp Ala His Gly Ser Leu Asp Asp Leu Lys Leu Phe Thr Glu Ser Val 
625 630 635 640 



Lys Arg Trp Asp Leu Ser Leu Val Asp Gin Met Pro Gin Gin Met Lys 
645 650 655 



lie Cys Phe Val Gly Phe Tyr Asn Thr Phe Asn Asp lie Ala Lys Glu 
660 665 670 



Gly Arg Glu Arg Gin Gly Arg Asp Val Leu Gly Tyr lie Gin Asn Val 
675 680 685 



Trp Lys Val Gin Leu Glu Ala Tyr Thr Lys Glu Ala Glu Trp Ser Glu 
690 695 700 



Ala Lys Tyr Val Pro Ser Phe Asn Glu Tyr lie Glu Asn Ala Ser Val 
705 710 715 720 
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Ser lie Ala Leu Gly Thr Val Val Leu lie Ser Ala Leu Phe Thr Gly 
725 730 735 



Glu Val Leu Thr Asp Glu Val Leu Ser Lys lie Asp Arg Glu Ser Arg 
740 745 750 



Phe Leu Gin Leu Met Gly Leu Thr Gly Arg Leu Val Asn Asp Thr Lys 
755 760 765 



Thr Tyr Gin Ala Glu Arg Gly Gin Gly Glu Val Ala Ser Ala lie Gin 
770 775 780 



Cys Tyr Met Lys Asp His Pro Lys lie Ser Glu Glu Glu Ala Leu Gin 
785 790 795 800 



His Val Tyr Ser Val Met Glu Asn Ala Leu Glu Glu Leu Asn Arg Glu 
805 810 815 



Phe Val Asn Asn Lys lie Pro Asp lie Tyr Lys Arg Leu Val Phe Glu 
820 825 830 



Thr Ala Arg lie Met Gin Leu Phe Tyr Met Gin Gly Asp Gly Leu Thr 
835 840 845 



Leu Ser His Asp Met Glu lie Lys Glu His Val Lys Asn Cys Leu Phe 
850 855 860 



Gin Pro Val Ala 
865 



<210> 389 
<211> 785 
<212> PRT 

<213> Cucumis sativus 
<400> 389 

Met Asn Leu Ser Arg Pro Thr Asn Leu Gly Cys Phe Thr Ala Ser Ser 
15 10 15 



Ser Ala Ser Leu Phe Pro Gly Leu Asp Val Gly Thr Lys Thr Lys Thr 
20 25 30 



Gly Ala Leu Arg Phe Glu Glu Thr Lys Glu Arg lie Lys Lys Leu Phe 
35 40 45 



Lys Asn Val Glu Leu Ser lie Ser Ala Tyr Asp Thr Ala Trp Val Ala 
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50 55 60 



Met Val Pro Ser Pro Asn Ser Leu Asn Lys Pro Leu Phe Pro Glu Cys 
65 70 75 80 



lie Asn Trp Val Leu Asp His Gin Asn Pro Asp Gly Ser Trp Gly lie 
85 90 95 



Leu His Asp His Gin Leu Val Met Lys Ala Thr Leu Leu Ser Thr Leu 
100 105 110 



Ala Cys Val Leu Thr Leu Lys Arg Trp Asp lie Gly Asp Asp His Met 
115 120 125 



Ser Lys Ala Leu Ser Phe lie Lys Ser Asn lie Ala Ser Ala Thr Asp 

130 135 140 



Glu Asn Gin Arg Ser Pro Val Gly Phe Asp lie lie Phe Pro Gly Met 
145 150 155 160 



lie Glu Tyr Ala Lys Asp Leu Asn Leu Asn Leu Pro Leu Ala Ser Met 
165 170 175 



Asn Val Asp Ala Leu Val Gin Lys Lys Glu Leu Glu Leu Arg Ser Cys 
180 185 190 



Cys Ser Asn Ser Glu Gly Gly Lys Ala Tyr Leu Ala Tyr Val Ser Glu 
195 200 205 



Gly lie Gly Lys Leu Gin Asp Trp Glu Met Val Met Arg Tyr Gin Arg 
210 215 220 



Lys Asn Gly Ser Leu Phe Ser Ser Pro Ser Thr Thr Ala Val Ala Phe 
225 230 235 240 



Met His Arg Asn Asp Asp Gly Cys Phe Asn Tyr Leu Arg Ser Val Leu 
245 250 255 



Gin Lys Phe His Ser Ser Val Pro Ala lie Tyr Pro Leu Asp lie Tyr 
260 265 270 



Ala Arg Leu His Met Val Asp Ser Leu Gin Lys Leu Gly lie Asp Gly 
275 280 285 



His Phe Lys Asp Glu lie Arg Ser Val Leu Asp Glu Thr Tyr Ser Cys 
290 295 300 
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Trp Met Gin Gly Glu Glu Asn lie Phe Leu Asp Ala Ser Thr Cys Ala 
305 310 315 320 



Met Ala Phe Arg Met Leu Arg Val Glu Gly Tyr Asp Val Ser Ser Asp 
325 330 335 



Gin Leu Thr Gin Phe Ser Glu Gly Leu Phe Ser Asn Cys Leu Gly Gly 
340 345 350 



His Leu Lys Asp Phe Ser Ala Ser Leu Glu Leu Phe Lys Ala Ser Gin 
355 360 365 



lie lie lie Tyr Pro Asp Glu Phe lie Leu Glu Asn lie Asn Ser Trp 
370 375 380 



Thr Ser Arg Phe Leu Asn His Gly Leu Ser Ser Gly Ser Val His Ser 
385 390 395 400 



Asp Arg Thr Glu Arg Leu Val Lys Gin Glu Ala Val Asn Ala Phe Glu 
405 410 415 



Phe Pro Tyr Asn Ser Thr Leu Glu Arg Leu Ser Asn Lys Arg Ala Leu 
420 425 430 



Glu Ser Tyr Ser Gly Asp lie Val Arg lie Ser Lys Thr Ala Tyr Ala 
435 440 445 



Cys Leu Asn Phe Gly His Gin Asp Phe Leu Glu Leu Ala Val Glu Asp 
450 455 460 



Phe Asn Thr Leu Gin Gly lie His Arg Lys Glu Leu Lys Glu Leu Glu 
465 470 475 480 



Lys Trp Val lie Glu Asn Lys Leu Asp Lys Leu Lys Phe Ala Arg Gin 
485 490 495 



Lys Leu Ala Tyr Cys Tyr Phe Ser Ala Ala Ala Thr Leu Thr Ser Pro 
500 505 510 



Glu Leu Cys Asp Ala Arg Leu Ser Trp Ala Lys Asn Gly Val Leu Thr 
515 520 525 



Thr Val Val Asp Asp Phe Phe Asp Val Gly Gly Ser Glu Glu Glu Leu 
530 535 540 
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Val Asn Leu lie Gin Leu Val Glu Lys Trp Asp Ala Ser Gly Glu Thr 
545 550 555 560 



Gly Tyr Cys Ser Lys Glu Val Glu lie lie Phe Leu Ala Leu His Ser 
565 570 575 



Thr lie Cys Glu lie Gly Lys Lys Ala Leu Pro Trp Gin Gly Arg Ser 
580 585 590 



Val Met Arg Asn Val lie Asp lie Trp Leu Ala Leu Leu Glu Ser Met 
595 600 605 



Arg Lys Glu Ala Glu Trp Leu Lys Asn Lys Val Val Pro Ser Leu Asp 
610 615 620 



Glu Tyr Met Glu Asn Gly Tyr Val Ser Phe Ala Leu Gly Pro lie Val 
625 630 635 640 



Leu Pro Thr Leu Tyr Phe Val Gly Pro Lys Leu Pro Glu Glu lie Val 
645 650 655 



Gly Asn Cys Glu Tyr Lys Lys Leu Phe Lys Leu Met Ser Thr Ser Gly 
660 665 670 



Arg Leu Leu Asn Asp Thr Arg Thr Phe Asp Arg Glu Ser Ser Glu Gly 
675 680 685 



Lys Leu Asn Ala Leu Ser Leu Tyr Met lie Ser Ala Gly Gly Lys Leu 
690 695 700 



Thr Lys Glu Glu Ala Thr Glu Ala Met Lys Gly Asp Val Asp Arg Thr 
705 710 715 720 



Arg Arg Glu Leu Leu Arg Leu Val Leu Gin Glu Asn Ser Thr lie Pro 
725 730 735 



Arg Ala Cys Lys Asp Leu Phe Trp Lys Met Ser Cys Val Val His Leu 
740 745 750 



Phe Tyr Arg Lys Asp Asp Gly Phe Thr Ser His Glu Leu Met Asn Ser 
755 760 765 



Ala Lys Ala Leu Phe Glu Gin Pro Met Val Leu Asp Glu Leu Leu Asn 
770 775 780 
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Lys 
785 



<210> 390 
<211> 788 
<212> PRT 

<213> Lactuca sativa 
<400> 390 

Met Asn lie Ala Gin lie Thr Ser Ser Ala Met Leu Val Pro Ser Ser 
15 10 15 



His lie Pro His Arg Ser Trp Val Val Asn Cys Cys Met Val Gin Tyr 
20 25 30 



Asn Pro Ser Gly Leu Arg Thr Ala Ser Ser Gin Ala Gly Gin Val Asn 
35 40 45 



Pro Thr Val Met Thr Leu Asp Val Thr Lys Glu Arg lie Arg Lys Leu 
50 55 60 



Phe Asn Asn Val Glu Val Ser Val Ser Ser Tyr Asp Thr Ala Trp Val 
65 70 75 80 



Ala Met Val Pro Ser Pro Asn Ser Pro Lys Ser Pro Cys Phe Pro Asp 
85 90 95 



Cys Leu Asn Trp Leu Leu Asp Asn Gin Leu Asp Asp Gly Ser Trp Gly 
100 105 110 



Leu Leu Pro His Gin Ser Pro Leu lie Lys Asp Thr Leu Ser Ser Thr 
115 120 125 



Leu Ala Cys Val Leu Ala Leu Lys Arg Trp Asn Val Gly Lys Asp Gin 
130 135 140 



lie Asn Lys Gly Leu His Tyr lie Glu Ser Asn Phe Ala Ser Val Thr 
145 150 155 160 



Asp Lys Asn Gin Ala Ser Pro Phe Gly Phe Asp lie lie Phe Pro Gly 
165 170 175 



Met Leu Glu Tyr Ala Lys Asp Leu Asp lie Lys Leu Pro Leu Asn Gin 
180 185 190 



Thr His Leu Ser Val Met Leu His Glu Arg Glu Leu Glu Leu Arg Arg 
195 200 205 
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Cys His Ser Asn Gly Arg Glu Ala Tyr Leu Ala Tyr lie Ser Glu Gly 
210 215 220 



Leu Gly Asn Leu Asn Asp Trp Asn Met Val Met Lys Tyr Gin Met Lys 
225 230 235 240 



Asn Gly Ser Leu Phe Asn Ser Pro Ser Ala Thr Ala Ser Val Leu lie 
245 250 255 



His His Gin Asn Ala Gly Cys Leu His Tyr Leu Thr Ser Leu Leu Asp 
260 265 270 



Lys Phe Gly Asn Ala Val Pro Thr Val Tyr Pro lie Asp Leu Tyr Val 
275 280 285 



Arg Leu Ser Met Val Asp Thr Leu Glu Arg Leu Gly lie Lys Arg His 
290 295 300 



Phe Met Val Glu lie Gin Asn Val Leu Asp Glu Thr Tyr Arg Cys Trp 
305 310 315 320 



Val Gin Gly Asp Val Gin lie Phe Met Asp Val Val Thr Cys Ala Leu 
325 330 335 



Ala Phe Arg Val Leu Arg Ser Asn Gly Tyr Glu Val Ser Ser Asp Pro 
340 ■ 345 350 



Leu Ala Lys lie Thr Lys Glu Gly Asp Tyr Met Asn Ser Pro Glu Lys 
355 360 365 



Pro Phe Lys Asp Val Tyr Thr Ser Leu Glu Val Tyr Lys Ala Ser Gin 
370 375 380 



lie lie Tyr Gin Glu Glu Leu Ala Phe Arg Glu Gin Asn Leu Thr Ser 
385 390 395 400 



Tyr Leu Pro Ser Ser Asn Lys Leu Ser Asn Tyr lie Leu Lys Glu Val 
405 410 415 



Asp Asp Ala Leu Lys Phe Pro Phe Asn Gly Ser Leu Glu Arg Met Ser 
420 425 430 



Thr Arg Arg Asn lie Glu His Tyr Asn Leu Asn His Thr Arg lie Leu 
435 440 445 
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Lys Thr Thr Tyr Ser Ser Ser Asn lie Ser Asn Lys Asp Tyr Leu Lys 
450 455 460 



Leu Ala Val Gin Asp Phe Asn Glu Cys Gin Ser lie Tyr Cys Glu Glu 
465 470 475 480 



Leu Lys Asp Leu Glu Arg Trp Val Val Glu Asn Arg Leu Asp Lys Leu 
485 490 495 



Lys Phe Ala Arg Gin Lys Thr Ala Tyr Cys Tyr Phe Ser Ala Ala Ser 
500 505 510 



Phe Leu Ser Ser Pro Asp Leu Ser Asp Ala Arg lie Ser Trp Ala Lys 
515 520 525 



Ser Ser lie Leu Thr Thr Val lie Asp Asp Phe Phe Asp Val Gly Gly 
530 535 540 



Ser Met Asp Glu Leu Val Asn Phe Val His lie lie Glu Lys Trp Asn 
545 550 555 560 



Val Asn Val Glu Asn Asp Cys Cys Ser Glu Glu Val Gly Val Leu Phe 
565 570 575 



Leu Ala Leu Lys Asp TVla Val Cys Trp lie Gly Asp Lys Ala Phe Lys 
580 585 590 



lie Gin Glu Arg Asn lie Thr Ser His Val He Glu He Trp Leu Asp 
595 600 605 



Leu Val Lys Ser Met Leu Arg Glu Ala lie Trp Ala Lys Asp Gly Ser 
610 615 620 



He Pro Thr He Asn Glu Tyr Met Glu Asn Gly Tyr Val Ser Phe Ala 
625 630 635 640 



Leu Gly Pro He Val Leu Pro Thr Leu Tyr Phe Leu Gly Val Lys Leu 
645 650 655 



Ser Glu Glu Val Val Gin Ser Ser Glu Tyr His Lys Leu Tyr Glu Val 
660 665 670 



Met Ser Thr Gin Gly Arg Leu Met Asn Asp He His Ser Phe Lys Arg 
675 680 685 
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Glu Lys Lys Ala Gly Lys Leu Asn Ala Val Ala Leu Tyr Met Ser Asp 
690 695 700 



Gly Lys Ser Gly Ser Val Glu Glu Glu Val Val Glu Glu Met Lys lie 
705 710 715 720 



Leu Thr Lys Ser Gin Arg Lys Glu Met Met Lys Leu Val Leu Glu Thr 
725 730 735 



Lys Gly Ser Val Val Pro Arg Val Cys Lys Asp Val Phe Trp Asn Met 
740 745 750 



Cys Asn Val Leu Asn Leu Phe Tyr Ala Thr Asp Asp Gly Phe Thr Gly 
755 760 765 



Asn Ala lie Leu Asp Val Val Lys Glu lie lie Tyr Glu Pro Val Ser 
770 775 780 



His Glu Leu lie 
785 



<210> 391 
<211> 952 
<212> PRT 

<213> Gibberella fujikuroi 
<400> 391 

Met Pro Gly Lys lie Glu Asn Gly Thr Pro Lys Asp Leu Lys Thr Gly 
15 10 15 



Asn Asp Phe Val Ser Ala Ala Lys Ser Leu Leu Asp Arg Ala Phe Lys 
20 25 30 



Ser His His Ser Tyr Tyr Gly Leu Cys Ser Thr Ser Cys Gin Val Tyr 
35 40 45 



Asp Thr Ala Trp Val Ala Met lie Pro Lys Thr Arg Asp Asn Val Lys 
50 55 60 



Gin Trp Leu Phe Pro Glu Cys Phe His Tyr Leu Leu Lys Thr Gin Ala 
65 70 75 80 



Ala Asp Gly Ser Trp Gly Ser Leu Pro Thr Thr Gin Thr Ala Gly lie 
85 90 95 



Leu Asp Thr Ala Ser Ala Val Leu Ala Leu Leu Cys His Ala Gin Glu 
100 105 110 
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Pro Leu Gin lie Leu Asp Val Ser Pro Asp Glu Met Gly Leu Arg lie 
115 120 125 



Glu His Gly Val Thr Ser Leu Lys Arg Gin Leu Ala Val Trp Asn Asp 
130 135 140 



Val Glu Asp Thr Asn His lie Gly Val Glu Phe lie lie Pro Ala Leu 
145 150 155 160 



Leu Ser Met Leu Glu Lys Glu Leu Asp Val Pro Ser Phe Glu Phe Pro 
165 170 175 



Cys Arg Ser lie Leu Glu Arg Met His Gly Glu Lys Leu Gly His Phe 
180 185 190 



Asp Leu Glu Gin Val Tyr Gly Lys Pro Ser Ser Leu Leu His Ser Leu 
195 200 205 



Glu Ala Phe Leu Gly Lys Leu Asp Phe Asp Arg Leu Ser His His Leu 
210 215 220 



Tyr His Gly Ser Met Met Ala Ser Pro Ser Ser Thr Ala Ala Tyr Leu 
225 230 235 240 



lie Gly Ala Thr Lys Trp Asp Asp Glu Ala Glu Asp Tyr Leu Arg His 
245 250 255 



Val Met Arg Asn Gly Ala Gly His Gly Asn Gly Gly lie Ser Gly Thr 
260 265 270 



Phe Pro Thr Thr His Phe Glu Cys Ser Trp lie lie Ala Thr Leu Leu 
275 280 285 



Lys Val Gly Phe Thr Leu Lys Gin lie Asp Gly Asp Gly Leu Arg Gly 
290 295 300 



Leu Ser Thr lie Leu Leu Glu Ala Leu Arg Asp Glu Asn Gly Val lie 
305 310 315 320 



Gly Phe Ala Pro Arg Thr Ala Asp Val Asp Asp Thr Ala Lys Ala Leu 
325 330 335 



Leu Ala Leu Ser Leu Val Asn Gin Pro Val Ser Pro Asp lie Met lie 
340 345 350 
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Lys Val Phe Glu Gly Lys Asp His Phe Thr Thr Phe Gly Ser Glu Arg 
355 360 365 



Asp Pro Ser Leu Thr Ser Asn Leu His Val Leu Leu Ser Leu Leu Lys 
370 375 380 



Gin Ser Asn Leu Ser Gin Tyr His Pro Gin lie Leu Lys Thr Thr Leu 
385 390 395 400 



Phe Thr Cys Arg Trp Trp Trp Gly Ser Asp His Cys Val Lys Asp Lys 
405 410 415 



Trp Asn Leu Ser His Leu Tyr Pro Thr Met Leu Leu Val Glu Ala Phe 
420 425 430 



Thr Glu Val Leu His Leu lie Asp Gly Gly Glu Leu Ser Ser Leu Phe 
435 440 445 



Asp Glu Ser Phe Lys Cys Lys lie Gly Leu Ser lie Phe Gin Ala Val 
450 455 460 



Leu Arg lie lie Leu Thr Gin Asp Asn Asp Gly Ser Trp Arg Gly Tyr 
465 470 475 480 



Arg Glu Gin Thr Cys Tyr Ala lie Leu Ala Leu Val Gin Ala Arg His 
485 490 495 



Val Cys Phe Phe Thr His Met Val Asp Arg Leu Gin Ser Cys Val Asp 
500 505 510 



Arg Gly Phe Ser Trp Leu Lys Ser Cys Ser Phe His Ser Gin Asp Leu 
515 520 525 



Thr Trp Thr Ser Lys Thr Ala Tyr Glu Val Gly Phe Val Ala Glu Ala 
530 535 540 



Tyr Lys Leu Ala Ala Leu Gin Ser Ala Ser Leu Glu Val Pro Ala Ala 
545 550 555 560 



Thr lie Gly His Ser Val Thr Ser Ala Val Pro Ser Ser Asp Leu Glu 
565 570 575 



Lys Tyr Met Arg Leu Val Arg Lys Thr Ala Leu Phe Ser Pro Leu Asp 
580 585 590 
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Glu Trp Gly Leu Met Ala Ser lie lie Glu Ser Ser Phe Phe Val Pro 
595 600 605 



Leu Leu Gin Ala Gin Arg Val Glu lie Tyr Pro Arg Asp Asn lie Lys 
610 615 620 



Val Asp Glu Asp Lys Tyr Leu Ser lie lie Pro Phe Thr Trp Val Gly 
625 630 635 640 



Cys Asn Asn Arg Ser Arg Thr Phe Ala Ser Asn Arg Trp Leu Tyr Asp 
645 650 655 



Met Met Tyr Leu Ser Leu Leu Gly Tyr Gin Thr Asp Glu Tyr Met Glu 
660 665 670 



Ala Val Ala Gly Pro Val Phe Gly Asp Val Ser Leu Leu His Gin Thr 
675 680 685 



lie Asp Lys Val lie Asp Asn Thr Met Gly Asn Leu Ala Arg Ala Asn 
690 695 700 



Gly Thr Val His Ser Gly Asn Gly His Gin His Glu Ser Pro Asn lie 
705 710 715 720 



Gly Gin Val Glu Asp Thr Leu Thr Arg Phe Thr Asn Ser Val Leu Asn 
725 730 735 



His Lys Asp Val Leu Asn Ser Ser Ser Ser Asp Gin Asp Thr Leu Arg 
740 745 750 



Arg Glu Phe Arg Thr Phe Met His Ala His lie Thr Gin lie Glu Asp 
755 760 765 



Asn Ser Arg Phe Ser Lys Gin Ala Ser Ser Asp Ala Phe Ser Ser Pro 
770 775 780 



Glu Gin Ser Tyr Phe Gin Trp Val Asn Ser Thr Gly Gly Ser His Val 
785 790 795 800 



Ala Cys Ala Tyr Ser Phe Ala Phe Ser Asn Cys Leu Met Ser Ala Asn 
805 810 815 



Leu Leu Gin Gly Lys Asp Ala Phe Pro Ser Gly Thr Gin Lys Tyr Leu 
820 825 830 



lie Ser Ser Val Met Arg His Ala Thr Asn Met Cys Arg Met Tyr Asn 



25156216 



-793- 



835 



840 



845 



Asp Phe Gly Ser lie Ala Arg Asp Asn Ala Glu Arg Asn Val Asn Ser 
850 855 860 



lie His Phe Pro Glu Phe Thr Leu Cys Asn Gly Thr Ser Gin Asn Leu 
865 870 875 880 



Asp Glu Arg Lys Glu Arg Leu Leu Lys lie Ala Thr Tyr Glu Gin Gly 
885 890 895 



Tyr Leu Asp Arg Ala Leu Glu Ala Leu Glu Arg Gin Ser Arg Asp Asp 
900 905 910 



Ala Gly Asp Arg Ala Gly Ser Lys Asp Met Arg Lys Leu Lys lie Val 
915 920 925 



Lys Leu Phe Cys Asp Val Thr Asp Leu Tyr Asp Gin Leu Tyr Val lie 
930 935 940 



Lys Asp Leu Ser Ser Ser Met Lys 

950 



945 




<210> 


392 


<211> 


458 


<212> 


PRT 


<213> 


Zea mays 


<400> 


392 



Gly Tyr Asn Val Ser Ser Asp Glu Leu Tyr His Val Val Glu Ala Ser 
15 10 15 



Gly Leu His Asn Ser Leu Gly Gly Tyr Leu Asn Asp Thr Arg Thr Leu 
20 25 30 



Leu Glu Leu His Lys Ala Ser Thr Val Ser lie Ser Glu Asp Glu Ser 
35 40 45 



lie Leu Asp Ser lie Gly Ser Arg Ser Arg Thr Leu Leu Arg Glu Gin 
50 55 60 



Leu Glu Ser Gly Gly Ala Leu Arg Lys Pro Ser Leu Phe Lys Glu Val 
65 70 75 80 



Glu His Ala Leu Asp Gly Pro Phe Tyr Thr Thr Leu Asp Arg Leu His 
85 90 95 
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His Arg Trp Asn lie Glu Asn Phe Asn lie lie Glu Gin His Met Leu 
100 105 110 



Glu Thr Pro Tyr Leu Ser Asn Gin His Thr Ser Arg Asp lie Leu Ala 
115 120 125 



Leu Ser lie Arg Asp Phe Ser Ser Ser Gin Phe Thr Tyr Gin Gin Glu 
130 135 140 



Leu Gin His Leu Glu Ser Trp Val Lys Glu Cys Arg Leu Asp Gin Leu 
145 150 155 160 



Gin Phe Ala Arg Gin Lys Leu Ala Tyr Phe Tyr Leu Ser Ala Ala Gly 
165 170 175 



Thr Met Phe Ser Pro Glu Leu Ser Asp Ala Arg Thr Leu Trp Ala Lys 
180 185 190 



Asn Gly Val Leu Thr Thr lie Val Asp Asp Phe Phe Asp Val Ala Gly 
195 200 205 



Ser Lys Glu Glu Leu Glu Asn Leu Val Met Leu Val Glu Met Trp Asp 
210 215 220 



Glu His His Lys Val Glu Phe Tyr Ser Glu Gin Val Glu lie lie Phe 
225 230 235 240 



Ser Ser lie Tyr Asp Ser Val Asn Gin Leu Gly Glu Lys Ala Ser Leu 
245 250 255 



Val Gin Asp Arg Ser lie Thr Lys His Leu Val Glu lie Trp Leu Asp 
260 265 270 



Leu Leu Lys Ser Met Met Thr Glu Val Glu Trp Arg Leu Ser Lys Tyr 
275 280 285 



Val Pro Thr Glu Lys Glu Tyr Met lie Asn Ala Ser Leu Thr Phe Gly 
290 295 300 



Leu Gly Pro lie Val Leu Pro Ala Leu Tyr Phe Val Gly Pro Lys lie 
305 310 315 320 



Ser Glu Ser lie Val Lys Asp Pro Glu Tyr Asp Glu Leu Phe Lys Leu 
325 330 335 
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Met Ser Thr Cys Gly Arg Leu Leu Asn Asp Val Gin Thr Phe Glu Arg 
340 345 350 



Glu Tyr Asn Glu Gly Lys Leu Asn Ser Val Ser Leu Leu Val Leu His 
355 360 365 



Gly Gly Ser Met Ser lie Ser Asp Ala Lys Arg Lys Leu Gin Lys Pro 
370 375 380 



lie Asp Thr Cys Arg Arg Asp Leu Leu Ser Leu Val Leu Arg Glu Glu 
385 390 395 400 



Ser Val Val Pro Arg Pro Cys Lys Glu Leu Phe Trp Lys Met Cys Lys 
405 410 415 



Val Cys Tyr Phe Phe Tyr Ser Thr Thr Asp Gly Phe Ser Ser Gin Val 
420 425 430 



Glu Arg Ala Lys Glu Val Asp Ala Val lie Asn Glu Pro Leu Lys Leu 
435 440 445 



Gin Gly Ser His Thr Leu Val Ser Asp Val 
450 455 



<210> 393 
<211> 85 
<212> PRT 

<213> Mycobacterium tuberculosis 

<400> 393 

Met Thr Val Arg Ala Val Leu Arg Arg Thr Val Gly Ala Gin Trp Pro 
15 10 15 



lie Leu Ala Gly Val Asn Phe Trp Arg Arg Gly Ala Leu Leu lie Gly 
20 25 30 



lie Gly Val Gly Val Ala Ala Val Leu Arg Leu Val Leu Ser Glu Glu 
35 40 45 



Arg Ala Gly Leu Leu Val Val Arg Ser Lys Gly lie Asp Phe Val Thr 
50 55 60 



Thr Val Thr Val Ala Ala Ala Met Val Tyr lie Ala Ser Thr lie Asp 
65 70 75 80 



Pro Leu Gly Thr Gly 
85 
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<210> 394 
<211> 801 
<212> PRT 

<213> Pisum sativum 
<400> 394 

Met Phe Thr His Phe Ser Thr His Phe His Leu Pro Ser Ser Ser Ser 
15 10 15 



Leu Phe Phe Leu His Pro Phe Tyr Lys Ser Ser Ser Leu Gly Ala Val 
20 25 30 



Ser Phe Val Ala Lys Asp Lys Glu Lys Arg Cys Arg Ala lie Ser Lys 
35 40 45 



Ser Arg Thr Gin Glu Tyr Glu Gly Val Phe Gin Thr Asn Val Ala Thr 
50 55 60 



Leu Lys Leu Ser Glu lie Asn Val Glu Asp Val lie Val lie Asp Asp 
65 70 75 80 



Glu Glu Glu Gin Asp lie Arg Val Gly Leu Val Asn Lys lie Lys Ser 
85 90 95 



lie Leu Ser Ser Leu Glu Asp Gly Glu lie Thr lie Ser TVla Tyr Asp 
100 105 110 



Thr Ala Trp Val Ala Leu Val Glu Asp Val Asn Ala lie Ser Thr Pro 
115 120 125 



Gin Phe Pro Ser Ser Leu Glu Trp lie Ala Lys Asn Gin Leu Gin Asp 
130 135 140 



Gly Ser Trp Gly Asp Ser Arg Leu Phe Ser Ala His Asp Arg lie lie 
145 150 155 160 



Asn Thr Leu Ala Cys Val lie Ala Leu Arg Ser Trp Asn Met His Ser 
165 170 175. 



Glu Lys Cys Asp Lys Gly Met lie Phe Phe Arg Glu Asn Leu Ser Lys 
180 185 190 



Leu Glu Asn Glu Asn Glu Glu His Met Pro lie Gly Phe Glu Val Ala 
195 200 205 
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Phe Pro Ser Leu Leu Glu Gly Ala Arg Gly lie Lys Pro Leu Met Cys 
210 215 220 



Pro Asn Asp Ser Pro lie Leu Lys Asn lie Phe Glu Lys Arg Asp Glu 
225 230 235 240 



Lys Leu Thr Arg lie Pro Lys Glu lie Met His Lys Val Pro Thr Thr 
245 250 255 



Leu Leu His Ser Leu Glu Gly Met Ser Gly Leu Asp Trp Lys Gin Leu 
260 265 270 



Leu Lys Leu Gin Ser Gin Asp Gly Ser Phe Leu Phe Ser Pro Ser Ser 
275 280 285 



Thr Ala Phe Ala Leu Met Gin Thr Lys Asp Gly Asn Cys Leu Lys Tyr 
290 295 300 



Leu Asn Asn Val Val Lys Lys Phe Asn Gly Gly Val Pro Asn Val Tyr 
305 310 315 320 



Pro Val Asp Leu Phe Glu His lie Trp Val Val Asp Arg Leu Glu Arg 
325 330 335 



Leu Gly lie Ser Arg Phe Phe Arg His Glu lie Lys Asp Cys Met Asn 
340 345 350 



Tyr Val Ser Lys lie Trp Ser Glu Lys Gly lie Cys Trp Ala Arg Asn 
355 360 365 



Ser Asn Val Gin Asp lie Asp Asp Thr Ala Met Ala Phe Arg Leu Leu 
370 375 380 



Arg Leu His Gly His Gin Val Ser Ala His Val Phe Lys His Phe Glu 
385 390 395 400 



Arg Asn Gly Glu Phe Phe Cys Phe Ala Gly Gin Cys Thr Gin Ala Val 
405 410 415 



Thr Gly Met Tyr Asn Leu Phe Arg Ala Ser Gin Val Leu Phe Pro Gly 
420 425 430 



Glu Lys lie Leu Glu His Ala Lys His Phe Ser Ala Lys Val Leu Lys 
435 440 445 



Glu Lys Arg Glu Ala Asn Glu Leu lie Asp Lys Trp lie lie Met Lys 
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450 455 460 



Asn Leu Pro Glu Glu Val Gly Tyr Ala Leu Asp Met Pro Trp Tyr Ala 
465 470 475 480 



Asn Leu Asp Arg lie Glu Thr Arg Phe Tyr lie Asp Gin Tyr Gly Ala 
485 490 495 



Glu Ser Asp Val Trp lie Gly Lys Thr Leu Tyr Arg Met Ala Tyr Val 
500 505 510 



Asn Asn Asn Asn Tyr Leu Glu Leu Ala Lys Leu Asp Tyr Asn Asn Cys 
515 520 525 



Gin Ala Gin His Leu lie Glu Trp Asn Val lie Gin Thr Trp Tyr Leu 
530 535 540 



Glu Ser Arg Leu Gly Glu Phe Gly Leu Ser Lys Arg Asp Leu Leu Leu 
545 550 555 560 



Ala Tyr Phe Leu Ala Thr Gly Ser lie Phe Glu Pro Glu Arg Ser His 
565 570 575 



Glu Arg Leu Ala Trp Ala Lys Thr Thr Ala Leu Leu Glu Thr lie Lys 
580 585 590 



Cys Tyr Val Arg Asn Glu Asp Leu Arg Lys Asp Phe Ala Lys Lys Phe 
595 600 605 



Asn Asp His lie Asp Val Arg Asp Tyr Ser lie Ala Arg Arg Met Lys 
610 615 620 



Arg Asn Lys Thr Glu His Glu Leu Val Glu Ser Leu Phe Ala Thr lie 
625 630 635 640 



Gly Glu lie Ser Trp Asp Val Arg Leu Ser Tyr Gly His Glu lie Gly 
645 650 655 



Tyr Asp Met His Gin Cys Trp Lys Lys Trp Leu Ser Ser Trp Gin Ser 
660 665 670 



Glu Gly Asp Lys Cys Glu Gly Glu Ala Glu Leu Leu lie Gin lie lie 
675 680 685 



Asn Leu Cys Ser Asn His Trp lie Ser Glu Gly Pro Ser Met Gin Ser 
690 695 700 
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Thr lie Gin His Leu Leu Gin Leu Thr Asn Ser lie Cys His Lys Leu 
705 710 715 720 



Ser Cys Tyr Gin Lys Asp Lys Glu Leu Lys Gly lie Ser Cys Gin Glu 
725 730 735 



Asn lie Thr Asn Ser Glu Val Glu Ser Lys Met Gin Glu Leu Val Gin 
740 745 750 



Met Val Phe Gin Lys Cys Pro Asn Asp lie Asp Phe Asn Val Lys Asn 
755 760 765 



Thr Phe Phe Thr lie Ala Lys Ser Phe Tyr Tyr Ala Ala Phe Cys Asp 
770 775 780 



Ser Arg Thr lie Asn Phe His lie Ala Lys Val Leu Phe Glu Lys Val 
785 790 • 795 800 



Val 



<210> 395 
<211> 789 
<212> PRT 

<213> Cucurbita maxima 
<400> 395 

Met Tyr Leu Ser Arg Pro Thr Gly Val Ala Arg Phe Ala Ala Ser Ser 
15 10 15 



Ser Ser Ser Ser Ser Ala Ser Leu Phe Pro Gly Val Asp Val Asp Thr 

20 25 30 



Thr Thr Lys Thr Gly Ala Leu His Phe Glu Glu Thr Lys Glu Arg lie 
35 40 45 



Lys Lys Leu Phe Asp Lys Val Glu Leu Ser Val Ser Ala Tyr Asp Thr 
50 55 60 ' 



Ala Trp Val Ala Met Val Pro Ser Pro Asn Ser Leu Asn Gin Pro Leu 
65 70 75 80 



Phe Pro Glu Cys lie Asn Trp Val Leu Asp Ser Gin His Ala Asp Gly 
85 90 95 
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Ser Trp Gly Leu Leu His Asn Asp Gin Leu Leu Met Lys Ala Asn Leu 
100 105 110 



Leu Ser Thr Leu Ala Cys Val Leu Thr Leu Lys Arg Trp Asn lie Gly 
115 120 125 



His Asp His Met Ser Lys Ala Leu Asp Phe lie Lys Ser Asn lie Ala 
130 135 140 



Ser Ala Thr Asp Glu Asn Gin Arg Ser Pro Val Gly Phe Asp lie lie 
145 150 155 160 



Phe Pro Gly Met lie Glu Tyr Ala Lys Asp Leu Asn Leu Asn Leu Pro 
165 170 175 



Leu Ala Pro Thr Asn Val Asp Ala Leu Val Arg Lys Lys Glu Leu Glu 
180 185 190 



Leu Arg Ser Cys Arg Ser Asn Ser Glu Gly Gly Lys Ala Tyr Leu Ala 
195 200 205 



Tyr Val Ser Glu Gly lie Gly Lys Leu Gin Asp Trp Asp Met Val Met 
210 215 220 



Gin Tyr Gin Arg Lys Asn Gly Ser Leu Phe Asn Ser Pro Ser Thr Thr 
225 230 235 240 



Ala Ala Ala Phe Met His Arg Asn Asp Asp Gly Cys Phe Asp Tyr Leu 
245 250 255 



Arg Ser Leu Leu Gin Lys Phe Asp Gly Ser Val Pro Thr lie Tyr Pro 
260 265 270 



Leu Asp lie Tyr Ala Arg Leu His Met Val Asp Ser Leu Gin Lys Phe 
275 280 285 



Gly lie Ala Arg His Phe Lys Glu Glu lie Arg Ser Val Leu Asp Glu 
290 295 300 



Thr Tyr Arg Cys Trp Met Gin Gly Glu Glu Asn lie Phe Leu Asp Ala 
305 310 315 320 



Ser Thr Cys Ala Met Ala Phe Arg Met Leu Arg Val Glu Gly Tyr Asp 
325 330 335 



Val Ser Ser Asp Gin Leu Thr Gin Phe Ser Glu Asp lie Phe Pro Asn 
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340 



345 



350 



Cys Leu Gly Gly Tyr Leu Lys Asp Phe Gly Ala Ser Leu Glu Leu Tyr 
355 360 365 



Lys Ala Ser Gin lie lie Thr His Pro Asp Glu Ser Val Leu Glu Asn 
370 375 380 



lie Asn Ser Trp Thr Ser Arg Phe Leu Lys His Gly Leu Ser Ser Asp 
385 390 395 400 



Ser Val Trp Ser Asp Arg Thr Asp Ser Val Val Lys Gin Glu Ala Val 
405 410 415 



Asn Ala Leu Glu Phe Pro Tyr Asn Ala Thr Leu Glu Arg Leu lie Ser 
420 425 430 



Lys Arg Ala Met Glu Ser Tyr Ser Gly Asp lie Val Arg lie Ser Lys 
435 440 445 



Ser Pro Tyr Ala Cys Leu Asn Phe Gly His Gin Asp Phe Leu Glu Leu 
450 455 460 



Ala Val Glu Asp Phe Asn Thr Leu Gin Arg lie His Leu Lys Glu Leu 
465 470 475 480 



Glu Glu Leu Gin Arg Trp Val Val Glu Asn Lys Leu Asp Glu Leu Lys 
485 490 495 



Phe Phe Arg Leu His Leu Gly Tyr Cys Tyr Phe Ala Ala Ala Ala Thr 
500 505 510 



Leu Thr Asp Pro Glu Leu His Asp Ala Arg lie Ala Trp Ala Gin Asn 
515 520 525 



Gly Val Leu Thr Thr Val Val Asp Asp Phe Tyr Asp Gly Gly Gly Ser 
530 535 540 



Glu Glu Glu Leu Asp Asn Leu lie Glu Leu Val Glu Lys Trp Asp Pro 
545 550 555 560 



Asp Gly Glu Val Gly Tyr Cys Ser Lys Asp Val Glu lie Val Phe Leu 
565 570 575 



Ala Leu His Ser Thr Val Cys Glu lie Gly Arg Arg Ala Leu Val Trp 
580 585 590 
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Gin Gly Arg Ser Val Met Arg Asn Val lie Asp Gly Trp Leu Ala Leu 
595 600 605 



Leu Lys Val Met Arg Lys Glu Ala Glu Trp Ser Thr Asn Lys Val Val 
610 615 620 



Pro Ser Met Gly Glu Tyr Met Glu Gin Ala His Val Ser Phe Ala Leu 
625 630 635 640 



Gly Pro lie lie Leu Pro Met Leu Phe Phe Val Gly Pro Lys Leu Ser 
645 650 655 



Glu Glu Met lie Gly Ser Cys Glu Tyr Gin Lys Leu Tyr Lys Leu Met 
660 665 670 



Ser Thr Ala Gly Arg Leu Lys Asn Asp lie Arg Ser Tyr Asp Arg Glu 
675 680 685 



Cys Lys Glu Gly Lys Leu Asn lie Leu Ser Leu Trp Met lie Asp Gly 
690 695 700 



Gly Gly Asn Val Thr Lys Glu Glu Ala lie Glu Ala lie Lys Gly Asp 
705 710 715 720 



Phe Glu Arg Ala lie Arg Glu Leu Leu Gly Leu Val Leu Gin Glu Asn 
725 730 735 



Thr Thr lie Pro Arg Ala Cys Lys Asp Leu Phe Trp Lys Leu Met Ser 
740 745 750 



lie Val Asn Leu Phe Tyr Met Glu Asp Asp Gly Tyr Thr Ser Asn Arg 
755 760 765 



Leu Met Asn Thr Val Lys Ala Met Phe Glu Gin Pro Met Asp Leu Asp 
770 775 780 



Ala Leu Leu Asn Lys 
785 



<210> 396 

<211> 823 

<212> PRT 

<213> Zea mays 

<400> 396 
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Met Pro Tyr Pro His Pro Tyr Pro Trp Gin Ser Ser Arg Arg Arg Arg 
15 10 15 



Arg Arg Arg Gly Arg Asp Gly Ala Pro Arg Gin Pro Gin Ala Arg Arg 
20 25 30 



Val Val Glu Arg Ala Ala Ala Gly Pro Gly His Ala Thr Thr Thr Gin 
35 40 45 



Gin Pro Asp Asn Val Ser Ser Ala Lys Val Phe Gin Thr Ser Arg Val 
50 55 60 



Glu Thr Glu Ser Lys Leu Arg Asn Gly Arg Lys Pro Gin Asp Leu Glu 
65 70 75 80 



Asp Glu His Gin Ala Glu Glu Ala Glu Leu Gin Pro Leu lie Asp Gin 
85 90 95 



Val Arg Ala Met Leu Arg Ser Met Asn Asp Gly Asp Thr Ser Ala Ser 
100 105 110 



Ala Tyr Asp Thr Ala Trp Val Ala Met Val Pro Lys Val Gly Gly Asp 
115 120 125 



Gly Gly Ala Gin Pro Gin Phe Pro Ala Thr Val Arg Trp lie Val Asp 
130 135 140 



His Gin Leu Pro Asp Gly Ser Trp Gly Asp Ser Ala Leu Phe Ser Ala 
145 150 155 160 



Tyr Asp Arg Met lie Asn Thr Leu Ala Cys Val Val Ala Leu Thr Lys 
165 170 175 



Trp Ser Leu Glu Pro Ala Arg Cys Glu Ala Gly Leu Ser Phe Leu His. 
180 185 190 



Glu Asn Met Trp Arg Leu Ala Glu Glu Glu Ala Glu Ser Met Pro lie 
195 200 205 



Gly Phe Glu lie Ala Phe Pro Ser Leu lie Gin Thr Ala Arg Asp Leu 
210 215 220 



Gly Val Val Asp Phe Pro Tyr Gly His Pro Ala Leu Gin Ser lie Tyr 
225 230 235 240 



Ala Asn Arg Glu Val Lys Leu Lys Arg lie Pro Arg Asp Met Met His 
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245 250 255 



Arg Val Pro Thr Ser lie Leu His Ser Leu Glu Gly Met Pro Asp Leu 
260 265 270 



Asp Trp Pro Arg Leu Leu Asn Leu Gin Ser Cys Asp Gly Ser Phe Leu 
275 280 285 



Phe Ser Pro Ser Ala Thr Ala Tyr Ala Leu Met Gin Thr Gly Asp Lys 
290 295 300 



Lys Cys Phe Glu Tyr lie Asp Arg lie Val Lys Lys Phe Asn Gly Gly 
305 310 315 320 



Val Pro Asn Val Tyr Pro Val Asp Leu Phe Glu His lie Trp Val Val 

325 330 335 



Asp Arg Leu Glu Arg Leu Gly lie Ser Arg Tyr Phe Gin Arg Glu lie 
340 345 350 



Glu Gin Cys Met Asp Tyr Val Asn Arg His Trp Thr Glu Asp Gly lie 
355 360 365 



Cys Trp Ala Arg Lys Ser Asn Val Lys Asp Val Asp Asp Thr Ala Met 
370 * 375 380 



Ala Phe Arg Leu Leu Arg Leu His Gly Tyr Asn Val Ser Pro Ser Val 
385 390 395 400 



Phe Lys Asn Phe Glu Lys Asp Gly Glu Phe Phe Cys Phe Val Gly Gin 
405 410 415 



Ser Thr Gin Ala Val Thr Gly Met Tyr Asn Leu Asn Arg Ala Ser Gin 
420 425 430 



lie Ser Phe Gin Gly Glu Asp Val Leu His Arg Ala Arg Val Phe Ser 
435 440 445 



Tyr Glu Phe Leu Arg Gin Arg Glu Glu Gin Gly Met lie Arg Asp Lys 
450 455 460 



Trp lie Val Ala Lys Asp Leu Pro Gly Glu Val Gin Tyr Thr Leu Asp 
465 470 475 480 



Phe Pro Trp Tyr Ala Ser Leu Pro Arg Val Glu Ala Arg Thr Tyr Leu 
485 490 495 
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Asp Gin Tyr Gly Gly Lys Asp Asp Val Trp lie Gly Lys Thr Leu Tyr 
500 505 510 



Arg Met Pro Leu Val Asn Asn Asp Thr Tyr Leu Glu Leu Ala lie Arg 
515 520 525 



Asp Phe Asn His Cys Gin Ala Leu His Gin Leu Glu Cys Asn Gly Leu 
530 535 540 



Gin Thr Trp Tyr Lys Asp Asn Cys Leu Asp Ala Phe Gly Val Glu Pro 
545 550 555 560 



Gin Asp Val Leu Arg Ser Tyr Phe Leu Ala Ala Ala Cys lie Phe Glu 
565 570 575 



Pro Ser Arg Ala Ala Glu Arg Leu Ala Trp Ala Arg Thr Ser Met lie 
580 585 590 



Ala Asn Ala lie Ser Thr His Leu Arg Asp lie Ser Glu Asp Lys Lys 
595 600 605 



Arg Leu Glu Cys Phe Val His Cys Leu Tyr Glu Glu Asn Asp Val Ser 
610 615 620 



Trp Leu Lys Arg Asn Pro Asn Asp Val lie Leu Glu Arg Ala Leu Arg 
625 630 635 640 



Arg Leu lie Asn Leu Leu Ala Gin Glu Ala Leu Pro lie His Glu Gly 
645 650 655 



Gin Arg Phe lie His Ser Leu Leu Ser Leu Ala Trp Thr Glu Trp Met 
660 665 670 



Leu Gin Lys Ala Asn Lys Glu Glu Asn Lys Tyr His Lys Cys Ser Gly 
675 680 685 



lie Glu Pro Gin Tyr Met Val His Asp Arg Gin Thr Tyr Leu Leu Leu 
690 695 700 



Val Gin Val lie Glu lie Cys Ala Gly Arg lie Gly Glu Ala Val Ser 
705 710 715 720 



Met lie Asn Asn Lys Asp Asn Asp Trp Phe lie Gin Leu Thr Cys Ala 
725 730 735 
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Thr Cys Asp Ser Leu Asn His Arg Met Leu Leu Ser Gin Asp Thr Met 
740 745 750 



Lys Asn Glu Ala Arg lie Asn Trp lie Glu Lys Glu lie Glu Leu Asn 
755 760 765 

Met Gin Glu Leu Ala Gin Ser Leu Leu Leu Arg Cys Asp Glu Lys Thr 
770 775 780 

Ser Asn Lys Lys Thr Lys Lys Thr Leu Trp Asp Val Leu Arg Ser Leu 
785 790 795 800 

Tyr Tyr Ala Thr His Ser Pro Gin His Met lie Asp Arg His Val Ser 
805 810 815 

Arg Val He Phe Glu Pro Val 
820 

<210> 397 

<211> 2705 
<212> DNA 

<213> Ginkgo biloba 



<400> 397 



atatttgcct 


aaacctgcac 


aaatggctgg 


ggtgctcttt 


gcaaatctgc 


cttgctcact 


60 


gcaactctct 


ccaaaagttc 


ccttccggca 


atccactaat 


attcttattc 


cttttcacaa 


120 


gagatcctca 


tttggattta 


atgcacagca 


ctgcgtccgt 


tctcacttaa 


ggctgagatg 


180 


gaattgtgtc 


gggattcatg 


cctcagctgc 


agagactcgt 


ccagatcagc 


ttccacagga 


240 


ggaacgcttt 


gtgtcgagac 


ttaatgcgga 


ttatcatcca 


gctgtctgga 


aggacgattt 


300 


catcgactct 


ctaacatccc 


ctaattccca 


cgcgacatcg 


aaatcaagcg 


tcgatgagac 


360 


aatcaataaa 


agaatccaga 


cattggtgaa 


ggaaatccag 


tgcatgtttc 


agtccatggg 


420 


cgacggtgaa 


acgaatccat 


ctgcatatga 


tacagcttgg 


gtggcaagaa 


ttccgtcaat 


480 


tgacggctct 


ggtgcacccc 


aatttcccca 


aacgcttcaa 


tggattctga 


acaatcaact 


540 


gccagatggc 


tcgtggggtg 


aggagtgcat 


ttttctggcg 


tatgacagag 


ttttaaacac 


600 


tctcgcctgc 


ctcctcactc 


tcaaaatatg 


gaataagggc 


gacattcaag 


tgcagaaagg 


660 


ggttgagttt 


gtgagaaaac 


acatggaaga 


aatgaaggac 


gaagctgaca 


atcacaggcc 


720 


aagtggattc 


gaggtcgtgt 


ttcctgcaat 


gttagatgaa 


gcaaaaagct 


tgggattgga 


780 


tcttccttat 


cacctccctt 


tcatctccca 


aatccaccaa 


aagcgccaga 


aaaagcttca 


840 


aaagattccc 


ctcaatgttc 


ttcataacca 


tcagacggcg 


ttgctctact 


ctctggaggg 


900 
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tttgcaagat 


gtggtggact 


ggcaagagat 


cacaaatctt 


caatcaagag 


acggatcatt 


960 


tttaagctcc 


cctgcatcta 


.ctgcttgtgt 


cttcatgcac 


actcaaaaca 


aacgatgcct 


1020 


ccactttctc 


aacttcgtgc 


tcagcaaatt 


tggcgactac 


gttccttgcc 


attacccact 


1080 


tgatctattt 


gaacgcctct 


gggctgtcga 


tacagttgaa 


cgcttgggaa 


tcgatcgcta 


1140 


tttcaagaaa 


gaaatcaaag 


aatctctgga 


ttacgtttat 


aggtactggg 


acgccgaaag 


1200 


aggcgtggga 


tgggcaagat 


gcaatcctat 


tcctgatgtc 


gatgacactg 


ccatgggtct 


1260 


tagaatcctg 


agacttcatg 


gatacaatgt 


atcttcagat 


gttctggaga 


atttcagaga 


1320 


cgagaaagga 


gacttctttt 


gctttgccgg 


tcaaacgcaa 


attggtgtga 


ccgataatct 


1380 


taacctttat 


agatgttcac 


aagtatgttt 


tccgggagaa 


aagataatgg 


aagaagctaa 


1440 


gaccttcact 


acaaatcatc 


tccaaaatgc 


tcttgccaaa 


aacaacgcat 


ttgataagtg 


1500 


ggctgtcaag 


aaggatcttc 


ctggagaggt 


ggagtatgct 


ataaagtatc 


cgtggcatag 


1560 


aagtatgcca 


agattggagg 


caagaagtta 


catagagcaa 


tttggatcaa 


atgatgtctg 


1620 


gctggggaag 


actgtgtata 


agatgctata 


tgtgagcaac 


gaaaaatatt 


tggagctggc 


1680 


caaattggac 


ttcaatatgg 


tgcaggcctt 


acaccaaaag 


gagactcaac 


acattgtcag 


1740 


ctggtggaga 


gaatcgggat 


tcaatgatct 


tacattcacc 


cgccagcggc 


ctgtggaaat 


1800 


gtatttctca 


gtggcggtta 


gtatgtttga 


gccagaattc 


gctgcttgta 


gaattgccta 


1860 


tgccaagact 


tcttgcctcg 


cagttattct 


agacgatctt 


tacgacaccc 


acggatctct 


1920 


ggatgatctt 


aaattgttct 


ctgaagcggt 


ccgaagatgg 


gatatctctg 


tgctggatag 


1980 


cgttcgggat 


aatcagttga 


aagtttgctt 


cctagggctg 


tacaacacag 


tgaatggatt 


2040 


tggaaaagat 


ggactcaagg 


aacaaggccg 


tgatgtgctg 


ggctatcttc 


gaaaagtatg 


2100 


ggagggcttg 


ctcgcatcgt 


ataccaaaga 


agccgaatgg 


tcggcagcaa 


agtatgtgcc 


2160 


gacattcaac 


gaatatgtgg 


aaaatgccaa 


agtgtccata 


gcacttgcga 


cagtcgtact 


2220 


aaactcaatc 


tttttcactg 


gagaattact 


tcctgattac 


attttacagc 


aagtagacct 


2280 


tcggtccaaa 


tttctgcatc 


ttgtgtcttt 


gactggacga 


ctaatcaatg 


acaccaagac 


2340 


ttaccaggcc 


gagagaaacc 


gtggtgaatt 


ggtttccagc 


gtacagtgct 


acatgaggga 


2400 


aaatccggag 


tgcacagagg 


aagaagctct 


aagtcatgtt 


tatggtatca 


tcgacaacgc 


2460 


actgaaggaa 


ttgaattggg 


agttggccaa 


cccagcgagc 


aatgccccat 


tgtgtgtgag 


2520 


clct^ClWL-^ ^»• 












2580 


tggtatctct 


gacaaagaga 


tgaaagacca 


tgtcagccga 


actcttttcg 


atcctgtggc 


2640 


gtagcatact 


gatattatat 


ataatattca 


tattcaatcc 


aaaaaaaaaa 


aaaaaaaaaa 


2700 


aaaaa 












2705 
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<210> 398 
<211> 873 
<212> PRT 

<213> Ginkgo biloba 
<400> 398 

Met Ala Gly Val Leu Phe Ala Asn Leu Pro Cys Ser Leu Gin Leu Ser 
15 10 15 



Pro Lys Val Pro Phe Arg Gin Ser Thr Asn lie Leu lie Pro Phe His 
20 25 30 



Lys Arg Ser Ser Phe Gly Phe Asn Ala Gin His Cys Val Arg Ser His 
35 40 45 



Leu Arg Leu Arg Trp Asn Cys Val Gly lie His Ala Ser Ala Ala Glu 
50 55 60 



Thr Arg Pro Asp Gin Leu Pro Gin Glu Glu Arg Phe Val Ser Arg Leu 
65 70 75 80 



Asn Ala Asp Tyr His Pro Ala Val Trp Lys Asp Asp Phe lie Asp Ser 
85 90 95 



Leu Thr Ser Pro Asn Ser His Ala Thr Ser Lys Ser Ser Val Asp Glu 
100 105 110 



Thr lie Asn Lys Arg lie Gin Thr Leu Val Lys Glu lie Gin Cys Met 
115 120 125 



Phe Gin Ser Met Gly Asp Gly Glu Thr Asn Pro Ser Ala Tyr Asp Thr 
130 135 140 



Ala Trp Val Ala Arg lie Pro Ser lie Asp Gly Ser Gly Ala Pro Gin 
145 150 155 160 



Phe Pro Gin Thr Leu Gin Trp lie Leu Asn Asn Gin Leu Pro Asp Gly 
165 170 175 



Ser Trp Gly Glu Glu Cys lie Phe Leu Ala Tyr Asp Arg Val Leu Asn 
180 185 190 



Thr Leu Ala Cys Leu Leu Thr Leu Lys lie Trp Asn Lys Gly Asp lie 
195 200 205 
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Gin Val Gin Lys Gly Val Glu Phe Val Arg Lys His Met Glu Glu Met 
210 215 220 



Lys Asp Glu Ala Asp Asn His Arg Pro Ser Gly Phe Glu Val Val Phe 
225 230 235 240 



Pro Ala Met Leu Asp Glu Ala Lys Ser Leu Gly Leu Asp Leu Pro Tyr 
245 250 255 



His Leu Pro Phe lie Ser Gin lie His Gin Lys Arg Gin Lys Lys Leu 
260 265 270 



Gin Lys lie Pro Leu Asn Val Leu His Asn His Gin Thr Ala Leu Leu 
275 280 285 



Tyr Ser Leu Glu Gly Leu Gin Asp Val Val Asp Trp Gin Glu lie Thr 
290 295 300 



Asn Leu Gin Ser Arg Asp Gly Ser Phe Leu Ser Ser Pro Ala Ser Thr 

305 310 315 320 



Ala Cys Val Phe Met His Thr Gin Asn Lys Arg Cys Leu His Phe Leu 
325 330 335 



Asn Phe Val Leu Ser Lys Phe Gly Asp Tyr Val Pro Cys His Tyr Pro 
340 345 350 



Leu Asp Leu Phe Glu Arg Leu Trp Ala Val Asp Thr Val Glu Arg Leu 
355 360 365 



Gly lie Asp Arg Tyr Phe Lys Lys Glu lie Lys Glu Ser Leu Asp Tyr 
370 375 380 



Val Tyr Arg Tyr Trp Asp Ala Glu Arg Gly Val Gly Trp Ala Arg Cys 
385 390 395 400 



Asn Pro lie Pro Asp Val Asp Asp Thr Ala Met Gly Leu Arg lie Leu 
405 410 415 



Arg Leu His Gly Tyr Asn Val Ser Ser Asp Val Leu Glu Asn Phe Arg 
420 425 430 



Asp Glu Lys Gly Asp Phe Phe Cys Phe Ala Gly Gin Thr Gin lie Gly 
435 440 445 



Val Thr Asp Asn Leu Asn Leu Tyr Arg Cys Ser Gin Val Cys Phe Pro 
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450 455 460 



Gly Glu Lys lie Met Glu Glu Ala Lys Thr Phe Thr Thr Asn His Leu 
465 470 475 480 



Gin Asn Ala Leu Ala Lys Asn Asn Ala Phe Asp Lys Trp Ala Val Lys 
485 490 495 



Lys Asp Leu Pro Gly Glu Val Glu Tyr Ala lie Lys Tyr Pro Trp His 
500 505 510 



Arg Ser Met Pro Arg Leu Glu Ala Arg Ser Tyr lie Glu Gin Phe Gly 
515 520 525 



Ser Asn Asp Val Trp Leu Gly Lys Thr Val Tyr Lys Met Leu Tyr Val 
530 535 540 



Ser Asn Glu Lys Tyr Leu Glu Leu Ala Lys Leu Asp Phe Asn Met Val 
545 550 555 560 



Gin Ala Leu His Gin Lys Glu Thr Gin His lie Val Ser Trp Trp Arg 
565 570 575 



Glu Ser Gly Phe Asn Asp Leu Thr Phe Thr Arg Gin Arg Pro Val Glu 
580 585 590 



Met Tyr Phe Ser Val Ala Val Ser Met Phe Glu Pro Glu Phe ALa Ala 
595 600 605 



Cys Arg lie Ala Tyr Ala Lys Thr Ser Cys Leu Ala Val lie Leu Asp 
610 615 620 



Asp Leu Tyr Asp Thr His Gly Ser Leu Asp Asp Leu Lys Leu Phe Ser 
625 630 635 640 



Glu Ala Val Arg Arg Trp Asp lie Ser Val Leu Asp Ser Val Arg Asp 
645 650 655 



Asn Gin Leu Lys Val Cys Phe Leu Gly Leu Tyr Asn Thr Val Asn Gly 
660 665 670 



Phe Gly Lys Asp Gly Leu Lys Glu Gin Gly Arg Asp Val Leu Gly Tyr 
675 680 685 



Leu Arg Lys Val Trp Glu Gly Leu Leu Ala Ser Tyr Thr Lys Glu Ala 
690 695 700 
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Glu Trp Ser Ala Ala Lys Tyr Val Pro Thr Phe Asn Glu Tyr Val Glu 
705 710 715 720 



Asn Ala Lys Val Ser lie Ala Leu Ala Thr Val Val Leu Asn Ser lie 
725 730 735 



Phe Phe Thr Gly Glu Leu Leu Pro Asp Tyr lie Leu Gin Gin Val Asp 
740 745 750 



Leu Arg Ser Lys Phe Leu His Leu Val Ser Leu Thr Gly Arg Leu lie 
755 760 765 



Asn Asp Thr Lys Thr Tyr Gin Ala Glu Arg Asn Arg Gly Glu Leu Val 
770 775 780 



Ser Ser Val Gin Cys Tyr Met Arg Glu Asn Pro Glu Cys Thr Glu Glu 
785 790 795 800 



Glu Ala Leu Ser His Val Tyr Gly lie lie Asp Asn Ala Leu Lys Glu 
805 810 815 



Leu Asn Trp Glu Leu Ala Asn Pro Ala Ser Asn Ala Pro Leu Cys Val 
820 825 830 



Arg Arg Leu Leu Phe Asn Thr Ala Arg Val Met Gin Leu Phe Tyr Met 
835 840 845 



Tyr Arg Asp Gly Phe Gly lie Ser Asp Lys Glu Met Lys Asp His Val 
850 855 860 



Ser Arg Thr Leu Phe Asp Pro Val Ala 
865 870 



<210> 399 
<211> 39827 
<212> DNA 

<213> Saccharomyces cerevisiae 
<400> 399 

agtaaaagag tatgttgagg ttatctttac tgagatcaac agctactttg ccagtgaaat 60 
gccaacgtcg tgggctaata ttacctgcgg cggcaatgta caccttaggc tcattaatat 120 
ttggtaagga agcaaggttg gcggatgcca tggaacgtgg tgagttacat aacaagaacg 180 
ttgattatgc gaaagaagct gaagagcgta ccgagttacg tattagggcc ctggctaata 240 
ctcggccaat ggaacctcgg tacaacggcc atgttcccct tcatcggtac gagaaattgc 300 
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tgctgtttgc 


aatttccggt 


tggaattcat 


ttttccatcc 


tgaagatggt 


tataatattg 


360 


tacaattggg 


tgaggcaact 


gcattgccgg 


tcttcttgga 


gaatttgaag 


caaacaatgt 


420 


taagtgattc 


ctctgggagg 


cgcattttga 


aggaacaacc 


caatatcaca 


acagagattt 


480 


tgcatatgga 


caaactagct 


aaattgccac 


ataacacgtt 


tgggtatgta 


tattaccaat 


540 


ggttgaaaag 


agaaaacgtt 


tctccggaca 


ctagagcacc 


tgtcaaattt 


atcgacgatc 


600 


ctatgcatgc 


atatatcttt 


aagaggtata 


gacaatgcca 


cgatttctat 


cacgctataa 


660 


ccaacatgcc 


tattatcatt 


gagggggaga 


tcaccataaa 


ggctcttgaa 


ggtgccaacc 


720 


tgggcgtccc 


aatggccatt 


ctcggtggta 


tccttgcacc 


tttacgtttg 


aaaaaggtgc 


780 


aaagaaaaag 


attatataat 


atatatctcc 


cttgggctgt 


cagaacaggt 


ttaagctgca 


840 


agccattgat 


caacgtgtat 


tgggaggaaa 


tgctggagaa 


ggatgttact 


gctttgagga 


900 


aagagctaaa 


gataacactc 


cctccggatc 


taaggacaat 


gaggaaggag 


cgtgcagccc 


960 


ttaggaagga 


gattgacgca 


aaatacaact: 


cacagaaacg 


agccacgact 


ccagcatgaa 


1020 


tcagcagaac 


aacttttatc 


tctcgcccat 


gaagttagat 


attattattt 


agtcagctat 


1080 


aatatactat 


ataggatggt 


cgtccaaggc 


gatcttgcga 


tctctcatct 


ttaagaaaag 


1140 


taaggtcgtt 


gatattattg 


acattaaagg 


ttatggatag 


aggcaggtgg 


tgtttcctcg 


1200 


tgtccgtatc 


aagcagaata 


atgaatctgc 


aagaactatt 


agcgaaagta 


ccgctgttgt 


1260 


tatcgtatcc 


gaccattatt 


ctatccagta 


atctgatcgt 


accttcccat 


aatgatctca 


1320 


tatcacgagc 


agcctctaca 


tcagcagcag 


agtatgctga 


cgaaaagcta 


atatttttca 


1380 


gtacagatca 


tgccatcaga 


ctgatttttc 


tgccaacctt 


cgtagcttct 


tcctttaacc 


1440 


tatttgcgca 


ctattttaac 


ttcatcaatt 


actctagccg 


aaggaagtat 


tatgttttat 


1500 


ttactgcaat 


ttatttccta 


tccatattga 


ctgcgatttt 


ccatccaatt 


cagtcaacat 


1560 


gcatcactct 


attgattatc 


aagctcctga 


ctaccgctga 


tgagtcttcg 


ccaaaaattg 


1620 


ccctcaattt 


caagaccatt 


ttgaaaacat 


ttgttccctt 


tattacttta 


acattagtta 


1680 


tattgcgttg 


ggatccttct 


tttgatgcca 


gctcaggaga 


tgtgaacaaa 


atttctacgt 


1740 


ctttggccgc 


atatgctctc 


ttaatattaa 


cgctaagata 


tgcatcaccg 


ctgatattat 


1800 


cgacgttatc 


aagtagcata 


ggtgttgttt 


ccaaagacac 


cagcgtcgca 


cagcattcga 


1860 


taagtagaaa 


taagagattt 


ccgctaattc 


tcgtgttacc 


gattttttcc 


tttgttcttt 


1920 


tgtatctaat 


gactatagtt 


aacaagactt 


acaatatcca 


gttattaatg 


gtatttgtgt 


1980 


tttttggatg 


tctgtccatt 


ttctttttat 


cgttaaaaga 


tttgttcaca 


gaggatggaa 


2040 


atcaaaagaa 


gggaggccag 


gaggatgaat 


attgtcgtat 


gtttgacata 


aagtacatga 


2100 
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tttcctattt 


atggctgaca 


aggttcacca 


ttttattgac 


aggcataatg 


gctattgtag 


2160 


tacatttttt 


atcgtttaat 


gaaattactt 


cttccatcaa 


aactgatttg 


ttaagtttac 


2220 


ttttcgtcgt 


agtggcagaa 


tatgtttcca 


gtttctctaa 


caaacaacct 


gattcgcact 


2280 


cccataatca 


tgcacatcac 


cattcccatc 


taaccgattc 


attgcctctc 


gaaaatgaaa 


2340 


gtatgttcaa 


acaaatggca 


ttgaataagg 


acaccaggtc 


cattttttcg 


tttttattgt 


2400 


tgaataccgc 


tttcatgttt 


gtacaacttt 


tatattcctt 


tcgttccaaa 


tcattgggct 


2460 


tattatctga 


ttcgttgcat 


atggccttag 


attgcacatc 


tttgctctta 


ggtctaattg 


2520 


ctggtgtatt 


gaccaagaaa 


ccagcaagtg 


ataaattccc 


tttcggtcta 


aattatcttg 


2580 


gtaccttggc 


aggtttcacc 


aatggtgttc 


tgttactcgg 


catagtgtgc 


ggtatctttg 


2640 


tggaggcaat 


tgagagaatt 


ttcaacccca 


ttcatcttca 


tgcaacaaat 


gagttgttgg 


2700 


ttgttgctac 


gttaggctta 


ttagtgaacc 


ttgtaggttt 


gtttgccttc 


gaccatggtg 


2760 


cacatgatca 


tggtggtact 


gataatgaaa 


acatgaaggg 


gattttttta 


catatattgg 


2820 


cagatacatt 


aggttctgtt 


ggcgttgtta 


tttcgacgtt 


attaatcaag 


ttaacacact 


2880 


ggccaatttt 


tgatccgatc 


gcctctttat 


taattggttc 


cttgatttta 


cttagcgctc 


2940 


tgcccctgct 


aaaatctact 


tccgcaaata 


ttttactaag 


actggatgac 


aagaagcata 


3000 


atctagtaaa 


gagtgcgcta 


aaccagattt 


caacgacgcc 


aggaatcaca 


ggttatacaa 


3060 


ctcctagatt 


ttggccgaca 


gagtcaggca 


gttccgggca 


ttcacatgca 


cacacgcatt 


3120 


ctcatgcaga 


gaatcatagc 


catgagcatc 


atcatgatca 


gaaaaacggt 


tcacaagaac 


3180 


acccgagctt 


ggtgggctat 


attcatgtac 


agtatgtaga 


cggcgagaat 


tcgacaatta 


3240 


tcaagaaaag 


agttgaaaaa 


atattcgaaa 


atgtgtcgat 


taaagcgtgg 


gtacaagttg 


3300 


agcctcaaaa 


ttccacttgt 


tggtgccggg 


ctacttctat 


gaacacaatt 


tcagctaacc 


3360 


cgaattcttt 


accgctacag 


cctatagcaa 


attgacaatt 


ctttgtcctg 


catacctttt 


3420 


atattaattt 


tttaaacaag 


atttcatata 


cataacggta 


cctatcgtaa 


ttattggcgg 


3480 


ctgcttgtgt 


tgatcacgtc 


ttacgggaaa 


tatcacaatg 


gaagaaaaaa 


aatacttcta 


3540 


acgaaggaaa 


agatgtcatc 


cagcattgac 


ctcaaattac 


cgaagaggtt 


gataaagcaa 


3600 


ttagcatcca 


atcggtatca 


taattcggaa 


attaaggggg 


aatcctctac 


atttggtgtt 


3660 


tcttctttcc 


atatattttg 


aatgtttttt 


tcctatgaaa 


agtgtcttca 


ggaatcatat 


3720 


atgtaaagag 


atcattcaat 


taaatacatc 


atcgaactaa 


gattataaac 


aagaatttaa 


3780 


caaagtcact 


taatatatca 


aaaagaaggc 


ttttaggaac 


tcaaaaatcc 


gcatcatttg 


3840 


caatttaaaa 


cgtacgtcat 


caggcgtata 


tattcaaaga 


aaatatctca 


gtttcattgc 


3900 


actggcttac 


agttgatatt 


tcaattaaat 


ggaaccatcg 


aatacccaaa 


aagaagatct 


3960 
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tcctaccgct 


tttaatggta 


taaaaagtca 


attaaacagc 


atattaaaat 


cgaatcaatt 


4020 


atttcaagat 


tatgcgctat 


taaatgggtt 


cttggcattt 


gttcattcca 


aattgaatgc 


4080 


cgcaatcctt 


acatctatag 


aatcacaatg 


tgggaaatcc 


tttgcggctg 


atcttgattc 


4140 


ttttgatcag 


agcagtatct 


cttcgatttt 


agatttttct 


tgggaaagcg 


ttcactatcc 


4200 


aatattcaaa 


tggtttcaga 


tgtggaggaa 


ttatattctt 


tttgagaagg 


agaataaaaa 


4260 


acagcagacc 


aaatttatcg 


actttagaaa 


gatgaattcg 


aagatgttaa 


aattcttcaa 


4320 


aacggtgcaa 


aacttctatg 


tcaacgttat 


caacacggtt 


tataagaaat 


atgatatatc 


4380 


tgtacttttg 


ccgaaaagga 


ttatccaaga 


cttaaagtta 


agtgacatcg 


aaaataccac 


4440 


taatgttgga 


gacattcttg 


cggtgaagac 


atttaatagt 


agtagcccac 


tcgcacatct 


4500 


catcccaacg 


cttttccatc 


gctgtctctt 


attcttagga 


acagcgtatc 


gttataaaac 


4560 


tctcctcgaa 


gaaatttcca 


ataaatacag 


catatccaat 


tttaaaaaat 


ctctggactt 


4620 


ctttcgttta 


gcttcgttgg 


tgttaccaag 


tgctggtgag 


acgtattcgc 


aagcaggagc 


4680 


gatattcctt 


caaacaggaa 


atttggggat 


tgcagtattc 


aattttgtta 


aaggtatgat 


4740 


gacgaagatg 


ccaagccctg 


tttcaatcaa 


aaattttggg 


gcattaatgg 


tggacaataa 


4800 


aagttcatta 


aatcgtagct 


tgcatactac 


tatcatgaac 


acttacttac 


aagaatctaa 


4860 


aggacccagg 


acacctgcta 


aagagatact 


agaattttat 


ttcctgggcc 


tttttgggtc 


4920 


tgtttggtca 


cctaccagtt 


ggagagatga 


tacaaaacct 


aaccaattaa 


ataacggtat 


4980 


caagttaagg 


catttggaaa 


atgcactcta 


cgagacgatg 


tcagcaagat 


acctgaataa 


5040 


tattaagacc 


atctttcaca 


atttgatcat 


tacaattggt 


gggttccatc 


tattattaaa 


5100 


aaggcgttcc 


gatgtaagtg 


caaaaacctt 


gaaggattta 


cgtagcaatg 


aattggatta 


5160 


cctaaatttt 


gcattcaagt 


atattgctca 


cattttaaat 


gatatcgtta 


aggaatcatg 


5220 


gagcgaaaat 


cctgaggttt 


cagaaattct 


aggtatggta 


agaattatca 


attgttggat 


5280 


aaaagcaaat 


cccatggttc 


ttcaatattc 


acaaagtaat 


ctagagtttg 


ttaatgcctt 


5340 


ggcatacttg 


ataaatgata 


ttgtgaaaaa 


aaaaccaagt 


ccttctttta 


gtataacaga 


5400 


acatattcct 


aaaaggacat 


actggttcga 


agaagactta 


atggtgaagg 


gtttatcatt 


5460 


cgttaacttt 


caactatctg 


attttgacga 


ttatgaaaaa 


attcttgaaa 


tggatcatag 


5520 


tctcgataga 


ttaattggta 


atccgccatt 


atgcgacaag 


ttatcggcat 


catctgaaat 


5580 


gctgttaagg 


ttgcaggctg 


ttgtgaatat 


aagttcgcaa 


ttattgcaga 


acaacaactg 


5640 


cggagtagaa 


tggtcagata 


ataaatcacg 


ttatatcttt 


aataagaaaa 


ttggatttaa 


5700 


ggagaccgtt 


aaaaatagta 


tgaagacatc 


gaagcaatcc 


aatgaaaagg 


ccaagttaca 


5760 
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aagaaaaaac 


aaaccttcga 


ccactaatgg 


ctcaatatcc 


atggcggatt 


tggagagaca 


5820 


aatgagaagt 


agctctttgg 


attctttttc 


tccaactatg 


ggttatagtg 


gttcgtctgt 


5880 


acctatggcc 


ccagatacgt 


tcaatgttaa 


gcccagcggt 


acaataacgg 


ggaacaaagt 


5940 


aaatgtagaa 


ctgttaaaaa 


tcgaactaag 


cggtcaaaac 


gccgatggcg 


ctattacgaa 


6000 


tatatctcct 


ggttacagta 


acgcagcgat 


ctcttcttca 


aattcgacag 


atgaatcatc 


6060 


cttcgatttg 


aacaacatcc 


tatcttcaat 


gcaacaaaag 


cacgcggaaa 


aatcatttgc 


6120 


caaatccatg 


caaggggtga 


atgaacaaat 


tccagcgaat 


gacgtctgcc 


atcaagccca 


6180 


gaggccaatg 


caaggtggtc 


tgtattcatc 


acagcaacct 


tcatcgatgt 


cttcattaaa 


624 0 


ctccgcgtat 


cagaatgcct 


cgatgcctcc 


atctgcctcc 


atggtatcct 


atccctatcc 


6300 


ttttttgaac 


cagcaggggc 


aaggggtctt 


tccgccttat 


aatgcacaaa 


atttacaatg 


6360 


gcagagcgaa 


gcttactcat 


taaagtcaat 


gaattttgca 


aatccaacgt 


ggctaggtga 


6420 


ccagtaccag 


acatctgcgc 


cgtcgtcagc 


atatgcgcaa 


gcgcaacggc 


aaatgtttca 


6480 


acaacctatg 


cagcaagatg 


tggggaagta 


catgcaattt 


ccttttgacg 


cccaaagcaa 


6540 


cacggacagc 


atgaggggaa 


acagtcggaa 


taatatgttt 


taatattgtt 


cgttttttat 


6600 


catagttttt 


caaatcttca 


tatgaatact 


aggtagaaat 


ttggcttatc 


agtacgaatg 


6660 


aattacagtt 


tgactgattt 


gtacacgaga 


attgacgtat 


aacttctttt 


gaaagtcttt 


6720 


gaaattacat 


ggtagtacat 


acatatatat 


atatatatat 


atatgttata 


ttattgttaa 


6780 


ttaaatatta 


ttatgcgtat 


tttccttttc 


tttattagta 


tagtattaat 


gacagtaata 


6840 


ataataataa 


tagtaacaat 


atctcttttt 


ttttttcagt 


gagcttttat 


ttttttttca 


6900 


ttgctcttct 


tttggcctct 


tttgtttttt 


tcttgatttc 


ctccagtttc 


atctgttttt 


6960 


tctttggatc 


agatacaaaa 


tctggtttga 


acgcgtcata 


gtgacagtcc 


aatttcaacc 


7020 


tttcacagtt 


gaaacagtgc 


ggtctttcct 


cggtacactt 


ctttttcctt 


aatctacaaa 


7080 


tccagcaacc 


agtacgggac 


cttgtacctt 


gagacgttga 


ggaagtagca 


ttattcgatt 


7140 


cttgagaatt 


gtttgctttt 


gatttcgaag 


tagtattatt 


tggtcttttc 


tttgatgact 


7200 


gtttcgcctt 


tgattttgcc 


ttaggcttga 


cattttttcc 


tttagattta 


gcgaaatccg 


7260 


gcgaagtagc 


gttaggataa 


tcagcggtat 


atgccaagcc 


agaagaagcc 


ttcaaagatg 


7320 


gagacgatgg 


agctgacgaa 


gttgaggatt 


cgccaagaga 


attataatcg 


ctattggttt 


7380 


ggcttgctac 


tcttgcgttt 


ccaactgacc 


ttctcgattt 


tttcaatggt 


ggaacttcca 


7440 


gttgctgttg 


ttgttctgga 


gcagaaaggc 


gtctgtctat 


tcgcttacca 


ttcttattcc 


7500 


aagtaacttg 


ccttgtcctt 


gactcaaaag 


tgggatctaa 


aaccttttta 


gagtttagat 


7560 


ttaaatggta 


aggagacaag 


tcttgatttt 


ggtcctggtc 


ttcatcaaaa 


acagctgtag 


7620 
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aattgttgct 


ttcgaaaatg 


ggttgttgtt 


cggaattatg 


gatacgtaac 


agaattggtc 


7680 


ttaagacacc 


ctttgatgga 


aaagatgacg 


aatgaggcct 


actagccggc 


acaccgagcg 


7740 


catttgtgtt 


attcatgtca 


ttgacattgg 


aaatgggttt 


atcatgagtt 


ctatatgggg 


7800 


atgatctcat 


gtttgatagc 


actgctgctg 


ctgtacccaa 


gtcgtcgtct 


agtttggtag 


7860 


atgaagatgc 


agaattcgga 


ccgagcaata 


atcttgatct 


caatccatcc 


aatttagaat 


7920 


tgatgtattt 


cggtggaggt 


ggtgggatgt 


attgttcatt 


tgtatggaag 


ggactatttc 


7980 


tattgttacg 


attcggcaaa 


tcgccgtaaa 


aaaacccagt 


agaaggtctt 


gacgaagtgg 


8040 


caaacgggtc 


ttcaccgcga 


ttgatattgt 


tccgttgagg 


gttgttgttg 


tttgtgcttg 


8100 


taaacgaaga 


tgcggaagtt 


ggaggttgag 


aaggtatttg 


gttgaaccta 


aaatgctgga 


8160 


aattgtttct 


gctggtaatg 


gaagagctgg 


tgttcgcatg 


tcgagagttt 


gtaggcgtat 


8220 


ccgtgtttga 


actagcattg 


ttggaggatg 


attcattcaa 


agaataagcc 


tcatctctgt 


8280 


atttcgaatt 


tagccagaac 


gatatgttga 


tttttgattc 


gttctcgtcc 


agttttacat 


8340 


ttgggtctgt 


tatctctcta 


tccttgttga 


aatagaagtt 


cctgggcgcc 


acgcccacgg 


8400 


cacattggtc 


atcatgcaca 


ttatgctgga 


cctgagagtc 


gttagatgga 


ctgccgccgc 


8460 


gcttagttcc 


gccgcgcaaa 


tacccgccaa 


tctcattgtt 


attagaggat 


tctctcgaat 


8520 


ctgagctttg 


tatcgaatta 


ttgtcgttgt 


tgttggtact 


gttgtttctg 


ctcagtatcg 


8580 


acataggcga 


attggtagtc 


ttaccgttgt 


tcttgttggc 


gctggtaatg 


atgagcggca 


8640 


aatccgatcc 


tgtgcgggaa 


cggatgcccg 


agcccgtgcc 


cgcgcccgag 


cctgctgcgg 


8700 


tggtaccggg 


ggaagaaacc 


gctggagctt 


gtggtggcgg 


caaatgtatt 


ttttttttgg 


8760 


cgccggcgac 


gatagtagta 


gtggcagtgt 


tactattagt 


ggaggtggag 


gagtaaggga 


8820 


aaacatcctc 


gttggttgca 


gtatactgcg 


gctgaatagc 


accggaaatt 


tgtgggtctg 


8880 


tagcctgtgc 


gacatggcca 


ttgcacaatg 


acttaggatc 


cgaaggtgta 


ttggaaggcg 


8940 


cgagtgggct 


ggcggcagca 


tgcacagcgt 


tatcgctgtc 


acggcgatct 


tgaagtgtag 


9000 


tattggtcgt 


agtagtagta 


tcgttttcct 


taggatcgtc 


tttgatatct 


ccgccacttt 


9060 


ggactttcaa 


actcggcgaa 


ccagacggag 


tatgcacggg 


agtgttgttg 


ggcgcacatg 


9120 


tcgatttcat 


aatagaaagc 


aaagggtttt 


catcgtaggt 


tgtcttgaga 


gattcgatgc 


9180 


tagcactgga 


aattgtagga 


tggcgggagt 


tagctccatc 


actaacttca 


tcttctgcat 


9240 


gttttttgcc 


gtcttggctg 


ctattcatca 


gcgtggcacg 


agatgtttta 


ttgtgcaaat 


9300 


agtgatgatt 


gttggcggtt 


gtttccatcg 


aaagcagaga 


ggcagccgca 


ttagattcgt 


9360 


ccatgtgttt 


gctttgagag 


cgcgccttgt 


ctagcatcgt 


gagttaaggt 


ccatgcaaat 


9420 
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ggtttgagtg 


cggtagtgtc 


ctagttcctg 


tgcgctgtgc 


gaaggtgggc 


gcttcttacg 


9480 


atcactggtc 


tcttgtcctt 


gtcctctatg 


ttcttttcat 


ttttcttttt 


gacggcggca 


9540 


gtttccgcct 


ggcattggtg 


aaaaggcgcc 


ttgaagcacg 


gcggacgtgt 


cacccggacc 


9600 


gaaacagaag 


agaagtagcg 


cagtcttggc 


aattatagga 


tgcccgaaat 


ccaacgtgca 


9660 


ttctattctc 


gtgattattc 


tcgtgatttc 


gtgtgcaacc 


aatggacttt 


aaaaactgcg 


9720 


ctctactact 


tgtagcaatg 


catgttttgg 


gcaagtgggg 


ttgagtggag 


tgtcacctca 


9780 


gacgacgtgt 


cgcttttgta 


tatccgtttt 


tacggacata 


agaacgtgcc 


gcccattctg 


9840 


ggaaaacaaa 


acacaggtta 


aaaaaaaaaa 


gaaaggaatg 


gatggggaat 


gggacagaga 


9900 


ggaaagatag 


aggtggaaat 


aacaaaagcg 


tgacaacaaa 


gaagcaaata 


cggagggaca 


9960 


agcaaagaaa 


aaacaaggac 


agaaacaaaa 


aataggaaca 


agaagtagca 


cattcataag 


10020 


caagagagta 


cgaaacctgt 


ttacaccccc 


cgagacagtt 


gccctatatc 


gcttttccct 


10080 


atcaatagtt 


tctaactcat 


gtcagtcttg 


cgatcacaac 


ctccttcagt 


tgtaccgcta 


10140 


catctgacaa 


catccaccag 


tcgcaaaaca 


gaacaggaac 


catcgctatt 


gcactctgca 


10200 


ataattgagc 


gacatcaaga 


ccgttcggtg 


ccgaattcga 


attcgaatcc 


ggattcgaac 


10260 


catcgaataa 


aaaaggatcg 


caataatcac 


actagctacc 


attcttcatc 


gaattcggag 


10320 


tcaaacatgg 


aaagtcctcg 


cttgtcagat 


ggtgagtctt 


ccactccgac 


ctctattgaa 


10380 


gagttaaacc 


caacaataaa 


taattcgagg 


ctggtgaaga 


gaaactactc 


aatatcaatt 


10440 


gatcctttgc 


atgacaacag 


caataataat 


acggatgatg 


atcatccaaa 


caccataact 


10500 


tctccccgac 


caaatagcac 


tagtaacaag 


gaaatgcaga 


aatatagttt 


tcccgaaggt 


10560 


aaggagtcga 


agaaaataac 


aacaccctcg 


ttaaactcga 


ataattgttt 


ggatttggac 


10620 


aattccagtc 


ttgttcacac 


agattcgtat 


atacaagact 


taaatgacga 


tcatatttta 


10680 


ctaaacaagc 


gcgtttcgag 


gcgatcttcc 


agaatatcgg 


cagtaacagc 


aacttccacg 


10740 


acaattaagc 


aaagaagaaa 


tactcaggat 


tcaaacctgc 


ccaatattcc 


ctttcacgct 


10800 


tccaagcatt 


ctcaaattct 


acctatggat 


gattcagatg 


taataaaatt 


ggccaatgga 


10860 


gataccagca 


tgaaaccaaa 


ttctgctact 


aaaattagtc 


actcaatgac 


ttctttgcct 


10920 


cttcacccac 


ttccacaacc 


ttctcaaaag 


tcaaagcaat 


atcatatgat 


atccaaatca 


10980 


accacttctt 


tgccgccaga 


gaatgaccac 


tactatcaac 


acagtcgtgg 


caccaaccat 


11040 


aatcacgctg 


ctaatgctgc 


tgctgttaat 


aataatacta 


ctactactac 


cgctgctacg 


11100 


ggtctgaaaa 


gatcagagtc 


tgcaacggca 


gaaattaaga 


agatgagaca 


atctttgctg 


11160 


cataaaagag 


aaatgaaaag 


gaaaagaaaa 


acatttttgg 


tggatgacga 


tcgtgttttg 


11220 


atcggtaata 


aagtcagtga 


aggccatgtc 


aactttatta 


tagcttataa 


catgctaact 


11280 
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ggtattcgtg 


tcgcagtgtc 


acgttgttct 


ggcataatga 


aacctttaac 


tccggcagac 


11340 


tttagattta 


cgaagaagct 


tgcctttgat 


tatcacggaa 


atgaattgac 


cccttcttct 


11400 


cagtatgcat 


ttaagtttaa 


ggactactgt 


cccgaagtct 


ttagggaact 


tcgtgcatta 


11460 


ttcggcttag 


accctgctga 


ttatttggtt 


tcgttaactt 


ccaagtacat 


tttgagtgag 


11520 


ttgaactcgc 


caggtaaaag 


tggttcattt 


ttttattatt 


cgagagatta 


caaatatatt 


11580 


atcaagacca 


tacatcattc 


tgagcatatt 


catctgagaa 


agcacataca 


agaatactat 


11640 


aaccatgtaa 


gagacaatcc 


aaacactttg 


atttgtcaat 


tttatggttt 


gcatagagtg 


11700 


aaaatgccta 


tatcgtttca 


aaataaaatt 


aagcatcgga 


aaatttactt 


cctagtcatg 


11760 


aataacttat 


ttccaccaca 


cttagacatt 


cacattactt 


atgatttaaa 


aggttccaca 


11820 


tggggccgtt 


ttaccaattt 


ggataaagaa 


aggttggcga 


aagatagatc 


atataggcct 


11880 


gtgatgaaag 


atttaaattg 


gcttgaagaa 


ggtcagaaaa 


ttaaattcgg 


tccattgaag 


11940 


aagaagactt 


ttttgacaca 


gctgaaaaaa 


gatgtggaat 


tgcttgctaa 


attgaataca 


12000 


atggactatt 


ccttgttaat 


tggcattcat 


gacatcaata 


aagctaaaga 


agacgactta 


12060 


caattggcgg 


atacggcatc 


tattgaggag 


caaccacaga 


ctcaaggacc 


cataagaacc 


12120 


ggtaccggaa 


cggtagtacg 


acattttttt 


agagagtttg 


aaggtggaat 


tcgagcatct 


12180 


gatcaattca 


acaatgatgt 


ggatttgatt 


tattacgtgg 


ggataatcga 


tttcttgact 


12240 


aattactcag 


ttatgaagaa 


attagaaacg 


ttttggagaa 


gtctacgcca 


tgataccaag 


12300 


ttggtgagtg 


ccatacctcc 


aagagact:ac 


gccaataggt 


tttacgaatt 


catagaagat 


12360 


tctgtagatc 


ctctgcccca 


gaaaaaaact 


caatcgtcgt 


atagagacga 


ccctaaccag 


12420 


aaaaattata 


aagactgagt 


agggcacagg 


taaataacct 


atcgtctatg 


tactcagtct 


12480 


aatctacttt 


gatttaattt 


aattcaagtt 


atataaatct 


attcttttcc 


ctttaatttt 


12540 


aatattttaa 


tttcaatcct 


tttcttattt 


tctatttttg 


cttttttttt 


ttcttttttc 


12600 


catattctca 


ggccacgtca 


ggcttgcata 


agccacgcta 


gctaataatt 


cagcgagacc 


12660 


ctattccaaa 


cctaattgtt 


cggaaccatg 


ccatatctct 


tccgcagtgt 


gtggctaagc 


12720 


ggctttaaga 


ggatacgaaa 


tgtcaaaaaa 


cgagaaaatt 


cgattatatc 


tgtacgaact 


12780 


tttctttgcg 


cttactgcct 


gtttactttg 


ctttgccttc 


tactgttttt 


ttttgctcga 


12840 


ggccgatggt 


gaactgcaac 


gttatataaa 


ctaaagtgcc 


agaataaaaa 


taaagaaagg 


12900 


caaagggaga 


ctatccgtct 


tcgaaacaag 


tcaaaagagc 


gaaaactaat 


gagccaacaa 


12960 


caaggttact 


accaacaagg 


acccccacag 


caaggttatt 


atcaacaagg 


tccaccacaa 


13020 


caaggttatt 


atcaacaagg 


tccaccgcaa 


cagggttatc 


ctcagcagca 


accagtctat 


13080 
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gtccaacaag 


gtcaaccaaa 


ggaggaaagc 


tgcttggaca 


gttgtttaaa 


atgtttgtgt 


13140 


tgttgttt.ct 


tattagaatt 


ggtatgcgat 


aactgattcg 


tttgttcaag 


aagtggtcaa 


13200 


tataaaaaac 


gaaatcacat 


agcctttcat 


ctatgctgcg 


aaagactgta 


taattacttt 


13260 


taagcaaaaa 


tgtatataat 


atgatgggat 


cgttacgttg 


gaacaagaat 


tgaccatcgt 


13320 


tcatctgttg 


ttgaaataaa 


atttgaagtt 


attcgtcgta 


ctagtatcct 


atcacatgcg 


13380 


gtgtaagaaa 


tcacattgta 


tgagaagcaa 


ttatctaatt 


taatggacgc 


tgaagttcaa 


13440 


gaattggtaa 


tgtgacagga 


taattaatta 


acagcatata 


aaataaaaga 


ataatatttt 


13500 


tattatataa 


aaatatcgat 


cactcttgtg 


gatttctaaa 


tcctcgaaga 


gaacttttaa 


13560 


tgcattctat 


atgcctaata 


ataaagtcgc 


tatcgaaaat 


ataatatcta 


tgcttatcta 


13620 


tattgagaaa 


tggatgaaat 


ttgagataat 


tgttgggatt 


ccattgttga 


caaaggctat 


13680 


gatattaggt 


gtaaatgttg 


gaataaaaat 


caactatcat 


ctactaacta 


gtatttacgt 


13740 


tactagtata 


ttatcatata 


cggtgttaga 


agatgacgca 


aatgatgaga 


aatagtcatc 


13800 


taaattagtg 


gaagctgaaa 


cgcaaggatt 


gataatgtaa 


taggatcaat 


gaatattaac 


13860 


atataaaacg 


atgataataa 


tatttataga 


attgtgtaga 


attgcagatt 


cccttttatg 


13920 


gattcctaaa 


tccttgagga 


gaacttctag 


tatatctaca 


tacctaatat 


tatagcctta 


13980 


atcacaatgg 


aatcccaaca 


attacatcaa 


aatccacatt 


cccaacatgg 


tagcgcctat 


14040 


gcttcggtta 


cttctaagga 


agtcccatca 


aatcaagatc 


cgttagccgt 


ttcagcttcc 


14100 


aatttaccgg 


aatttgatag 


agattccact 


aaggttaatt 


ctcaagaaga 


gacaacacct 


14160 


gggacatcag 


ctgttccaga 


gaaccatcat 


catgtctctc 


ctcaacctgc 


ttcagtacca 


14220 


cctccacaga 


atggacagta 


ccaacagcac 


ggcatgatga 


ccccaaacaa 


agctatggcc 


14280 


tctaactggg 


cacattacca 


acaaccatct 


atgatgacgt 


gttcacatta 


tcaaacgtca 


14340 


cctgcgtatt 


atcaaccgga 


cccacactat 


ccgctgccac 


agtatatccc 


accgctgagt 


14400 


acttcctcac 


ctgatccaat 


cgattcacag 


gatcaacact 


ctgaagtacc 


tcaagctaag 


14460 


acaaaggtga 


gaaataatgt 


cttaccacca 


cacactttaa 


catcagaaga 


aaacttttct 


14520 


acatgggtta 


aattttacat 


cagatttttg 


aagaactcta 


atctcggtga 


cattattcca 


14580 


aatgaccagg 


gtgaaatcaa 


aagacaaatg 


acttatgaag 


aacatgcgta 


tatatacaat 


14640 


accttccaag 


catttgcccc 


atttcattta 


ttgccaacat 


gggtaaaaca 


aattttagaa 


14700 


attaattatt 


ctgacatcct 


tacagtcctt 


tgtaaaagtg 


tgtccaaaat 


gcaaactaac 


14760 


aatcaagaat 


taaaagattg 


gatagctctt 


gccaaccttg 


agtacaacgg 


aagtacatct 


14820 


gctgatacat 


ttgaaattac 


agtcagcacg 


atcattcaaa 


ggctaaaaga 


aaacaatatc 


14880 


aatgttagcg 


acagattggc 


ctgtcaacta 


atacttaaag 


gtctatccgg 


tgatttcaaa 


14940 
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tacctacgta 


atcaatatcg 


taccaaaacg 


aacatgaaac 


tttcccaatt 


attcgctgaa 


15000 


attcaattaa 


tatatgacga 


aaataaaatc 


atgaatctaa 


ataaaccgtc 


ccaatacaaa 


15060 


caacacagcg 


aatacaaaaa 


tgtttctcgc 


acatctccaa 


acacgactaa 


cacgaaggtt 


15120 


acaactcgta 


attatcatag 


aacaaatagt 


tcaaaaccaa 


gagcagcaaa 


agctcacaat 


15180 


attgctacat 


ccagtaaatt 


ctcaagggtg 


aacagtgatc 


acattaatga 


atcaaccgtt 


15240 


tcatcacaat 


acttaagcga 


tgacaacgaa 


cttagtctta 


ggccagcaac 


agaaagaatc 


15300 


taagccaaca 


cgcacaatag 


actcgaatga 


cgaactacct 


gatcaccttc 


ttattgattc 


15360 


aggagcttcg 


caaacgcttg 


tcagatcagc 


ccattattta 


caccatgcaa 


cacccaattc 


15420 


tgaaataaac 


atagtcgatg 


ctcaaaaaca 


agacattcct 


ataaatgcca 


ttggtaatct 


15480 


tcacttcaac 


tttcagaacg 


gcaccaaaac 


atcaataaaa 


gcactacaca 


caccaaacat 


15540 


agcctatgat 


ctattaagtt 


tgagtgagct 


ggctaaccaa 


aatattactg 


cctgctttac 


15600 


cagaaacact 


ttagaaagat 


cggatggtac 


agtactagct 


cccatagtca 


aacatggaga 


15660 


cttttactgg 


ttatctaaaa 


aatacctaat 


tccttcgcac 


atttcaaagc 


taacaataaa 


15720 


caacgtcaac 


aaaagcaaaa 


gcgtaaataa 


atatccatat 


ccgttaatac 


atcgaatgct 


15780 


tggacatgct 


aacttccgaa 


gtattcagaa 


gtctcttaag 


aagaatgcag 


ttacatattt 


15840 


gaaagaatcg 


gatattgaat 


ggtctaacgc 


tagcacatat 


caatgtcctg 


actgtctaat 


15900 


cggcaaaagc 


acgaaacata 


ggcatgtcaa 


aggatcacga 


ctaaagtacc 


aagaatcata 


15960 


tgagcctttt 


cagtacttgc 


ataccgatat 


atttggtcct 


gtacatcact 


taccgaaaag 


16020 


tgcaccttct 


tactttatat 


cgtttacaga 


tgagaaaacc 


agattccaat 


gggtgtaccc 


16080 


attacacgac 


cgtcgtgaag 


aatctatcct 


caatgttttt 


acatcgatat 


tagcatttat 


16140 


taagaaccaa 


ttcaatgctc 


gcgttctagt 


tatccagatg 


gatcgtggct 


ccgagtacac 


16200 


taacaaaact 


cttcataagt 


tctttacgaa 


cagaggtatt 


actgcatgct 


atacaaccac 


16260 


ggcagattct 


agagcacacg 


gtgtcgctga 


acgattaaat 


cgtactttat 


taaacgattg 


16320 


tcgcacactg 


cttcattgca 


gtggtctacc 


aaatcatcta 


tggttctcag 


cagtcgaatt 


16380 


ttctactata 


atcagaaatt 


cattagtctc 


accaaaaaac 


gataaatctg 


ccagacaaca 


16440 


tgcaggttta 


gctggactgg 


acattactac 


tatactacct 


ttcggtcaac 


cggttatagt 


16500 


taacaaccat 


aatcccgact 


cgaaaataca 


tcctcgtggc 


attccaggtt 


acgccttaca 


16560 


tccgtcacga 


aactcttatg 


gctatattat 


ctatcttcca 


tccttaaaaa 


agacagtaga 


16620 


tactaccaat 


tacgttatat 


tacaaaacaa 


tcaaacgaaa 


ttggaccagt 


tcgactacga 


16680 


tacactcact 


tttgatgatg 


atctcaatcg 


tttaacagcc 


cataaccaat 


cttttattga 


16740 
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acaaaatgaa 


acggagcagt 


catatgatca 


aaatacagaa 


tctgatcatg 


actatcaatc 


16800 


ggagattgaa 


ataaactctg 


atcctctagt 


gaacgatttc 


tcgtcccaat 


cattgaaccc 


16860 


tttacaatta 


gacaaggaac 


cagtccaaaa 


ggtacgtgca 


ccaaaagaag 


ttgatgccga 


16920 


catatctgaa 


tacaatattc 


ttccatctac 


tatacgatct 


cgtacacccc 


atatcattaa 


16980 


taaagagagt 


accgaaatgg 


gtggtaccat 


tgaatcagat 


actacttcac 


ctagacactc 


17040 


gtctaccttc 


actgcacgaa 


accaaaagcg 


acctggtagt 


cccaatgata 


tgattgattt 


17100 


gacctcacag 


gatagagtta 


attatggact 


tgaaaacatc 


aaaactacac 


gtttgggtgg 


17160 


tacggaggaa 


ccatatattc 


aacgaaatag 


tgatacaaat 


atcaaataca 


ggactacaaa 


17220 


tagtacgccc 


tcaatagatg 


accgttcgtc 


caacagtgaa 


tccactactc 


ccatcatctc 


17280 


catagaaaca 


aaggctgtat 


gtgataatac 


accctccatt 


gatacggatc 


cgccagaata 


17340 


tcgatcttct 


gaccatgcga 


ctcctaatat 


aatgcctgac 


aaatcctcaa 


aaaatgttac 


17400 


ggctgattct 


attcttgacg 


acctcccact 


tcctgactta 


acccataaat 


ctcctacgga 


17460 


cacttctgat 


gttgcaaaag 


atattccaca 


catacactct 


cgtcagacta 


attccagttt 


17520 


gggtggtatg 


gatgattcta 


atgttctgac 


tactaccaaa 


agtaagaaaa 


gatcattaga 


17580 


agataatgaa 


actgaaattg 


aggtatcccg 


agacacatgg 


aataataaga 


atatgagaag 


17640 


tctggaacca 


ccaagatcga 


agaaacgcat 


aaatttaatt 


gcagcaataa 


aaggagtgaa 


17700 


atcgatcaaa 


ccagttcgaa 


cgaccttaag 


atatgatgaa 


gcaattacat 


ataataaaga 


17760 


caacaaagaa 


aaagacagat 


atgttgaagc 


ttatcataaa 


gaaattagcc 


aactattgaa 


17820 


aatgaacact 


tgggatacaa 


acaaatatta 


tgatagaaat 


gacatagatc 


ctaaaaaagt 


17880 


aataaactca 


atgtttatat 


ttaacaagaa 


acgtgatggt 


acacacaaag 


ctagatttgt 


17940 


tgcaagaggc 


gacattcaac 


accccgatac 


atatgattct 


gatatgcaat 


ccaataccgt 


18000 


acatcactat 


gcactgatga 


cgtcattgtc 


aatcgcatta 


gacaatgact 


attatatcac 


18060 


acagctggac 


atatcctctg 


cttacttata 


tgctgatatc 


aaagaagaat 


tatacataag 


18120 


acctccacca 


catttaggtt 


tgaatgataa 


gttactacgt 


ttgagaaaat 


cactctatgg 


18180 


tttgaaacaa 


agtggtgcaa 


actggtatga 


aaccattaaa 


tcatatttaa 


taaattgttg 


18240 


cgacatgcaa 


gaagttcgcg 


gatggtcatg 


cgtatttaag 


aatagtcaag 


taacaatttg 


18300 


cttattcgtt 


gacgacatga 


ttttatttag 


caaagactta 


aatgcaaata 


agaaaatcat 


18360 


aacaacactc 


aagaaacaat 


acgatacaaa 


gataataaat 


ctgggtgaag 


gtgataacga 


18420 


aattcagtac 


gacatacttg 


gattagagat 


caaatatcaa 


agaagcaagt 


acatgaaatt 


18480 


aggtatggaa 


aaatccttga 


cagaaaaatt 


acccaaacta 


aacgtacctt 


tgaacccaaa 


18540 


aggaaagaaa 


cttagagctc 


caggtcaacc 


aggtcattat 


atagaccagg 


atgaactaga 


18600 
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aatagatgaa 


gatgaataca 


aagagaaagt 


gcatgaaatg 


caaaagttga 


ttggtctagc 


18660 


ttcatatgtt 


ggatataaat 


ttagatttga 


cttactatac 


tacatcaaca 


cacttgctca 


18720 


acatatacta 


ttcccctcta 


ggcaagtttt 


agacatgaca 


tatgagttaa 


tacaattcat 


18780 


g.tgggacact 


agagataaac 


aattaatatg 


gcacaaaaac 


aaacctacca 


agccagataa 


18840 


taaactagtc 


gcaataagcg 


atgcttcata 


tggtaaccaa 


ccatattaca 


agtcacaaat 


18900 


tggtaacatt 


ttcctactca 


acggaaaagt 


gattggagga 


aagtcgacaa 


aggcttcgtt 


18960 


aacatgcact 


tcaactacag 


aagcagaaat 


acacgcagtc 


agtgaagcta 


taccgctatt 


19020 


gaataacctc 


agtcaccttg 


tgcaagaact 


taacaagaaa 


ccaattatta 


aaggcttact 


19080 


tactgatagt 


agatcaacga 


tcagtataat 


taagtctaca 


aatgaagaga 


aatttagaaa 


19140 


cagatttttt 


ggcacaaagg 


caatgagact 


tagagatgaa 


gtatcaggta 


ataatttata 


19200 


cgtatactac 


atcgagacca 


agaagaacat 


tgctgatgtg 


atgacaaaac 


ctcttccgat 


19260 


aaaaacattt 


aaactattaa 


ctaacaaatg 


gattcattag 


atctattaca 


ttatgggtgg 


19320 


tatgttggaa 


taaaaatcaa 


ctatcatcta 


ctaactagta 


tttacgttac 


tagtatatta 


19380 


tcatatacgg 


tgttagaaga 


tgacgcaaat 


gatgagaaat 


agtcatctaa 


attagtggaa 


19440 


gctgaaacgc 


aaggattgat 


aatgtaatag 


gatcaatgaa 


tattaacata 


taaaacgatg 


19500 


ataataatat 


ttatagaatt 


gtgtagaatt 


gcagattccc 


ttttatggat 


tcctaaatcc 


19560 


ttgaggagaa 


cttctagtat 


atctacatac 


ctaatattat 


agccttaatc 


acaatggaat 


19620 


cccaacaatt 


acatcaaaat 


ccacattctc 


tacagtaaag 


aatatactgg 


aagttctcct 


19680 


cgatgatata 


ggaatcctcg 


aaatggaatc 


tatatttcta 


catactaata 


ttacgattgt 


19740 


tcctcattcc 


gtttttatat 


gtttcattat 


cctattacat 


tatcaatcct 


tgcacttcag 


19800 


cttcctctaa 


cttcgatgac 


agcttctcat 


aacttatgtc 


atcatctaac 


accgtatatg 


19860 


ataatatatt 


gatactataa 


ctattagttg 


atagacgata 


gtggattttt 


attccaacat 


19920 


atattcactc 


gtttctccga 


atgaaaataa 


ataacatcta 


ttgactattc 


ctttttgttg 


19980 


atatatcatc 


atatgtggtg 


aaagaagatg 


acaaaaaaat 


tgagaacaag 


aaatgccaag 


20040 


gtggataaaa 


taatatgata 


ataagcaaca 


atatataaaa 


tgaaagagga 


aataatatca 


20100 


tcattactta 


gaaaatacga 


ctcatctctg 


tgtcccctag 


gaaaagttca 


agtatatcct 


20160 


aaacctgata 


ctatggctga 


gaaatatgtg 


ggtaattaga 


taattgttgg 


gattccattg 


20220 


ttgataaagg 


ctataatatt 


aggtatacag 


aatatactag 


aagttctcct 


cgaggattta 


20280 


ggaatccata 


aaagggaatc 


tgcaattcta 


cacaattcta 


taaatattat 


tatcatcgtt 


20340 


ttatatgtta 


atattcattg 


atcctattac 


attatcaatc 


cttgcgtttc 


agcttccact 


20400 
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aatttagatg 
ctagtaacgt 
taatgtaata 
gaggttttgt 
tattacctga 
atttctcttc 
ctttaataat 
gaatagcttc 
cctttgtcga 
acttgtaata 
gcttggtagg 
gtattaactc 
gtgtgttgat 
caatcaactt 
catcctggtc 
tcaaaggtac 
tgtatttacc 
cactttcacc 
tcttatttgc 
ttacttgact 
ttatcaggta 
gtgatttctt 
ataattcttc 
agtagttatt 
tggattgcat 
tagctttatg 
tagggtctat 
gttggttgac 
tataggtgat 
cttttacagc 
tattcttagt 



actatttctc 
aaatactagt 
gatctaatga 
catcacatca 
tacttcatct 
atttgtagac 
tggtttcttg 
actgactgcg 
ctttcctcca 
tggttggtta 
tttgtttttg 
atatgtcatg 
gtagtatagt 
ttgcatttca 
tatataatga 
gtttagtttg 
tctttgatat 
cagatttatt 
atttaagtct 
attcttaaat 
tgatttgata 
caaacgtatc 
tttgatgtct 
gtctaatgca 
acctgtatcg 
agttccgtca 
ttcttttctg 
ttctttgtgg 
tgcctcatcg 
tgcaatcagg 
attccatgtg 



atcatttgcg 
tagtagatga 
atccatttgt 
gcaatgttct 
ctaagtctca 
ttaattatac 
ttaagttctt 
tgtatttctg 
atcacttttc 
ccatatgaag 
tgccatatta 
tctaaaactt 
aagtcaaatc 
tgcactttct 
cctggttgac 
ggtaattttt 
ttgatttcta 
atctttgtat 
ttgctgaaca 
acgcatgacc 
gtttcgtacc 
aacttatcat 
gcatacaaat 
agtgacaggg 
tacgtatcag 
cgtttcttgt 
tcataatatt 
tatgcttcga 
tatcttaaag 
tgaattcgtt 
tctcgtgata 



tcatcttcta 
tagttgattt 
ttgttaatag 
tcttggtctc 
ttgcctttgt 
tgatcgttga 
gcacaaggtg 
cttctgtagt 
cgttgagtag 
catcacttat 
attgtttatc 
gcctagaggg 
taaatttata 
ctttgtattc 
ctggagctct 
ctgtcaagga 
agccaagtat 
cgtattgttt 
atatcatatc 
atccacgaac 
agttcgctcc 
tcattcctaa 
atgccgaaga 
atgtcatcaa 
gatgctgaat 
tgaagataaa 
tgtcagtgtc 
tatatttttc 
ttgtccgtat 
tcttcgatct 
ccttaatttc 



acaccgtata 
ttattccaac 
tttaaatgtt 
gatgtagtat 
gccaaaaaat 
tctactatca 
actgaggtta 
tgaagtgcat 
gaaaatgtta 
tgcgactagt 
tctagtgtcc 
gaatagtata 
tccaacatat 
atcttcatct 
aagtttcttt 
tttttccata 
gtcgtactga 
cttgagtgtt 
atcaacgaat 
ttcttccata 
actttgtttc 
atgtggtgga 
tatgtctaat 
cgcataatga 
gtcacctctt 
cattgagttt 
ccaagtattc 
cttttcttta 
tggtttgatt 
cggaggttct 
agtttcatta 



tgataatata 
ataccaccca 
tttatcggaa 
acgtataaat 
ctgtttctaa 
gtaagtaagc 
ttcaatagcg 
gttaacgaag 
ccaatttgtg 
ttattatctg 
cacatgaatt 
tgttgagcaa 
gaagctagac 
atttctagtt 
ccttttgggt 
cctaatttca 
atttcgttat 
gttatgattt 
aagcaaattg 
ccacactgtt 
aatccataaa 
ggtcttatgt 
tgtgtaatat 
tgtacagtgt 
gcaacaaatc 
attactcttt 
attttcaata 
atatctttat 
gattttactg 
aaactacgca 
tcttctaatg 



20460 
20520 
20580 
20640 
20700 
20760 
20820 
20880 
20940 
21000 
21060 
21120 
21180 
21240 
21300 
21360 
21420 
21480 
21540 
21600 
21660 
21720 
21780 
21840 
21900 
21960 
22020 
22080 
22140 
22200 
22260 
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atcttttctt 
aattagtttg 
gagattctgg 
gttcagaaac 
gtggagaagc 
ttatctgcgg 
gattagtctc 
acgacgactc 
gcataccacc 
tagatggaag 
tggttttaga 
gactcacagc 
gaaagtcatg 
tgaacgattg 
aattgaattg 
ctgtcttctt 
gagcgtagcc 
taacaggttg 
gtcttgcaga 
cgattgcaga 
catctaataa 
ttgtatagca 
actcagaacc 
aagctagtat 
aaacccaacg 
ttggtaggtt 
aattttggta 
aacaatcagg 
acgtgatggt 
ttcgatgaat 



actgttgata 
atgagaattt 
aggtagatca 
agtagttggc 
atcgattgaa 
aacagttttg 
attttcactg 
atgtgtgtta 
cgaatcggta 
aatattagat 
aacacgtttc 
ttttgaaagg 
gtctgattct 
atatgaagca 
atctaatctg 
taaggatgga 
tgggatgcca 
accgaaaggt 
ttttttgctt 
gaaccataaa 
ggtacggttt 
tggagttata 
acggtccatt 
cgtagtaaaa 
gaattttgtt 
gtgaactgga 
ttttagtcgt 
acattgatag 
gttattttta 
gaaaggataa 



gtagtatagg 

atcggtggga 
gggagtggga 
gttttgatag 
ggtgaacggt 
ttgttggtac 
tacgagtctg 
gattgggaca 
ctctcgatat 
tcagatatgt 
gaatcttcag 
acatttctcg 
atgttaagat 
gttaaacggt 
gagtccttgc 
agatagatga 
cgaggatgta 
aacaaagtac 
ttaggtgaag 
tggttcggta 
agccgttcag 
ccattttttt 
tgtataacca 
acatcgagga 
gtctcatcag 
ccaaatatgt 
gaacctttga 
tcaatagcac 
agtgagtatc 
ggatatttgc 



cattagagtc 
gttctttaaa 
gatcagcgat 
gaacaatatt 
gtataatcct 
cacccgtact 
agtgtctgaa 
tgggagcaag 
cggaaatttg 
tggggtcaac 
tatgagttga 
gttgctcagg 
cattggattg 
ttaagtcttc 
cctgaagaat 
tatatccata 
ttttggagtt 
tgatatcaag 
ctagtgaatt 
aaccactaca 
cgactccatg 
caaggaattt 
agacactggc 
tagagtcctc 
taaatgagat 
cagtatgtag 
tatgtctgtg 
tagaccagtc 
gaattgtctg 
gtgtactttc 



accaatacca 
tgggtcaggg 
gatagattcc 
gtgcgatgaa 
tttctcagtc 
ggatattggt 
atctttagat 
taaaggaaca 
gggggtgcta 
ttctctgggt 
cgggggtgtg 
atatagttca 
ttggatctca 
atcgaaagtg 
aacatagtta 
agagtttcga 
agggttgtga 
tcctgccaag 
tctcacaata 
ttgcagttga 
tgctcgggaa 
atggagagtt 
ctgaaactgg 
gcgacggtcg 
gaaataggat 
gtattgaaag 
tttggtgctt 
gacatctgat 
tgcattggca 
acttgtatgg 



cccaaactgg 
aattcggtag 
tcggtattct 
ttattttccg 
tcttggtcac 
acgtttgtat 
ttactggcgt 
tctaatctat 
gatctcttct 
gcgcgaatat 
gaatcggttg 
atatcagatt 
tttgacgcaa 
agtgcgtcgt 
gttgtatcta 
gacggatgta 
tcattgacga 
ccagcatgtt 
gtagaaaatt 
gtacggcagt 
tccgctgtgg 
ctgttagtat 
tttttaataa 
tgtaatggat 
ggtgcactat 
ggttcgtatg 
ttgccgatta 
tcgttaaaat 
tgcgcaagca 
acattattga 



22320 
22380 
22440 
22500 
22560 
22620 
22680 
22740 
22800 
22860 
22920 
22980 
23040 
23100 
23160 
23220 
23280 
23340 
23400 
23460 
23520 
23580 
23640 
23700 
23760 
23820 
23880 
23940 
24000 
24060 
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tggtgggtac 
catattttac 
agcatgctgt 
taggagtgtg 
caccaatagc 
tagatgatgc 
cgagaaggag 
cagtaagttt 
gttgatttac 
tgagccctgg 
ttgggtttgg 
ctgtaattag 
aagaacagtt 
tattcgccag 
ccattattgt 
gtactgccat 
gattgcattt 
aggatgtctt 
tacaagaagg 
ataataccac 
aagtcattag 
tcagagtccg 
agaggcgttc 
tacataggcg 
caaccagatg 
tgtggaggtg 
gatgaagcag 
tgaattttgg 
accgaagcac 
attgttgata 
tttaggaatc 



ggagatattt 
gataggtgca 
gatatctact 
caataccttt 
gttaattggt 
tgagtgtatg 
gtgtccaggg 
ctggcctaag 
tgatggaatc 
ctgttttcga 
ttgtattcgt 
gtttgctgtt 
cagcgactgt 
atagacctct 
tcagtctgtc 
tatattgcaa 
tttcaatact 
tgacccaggt 
tgagttcatc 
cgagattcga 
gtgaggttaa 
ctgaggatga 
caactgatga 
acatttgata 
gattggcttg 
gtactgaagc 
gtgttgttgt 
aagctgaaac 
aggcgctacc 
aaggctataa 
cataaaaggg 



gatggaagca 
agtacagtgc 
gcagccaatt 
attgatgttt 
atatttcttt 
tgatgagcag 
agttcatcat 
atgaaggtcg 
gttgtccgtg 
tttcgaatta 
atagctgcga 
tctcgatccc 
catatttaga 
cataattaat 
gataatgttt 
atttgccagg 
tttggaaaga 
aggtaggaat 
atcagtgatc 
gttttgtaaa 
cattggtggt 
atcagtaaat 
tggatactgc 
aggtgtatac 
gttttgggtc 
aggttgagga 
ctgttgagag 
gtctaacgga 
atgagatata 
tattaggtat 
aatctgcaat 



agtacttttt 
cgtcagatcg 
cattcaaact 
tggtgttgtc 
tttgagcatc 
atcttataag 
cagaatgatt 
tgcttattgt 
ctgggagagt 
tttgtttttt 
gaatcattct 
tgttgttctt 
tgtcgatgac 
tggcatgcga 
gtgacttttg 
gtcacaatgt 
attttcatga 
tgagagggag 
tgacgtacgg 
aatttgatgt 
ggtctgacat 
gtattacctg 
ggaaactgtg 
ggaatcatag 
atcatgcact 
gaggcatgat 
ttagccttag 
tcttgatttg 
tgtgggtaat 
acagaatata 
tctacacaat 



agatacccag 
ttctaagacg 
gagtaagtca 
ctggaagtga 
aactacgttt 
ggttcgtgat 
agtatgattt 
tcaattgaat 
taatagatgt 
gaggattccg 
tctcatcact 
cataaatagc 
gtgtgtagcg 
ccttgttatt 
tttcaaatgc 
cgtttgcctc 
tatccgtata 
caaatatttg 
gttttccgtt 
atgttttaac 
attttttagt 
actcaggtga 
attgtggccc 
atgggtgtcc 
gctgtgggta 
gggggttctc 
tggaagcctt 
tgtggacttc 
tagataattg 
ctagaagttc 
tctataaata 



taaaagtctc 
tttttggtaa 
taggctatgt 
aattgtaggt 
atgtcaggat 
gctcctgaat 
actgtagatt 
cggttcagta 
ggatacattg 
agctataact 
ccgatttctc 
atggatatct 
taaaaattta 
gatatigaatg 
atctgcaggt 
ttgggtatca 
atcaacggat 
aaaagtgtta 
tactgtcgga 
ccaatttgga 
ggatgtcata 
tggagtgctc 
aggtggaaag 
gtaaaatgac 
cggcccattc 
tggaacagct 
atcatattct 
cttagaagta 
ttgggattcc 
tcctcgagga 
ttattatcat 



24120 
24180 
24240 
24300 
24360 
24420 
24480 
24540 
24600 
24660 
24720 
24780 
24840 
24900 
24960 
25020 
25080 
25140 
25200 
25260 
25320 
25380 
25440 
25500 
25560 
25620 
25680 
25740 
25800 
25860 
25920 
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cgttttatat 


gttaatattc 


attgatccta 


ttacattatc 


aatccttgcg 


tttcagcttc 


25980 


cactaattta 


gatgactatt 


tctcatcatt 


tgcgtcatct 


tctaacaccg 


tatatgataa 


26040 


tatactagta 


acgtaaatac 


tagttagtag 


atgatagttg 


atttttattc 


caacaatggc 


26100 


ctctttaaca 


ctaatatccc 


gacaattttc 


ccaaaattca 


aagaattctc 


agaaagagct 


26160 


attttttttt 


ttaataaaat 


tattagtact 


aattccagta 


taaataacaa 


tgttatttac 


26220 


gtctctttcg 


aaaatgctcg 


tgtagctcag 


tggttagagc 


ttcgtgctta 


tagcaacatt 


26280 


cggtttccga 


agtttctgtg 


ccaaagacct 


ttcaaacagg 


cctttaaaag 


caacgcgacc 


26340 


gtcgtgggtt 


caaaccccac 


ctcgagcact 


ttctcttttt 


ttttcacacg 


cgtttgcaac 


26400 


atgcccgtat 


tacatgagct 


tatttgactt 


tagatggttt 


tcagttcttt 


tttttttttt 


26460 


tttttttttc 


agtagattaa 


tgcgaagagt 


taaatcacca 


attcaaagat 


ggcagatgga 


26520 


ccaccttgtg 


ggataagtat 


aaaaataact 


aaaagtggtc 


ttgtgttaaa 


aatagaatag 


26580 


aaaccactca 


taaggcaaaa 


gatggctgga 


aaaaagggac 


aaaagaaaag 


tggactaggc 


26640 


aaccatggaa 


agaactctga 


tatggatgtt 


gaagatcgtc 


tccaggccgt 


tgtcttgaca 


26700 


gactcttatg 


aaactaggtt 


tatgccactg 


acagctgtca 


agccaaggtg 


tttgctgcca 


26760 


ctggctaacg 


tacctctcat 


tgaatacacc 


ttagaatttt 


tggctaaggc 


tggcgtacat 


26820 


gaagttttct 


taatttgctc 


ttctcatgcc 


aaccaaatta 


atgactatat 


tgagaattct 


26880 


aagtggaact 


tgccttggtc 


tccatttaaa 


attaccacca 


ttatgtctcc 


agaagctaga 


26940 


tgtacgggtg 


atgttatgag 


agatctagat 


aatagaggta 


tcattactgg 


agattttatt 


27000 


ttagtcagtg 


gtgatgtatt 


gactaacatc 


gatttcagca 


aaatgctaga 


atttcacaaa 


27060 


aaaatgcatt 


tgcaagataa 


agatcacatc 


tcgacaatgt 


gtttgagcaa 


agcgagtacc 


27120 


tatccaaaaa 


caagaactat 


tgagcctgcc 


gcatttgtct 


tagacaaatc 


caccagtagg 


27180 


tgtatttatt 


accaagattt 


accattacca 


agctctagag 


agaagacttc 


cattcagatt 


27240 


gacccagaat 


tgttggataa 


tgtcgatgaa 


tttgtcataa 


ggaatgacct 


catcgattgt 


27300 


agaattgaca 


tttgtacatc 


tcatgtacct 


ttgatatttc 


aagaaaattt 


tgactaccaa 


27360 


tcattaagga 


cagactttgt 


taaaggtgtc 


atttcaagcg 


atatattggg 


aaagcatata 


27420 


tatgcctatt 


tgacggacga 


atatgctgta 


agagttgaaa 


gttggcaaac 


ttacgacacc 


27480 


atttctcaag 


actttttagg 


tagatggtgt 


tatcccttgg 


tcttagactc 


taacatacag 


27540 


gacgatcaaa 


cgtattctta 


tgaatcaaga 


catatataca 


aggaaaaaga 


cgttgttttg 


27600 


gcccaatcct 


gtaaaattgg 


taagtgcact 


gcaattggat 


caggaacaaa 


aatcggagag 


27660 


ggtacgaaaa 


ttgagaattc 


cgtgattgga 


aggaactgcc 


aaatcggtga 


aaatattaga 


27720 
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atcaagaaca 


gtttcatttg 


ggatgactgt 


atcatcggaa 


ataacagtat 


aattgaccat 


27780 


tcattaattg 


cctctaatgc 


cacgttaggg 


agtaatgtac 


gcctaaatga 


tggctgtata 


27840 


attggtttca 


acgttaaaat 


tgatgataat 


atggatttag 


atagaaacac 


aaaaatatct 


27900 


gccagtccat 


taaaaaatgc 


cggctcaaga 


atgtatgata 


atgaaagcaa 


tgagcagttt 


27960 


gaccaagacc 


ttgatgatca 


gacactagcc 


gtttctattg 


ttggagataa 


gggtgttggt 


28020 


tatatttacg 


aaagcgaggt 


gtctgacgat 


gaagatagtt 


ctacagaagc 


ctgcaaagaa 


28080 


ataaacactt 


tgagtaacca 


attagatgag 


ttatacttaa 


gtgacgattc 


aatttcttcc 


28140 


gccactaaaa 


agacaaagaa 


aagaagaacg 


atgtctgtca 


atagtatata 


cacggataga 


28200 


gaagaaattg 


attctgaatt 


tgaggacgaa 


gattttgaga 


aagaaggtat 


tgccaccgtg 


28260 


gagcgtgcta 


tggaaaacaa 


tcatgatctt 


gacacagcat 


tattagaatt 


gaacaccttg 


28320 


agaatgagta 


tgaacgtgac 


atatcatgag 


gtgagaatag 


caacaataac 


tgcattattg 


28380 


agaagagttt 


accactttat 


tgcaactcaa 


acattaggtc 


ccaaggacgc 


tgtggtgaag 


28440 


gtttttaatc 


agtggggact 


gttgttcaag 


agacaagcct 


ttgatgaaga 


agagtatatt 


28500 


gatttgatga 


acatcataat 


ggaaaaaatt 


gtagaacaga 


gttttgacaa 


accggatttg 


28560 


attctattta 


gtgcattggt 


ttctctatac 


gataatgaca 


taattgagga 


ggatgtcatt 


28620 


tataaatggt 


gggataatgt 


ttctactgac 


cctcgctatg 


atgaagtcaa 


gaaattaact 


28680 


gtaaagtggg 


ttgagtggtt 


acagaatgct 


gacgaagaat 


cttcctcaga 


agaggaataa 


28740 


aagtccacgc 


agtaccctgc 


ataatcatgt 


attaccataa 


aaaggcttta 


atatgagaaa 


28800 


aaggtgagcg 


ctatatagat 


ttagtaattt 


acatgttaca 


gaagcaaaaa 


gcaaatatat 


28860 


atatattttt 


tatcatatta 


gtttttatcc 


tcagtagtac 


tactgaaata 


ataatctcag 


28920 


attttttttt 


ttcacttgcc 


gagggacctt 


gtcctaagtg 


gcaaagaact 


gaaaaaaaaa 


28980 


aaaattgaaa 


tgcggtggta 


tcacatgaag 


agtaaataac 


ttaagcaaaa 


gagaggccac 


29040 


tgagagagta 


caagaaaggg 


acaataacaa 


tagacagaag 


acttttatat 


ttgtaataac 


29100 


ttagcgatgt 


cccaattatt 


caataactcg 


cgctcagata 


cccttttcct 


aggaggtgaa 


29160 


aaaataagtg 


gtgatgatat 


tcgtaatcag 


aatgttttgg 


ctactatggc 


tgtggctaac 


29220 


gtcgtcaagt 


catctttagg 


ccccgttgga 


ctggacaaaa 


tgcttgttga 


tgacattggt 


29280 


gattttaccg 


tcaccaacga 


tggtgccact 


attttgtctt 


tgttagatgt 


tcaacatcca 


29340 


gctggaaaaa 


ttttagtaga 


attggctcaa 


caacaggaca 


gagaaattgg 


tgacggtact 


29400 


actagtgttg 


ttattattgc 


ttctgagttg 


ttgaaaagag 


ctaatgaatt 


agtcaaaaat 


29460 


aagattcatc 


caactaccat 


cataactggt 


ttcagggttg 


cattaagaga 


ggctattcgt 


29520 


tttataaatg 


aagttctttc 


cacaagtgtt 


gacactttag 


ggaaagagac 


gttaattaat 


29580 
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atagccaaga 


ctagtatgtc 


ct:ct:aagat:c 


attggtgctg 


actctgattt 


tttcagcaat 


29640 


atggttgtag 


atgctctttt 


ggctgttaag 


acgcaaaatt 


ccaaaggaga 


aatcaagtat 


29700 


cccgtaaagg 


ctgtcaatgt 


gttgaaagct 


catggtaaat 


ctgccactga 


atcactgttg 


29760 


gtgccaggtt 


atgctttgaa 


ttgtacagtt 


gcttctcaag 


caatgcctaa 


acgtatcgcc 


29820 


ggtggcaatg 


tgaaaatcgc 


atgtttggat 


ttgaacttgc 


agaaagctcg 


tatggcaatg 


29880 


ggtgttcaaa 


tcaacattga 


tgatccggaa 


caattggagc 


aaatccgtaa 


acgtgaagct 


29940 


ggtattgttt 


tggaaagagt 


gaagaagatc 


attgatgctg 


gtgctcaagt 


tgtgttaacc 


30000 


accaaaggta 


ttgatgattt 


atgcttaaag 


gagttcgttg 


aagctaagat 


aatgggtgta 


30060 


agacgctgta 


agaaggaaga 


tttgagaaga 


attgcacgcg 


ctacaggcgc 


cactttggtt 


30120 


agttctatgt 


ctaacttaga 


aggtgaggaa 


actttcgaaa 


gcagttattt 


aggtctttgt 


30180 


gatgaagtag 


ttcaagccaa 


attttctgat 


gatgagtgta 


tcttaattaa 


gggtacttct 


30240 


aaacattcat: 


cttcttcgat 


cattttaaga 


ggtgccaacg 


attattcttt 


agatgagatg 


30300 


gaacgttctt 


tgcacgattc 


tctttctgtt 


gtcaaaagaa 


cgcttgaaag 


tggaaatgtt 


30360 


gtccccggtg 


gaggttgcgt 


tgaagccgca 


ttgaatatct 


atttggacaa 


ttttgccacc 


30420 


acagttggtt 


ctcgtgaaca 


gttagctatt 


gctgagtttg 


cagctgcatt 


attaatcatt 


30480 


ccaaaaactt 


tagctgttaa 


cgctgccaag 


gattctagtg 


aattagttgc 


aaaattaagg 


30540 


tcctaccatg 


ccgctagtca 


aatggccaag 


ccagaggacg 


ttaagaggag 


aagctacaga 


30600 


aattacggcc 


tagatttgat 


tagaggtaaa 


attgtggacg 


agattcacgc 


tggtgttctt 


30660 


gagccaacca 


taagcaaagt 


caaatccttg 


aaatcagcat 


tggaggcttg 


tgtagcaatt 


30720 


ctaagaattg 


atacaatgat 


tacagtggat 


ccagaaccac 


ccaaagaaga 


tccgcacgat 


30780 


cattgattct 


ttgcgtaatc 


cgaacgagat 


tctgtatctg 


catgtaaact 


aataaaccta 


30840 


tataaaattt 


aattatattt 


ttttcagcta 


gttctatttt 


tgaatttgat 


cgctaactct 


30900 


gggcagttga 


taagcgcttc 


ccagcttttc 


acgtgcgagg 


tggactaata 


cgtaataacg 


30960 


cgtacctatt 


aggacttcgt 


tgagttgttt 


ttcttgtcca 


aatgcagaag 


cgggtcccta 


31020 


caaactattg 


tgtttgttcg 


taaacgagca 


ggaaccctgt 


taaaggaaaa 


aagcttaacg 


31080 


ctagcgttac 


attttagtaa 


ggcggcaata 


aaaaagaatg 


cggagtgtat 


tccatgaatt 


31140 


caattgcgct 


tactgctaag 


cctgtttcta 


aacatgatcc 


ccagggtgaa 


tatctcccat 


31200 


agtggctgtg 


ttattctgtc 


taaatgtggc 


agctaaataa 


ggttttttcc 


aagctatttt 


31260 


tttctctaaa 


cgagcgcacc 


ttagcgggat 


cgcgtcaaat 


tttcgcccaa 


cgaatattat 


31320 


tctattgtct 


tcagtgaatg 


tgcttgtcga 


aatctatata 


tgcgccgccc 


tggcaggatc 


31380 
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agcaaataca 


agttacttgg 


aaagtcgcgg 


catagaaagt 


agacacttct 


tttgtcaaag 


31440 


attgatattg 


ctttcagggt 


gcgatagtgc 


tgactgttcc 


tctaaacagc 


gattttttac 


31500 


atacattaac 


tttttgaagt 


tgtaggaact 


atcttttctc 


atttatccaa 


cactaaaaca 


31560 


aaattgagct 


ttccagaaat 


agtgaatcaa 


aaaaagttaa 


gtacaaatat 


ttacagttca 


31620 


gcagtatgag 


cgaagtcggt 


atacagaatc 


acaagaaagc 


ggtgacaaaa 


cccagaagaa 


31680 


gagaaaaagt 


catcgagcta 


attgaagtgg 


acggcaaaaa 


ggtgagtacg 


acttcaaccg 


31740 


gtaaacgtaa 


attccataac 


aaatcaaaga 


atgggtgcga 


taactgtaaa 


agaagaagag 


31800 


ttaagtgtga 


tgaagggaag 


ccagcctgta 


ggaagtgcac 


aaatatgaag 


ttggaatgtc 


31860 


agtatacacc 


aatccattta 


aggaaaggta 


gaggagcaac 


agtagtgaag 


tatgtcacga 


31920 


gaaaggcaga 


cggtagcgtg 


gagtctgatt 


catcggtaga 


tttacctcct 


acgatcaaga 


31980 


aggagcagac 


accgttcaat 


gatatccaat 


cagcggtaaa 


agcttcaggc 


tcatccaatg 


32040 


attcctttcc 


atcaagcgcc 


tctacaacta 


agagtgagag 


cgaggaaaag 


tcatcggccc 


32100 


ctatagagga 


caaaaacaat 


atgactcctc 


taagtatggg 


cctccagggt 


accatcaata 


32160 


agaaagatat 


gatgaataac 


tttttctctc 


aaaatggcac 


tattggtttt 


ggttctcctg 


32220 


aaagattgaa 


ttcaggtatc 


gatggcttac 


tattaccgcc 


attgccttct 


ggaaatatgg 


32280 


gtgcgttcca 


acttcagcaa 


cagcagcaag 


tgcagcagca 


atctcaacca 


cagacccaag 


32340 


cgcagcaagc 


aagtggaact 


ccaaacgaga 


gatatggttc 


attcgatctt 


gcgggtagtc 


32400 


ctgcattgca 


atccacggga 


atgagcttat 


caaatagtct 


aagcgggatg 


ttactatgta 


32460 


acaggattcc 


ttccggccaa 


aactacactc 


aacaacaatt 


acaatatcaa 


ttacaccagc 


32520 


agctgcaatt 


gcaacagcat 


cagcaagttc 


agctgcagca 


gtatcaacaa 


ttacgtcagg 


32580 


aacaacacca 


acaagttcag 


caacaacaac 


aggaacaact 


ccagcaatac 


caacaacatt 


32640 


ttttgcaaca 


gcagcaacaa 


gtactgcttc 


agcaagagca 


acaacctaac 


gatgaggaag 


32700 


gtggcgttca 


ggaagaaaac 


agcaaaaagg 


taaaggaagg 


gcctttacaa 


tcacaaacaa 


32760 


gcgaaactac 


tttaaacagc 


gatgctgcta 


cattacaagc 


tgatgcatta 


tctcagttaa 


32820 


gtaagatggg 


gctaagccta 


aagtcgttaa 


gtacctttcc 


aacagctggt 


attggtggtg 


32880 


tttcctatga 


ctttcaggaa 


ctgttaggta 


ttaagtttcc 


aataaataac 


ggcaattcaa 


32940 


gagctactaa 


ggccagcaac 


gcagaggaag 


ctttggccaa 


tatgcaagag 


catcatgaac 


33000 


qtacaactqc 


ttctgtaaag 


qaqaatgat:Q 


gtcagctctc 


tgatacgaag 


agtccagcgc 


33060 


catcgaataa 


cgcccaaggg 


ggaagtgcta 


gtattatgga 


acctcaggcg 


gctgatgcgg 


33120 


tttcgacaat 


ggcgcctata 


tcaatgattg 


aaagaaacat 


gaacagaaac 


agcaacattt 


33180 


ctccatcaac 


gccctctgca 


gtgttgaatg 


ataggcaaga 


gatgcaagat 


tctataagtt 


33240 
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ctctaggaaa 


tctgacaaaa 


gcagccttgg 


agaacaacga 


accaacgata 


agtttacaaa 


33300 


catcacagac 


agagaatgaa 


gacgatgcat 


cgcggcaaga 


catgacctca 


aaaattaata 


33360 


acgaagctga 


ccgaagttct 


gtttctgctg 


gtaccagtaa 


catcgctaag 


cttttagatc 


33420 


tttctaccaa 


aggcaatctg 


aacctgatag 


acatgaaact 


gtttcatcat 


tattgcacaa 


33480 


aggtctggcc 


tacgattaca 


gcggccaaag 


tttctgggcc 


tgaaatatgg 


agggactaca 


33540 


taccggagtt 


agcatttgac 


tatccatttt 


taatgcacgc 


tttgttggca 


ttcagtgcca 


33600 


cccatctttc 


gaggactgaa 


actggactgg 


agcaatacgt 


ttcatctcac 


cgcctagacg 


33660 


ctctgagatt 


attaagagaa 


gctgttttag 


aaatatctga 


gaataacacc 


gatgcgctag 


33720 


ttgccagcgc 


cctgatacta 


atcatggact 


cgttagcaaa 


tgctagtggt 


aacggcactg 


33780 


taggaaacca 


aagtttgaat 


agcatgtcac 


caagcgcttg 


gatctttcat 


gtcaaaggtg 


33840 


ctgcaacaat 


tttaaccgct 


gtgtggcctt 


tgagtgaaag 


atctaaattt 


cataacatta 


33900 


tatctgttga 


tcttagcgat 


ttaggcgatg 


tcattaaccc 


tgatgttgga 


acaattactg 


33960 


aattggtatg 


ttttgatgaa 


agtattgccg 


atttgtatcc 


tgtcggctta 


gattcgccat 


34020 


atttgataac 


actagcttat 


ttagataaat 


tgcaccgtga 


aaaaaaccag 


ggtgatttta 


34080 


ttctgcgggt 


atttacattt 


ccagcattgc 


tagacaagac 


attcctggca 


ttactgatga 


34140 


caggtgattt 


aggtgcaatg 


agaattatga 


gatcatatta 


taaactactt 


cgaggatttg 


34200 


ccacagaggt 


caaggataaa 


gtctggtttc 


tcgaaggagt 


cacgcaggtg 


ctgcctcaag 


34260 


atgttgacga 


atacagtgga 


ggtggtggta 


tgcatatgat 


gctagatttc 


ctcggtggcg 


34320 


gattaccatc 


gatgacaaca 


acaaatttct 


ctgatttttc 


gttatgatag 


aaaatttaaa 


34380 


agtgcagaat 


attcgaaata 


gattcccaaa 


aaaaaaaaaa 


gggatattgt 


gttacccagt 


34440 


tcacaatgga 


attttctaga 


agaaaaaaca 


aagaagcctc 


gcaacaaacc 


aagatggatt 


34500 


caaaatgcct 


acttaccgca 


ttgtatgtgg 


gagaatgaac 


atatctgtaa 


ttgtattata 


34560 


taaaagtagt 


tagttttttt 


tttttttttt 


tttttttttt 


ttttttatgt 


gtaatgcaaa 


34620 


tacaaaaaga 


actgcaggca 


ttttgaaagt 


tcactcgtat 


aggaaacttt 


gatagagagg 


34680 


caattcctta 


ctttcgttat 


tcctttcagt 


cttattctta 


atcgtttata 


gtagcaacaa 


34740 


tatatcaata 


tggtcgtgaa 


taacccaaat 


aactggcact 


gggtcgataa 


gaactgcatc 


34800 


ggatgggcca 


aggagtattt 


caaacagaaa 


ctggttggag 


tggaggccgg 


ttcggtgaag 


34860 


gataaaaagt 


atgccaaaat 


caagtctgtt 


tcgtccattg 


aaggtgattg 


tgaagttaat 


34920 


cagcgtaagg 


ggaaggttat 


atctttgttt 


gatttgaaaa 


tcacggtgtt 


aatagaggga 


34980 


cacgtggact 


ctaaggacgg 


atcggcattg 


ccattcgagg 


gtagcattaa 


cgttcctgaa 


35040 
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gttgccttcg 


atagcgaggc 


ctcaagctat 


caatttgaca 


tatctatatt 


taaggagact 


35100 


agcgaattga 


gtgaagccaa 


gccactaatt 


agatccgagt 


tattgcccaa 


gttgagacaa 


35160 


attttccaac 


aatttggcaa 


ggatttgctg 


gccacccatg 


gtaatgacat 


tcaggtgccc 


35220 


gaatctcagg 


tgaaatctaa 


ctacacaaga 


ggtaaccaaa 


aaagtagctt 


taccgaaatc 


35280 


aaggactccg 


cttcaaagcc 


aaaaaagaat 


gcacttccct 


cttctacttc 


aacttcagca 


35340 


ccagtctcca 


gcaccaacaa 


agtcccccaa 


aacggaagcg 


gcaatagtac 


atctatttat 


35400 


ttagaaccaa 


cttttaatgt 


gccttcctcc 


gagctctacg 


aaacgttcct 


tgataagcaa 


35460 


cgcatattgg 


cctggaccag 


atcagcacaa 


tttttcaaca 


gcggaccgaa 


gctggagacc 


35520 


aaagaaaaat 


tcgagctctt 


tggcggcaac 


gtgatcagcg 


agttggtttc 


atgcgaaaag 


35580 


gacaagaaac 


ttgttttcca 


ctggaaactc 


aaggattggt 


ctgccccttt 


caactctact 


35640 


atcgaaatga 


ctttccatga 


gtcgcaagaa 


ttccatgaaa 


ccaaattaca 


ggtgaagtgg 


35700 


actggcatac 


ccgttggcga 


ggaagatcgc 


gtgcgcgcta 


attttgaaga 


atactacgtg 


35760 


cgttctatta 


aattgacatt 


cggctttggt 


gccgtattat 


aagatatatt 


gttctcatgt 


35820 


ttcaataaaa 


gtatgcgtaa 


atatttacat 


accactattg 


gcatagatag 


aatgcaatac 


35880 


atcatgtagt 


tctgtacggc 


atccgcgcgg 


ctccgatcgc 


ccgtcctact 


tttgcggccc 


35940 


ggcgccgacg 


gcctccccgg 


aatttaccaa 


cgaagaggaa 


aataaactgg 


agttataacg 


36000 


ccattggcgg 


gaaactccga 


aaccatagcg 


ccgtggtctt 


tccccggttt 


tttggcgccg 


36060 


ggtgtgcttg 


cgttgtgtga 


acggcgccct 


ggcagctgag 


ggggaaggga 


aacgccggag 


36120 


gcgacggcaa 


ggatgaccat 


ggcgtcaagg 


aacatgcgga 


acatgctaga 


atgattgccg 


36180 


aaaggcgggc 


cctagtcaat 


ggcatcatgc 


gggaacgtgc 


agtaaagctc 


aatgtaactt 


36240 


gatgcctatc 


ggcgttgttc 


gagctaagga 


cgatgtgata 


gactgaggaa 


gggtgaacgt 


36300 


cgatagttag 


ccgttgtgaa 


ctaaataaaa 


gtgatatttt 


ttcgttgttc 


ttttcttggt 


36360 


ttggcggtgt 


tttcatttgt 


tttcatgttt 


tacttcgcca 


caggttttca 


aagaacaacg 


36420 


ccttaaaaat 


aggaaaacgt 


tttcgctaca 


ggtgttgtta 


ttattgttgt 


tgtgctgttg 


36480 


tttattgtgc 


tatacttgtg 


gtatttattc 


tggacttccg 


atcggaaatt 


ttcttccctt 


36540 


gaagaccttt 


tgaagacaac 


agttatatat 


cattgatctg 


aatttctcag 


gctattttca 


36600 


aaattccata 


cctccttatt 


ccaacatttg 


ctcgactact 


atagaaaagc 


cttattcttt 


36660 


tatctttgaa 


agaaagaaaa 


ggtgtcatag 


caaaagttta 


ttgttactct 


gttttgatat 


36720 


actccctctt 


attcgttgga 


agtataagat 


tgatttgcat 


aaattaacca 


atcattttgc 


36780 


tactttcccg 


gttctccctt 


tattataaac 


acttcagaaa 


aatattctgc 


tactattcct 


36840 


tactttacta 


taagaatttt 


gttttccaaa 


aaaaaaaaat 


ataaaaaaaa 


taatcatact 


36900 
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ctattactat 


ggctaacgta 


gaaaaaccaa 


acgattgttc 


aggctttccc 


gttgttgact 


36960 


tgaattcgtg 


cttttctaac 


ggcttcaata 


atgagaaaca 


agaaatagaa 


atggaaacgg 


37020 


atgattcacc 


gattttatta 


atgtcatcat 


cagcttccag 


agaaaactca 


aacactttct 


37080 


ctgtgataca 


gaggacgcca 


gatggaaaga 


tcattaccac 


aaataataat 


atgaactcca 


37140 


agattaacaa 


gcaactggac 


aagttgcccg 


aaaatttaag 


gcttaatggt 


agaaccccca 


37200 


gtgggaaact 


aaggtcattt 


gtttgcgagg 


tttgtacgag 


agcgttcgca 


agacaagagc 


37260 


acttgaaaag 


acattacaga 


tcgcatacaa 


atgaaaaacc 


ttatccctgt 


ggcctctgca 


37320 


acagatgctt 


tactaggagg 


gacttactga 


tcaggcatgc 


tcaaaaaatc 


catagtggta 


37380 


atttagggga 


aacgatttcc 


cataccaaga 


aagtgtcgag 


aactataact 


aaagctcgga 


37440 


aaaattctgc 


atcctcagtc 


aagtttcaaa 


ctccaaccta 


tggtactcca 


gataatggta 


37500 


attttttgaa 


tcgcactact 


gccaatacaa 


gaagaaaagc 


aagccctgaa 


gctaatgtta 


37560 


aacgtaagta 


cttgaaaaaa 


ctgacgcgca 


gggcttcatt 


tagcgcacaa 


tcagcatcca 


37620 


gctatgcttt 


gcccgaccaa 


tcttcgctag 


aacaacatcc 


aaaggatcgt 


gttaaatttt 


37680 


ctacgcctga 


attagttcca 


cttgacttga 


agaatcctga 


acttgactct 


tcgtttgacc 


37740 


tgaatatgaa 


tctagattta 


aacctaaatc 


tagattccaa 


tttcaatata 


gcattaaacc 


37800 


gttctgattc 


ttctggatca 


acaatgaatt 


tggattataa 


attgcccgaa 


tcagcaaata 


37860 


actacacata 


ttcttccggc 


tcaccaaccc 


gcgcatatgt 


cggcgctaac 


acgaattcta 


37920 


agaacgcttc 


atttaatgac 


gcagacttat 


tgtcgtcgtc 


gtactggata 


aaagcctata 


37980 


atgatcattt 


gttttcagta 


tctgaaagtg 


atgaaacttc 


tccaatgaac 


tctgaattaa 


38040 


acgacactaa 


attaatcgtc 


ccagatttta 


aatcgactat 


acatcatttg 


aaggattcaa 


38100 


ggtcctcctc 


ttggactgtt 


gctatagata 


ataatagcaa 


taacaataag 


gtatcagaca 


38160 


accaacctga 


tttcgtcgat 


tttcaagaac 


tgctggataa 


tgatacttta 


ggtaatgatt 


38220 


tgttagagac 


cactgccgtt 


ttaaaagaat 


ttgaactttt 


acatgatgat 


agcgtaagtg 


38280 


ctaccgccac 


gtcaaatgag 


attgaccttt 


cccatttgaa 


cctatcaaac 


tctccaattt 


38340 


ctcctcataa 


gttaatttat 


aagaataaag 


aggggaccaa 


tgacgatatg 


ttgatttctt 


38400 


tcggactcga 


tcatccttcc 


aatcgcgaag 


atgatctgga 


taagctatgt 


aatatgacca 


38460 


gagatgttca 


agccatattc 


agtcaatatt 


tgaaaggaga 


agagtctaaa 


cgatccctgg 


38520 


aagacttttt 


atcaacgtca 


aacaggaaag 


aaaagccaga 


tagcggcaac 


tatacttttt 


38580 


atgggttaga 


ttgtttaacg 


ttatcgaaaa 


tatcaagagc 


tctgccggcc 


tccactgtga 


38640 


acaacaatca 


gccatcgcat 


tccatagaat 


caaagctatt 


taatgaacca 


atgagaaata 


38700 
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tgtgcattaa 


agtgcttaga 


tactatgaaa 


agttcagtca 


tgatagtagt 


gagagtgtca 


38760 


tggactctaa 


tccaaacttg 


ctgtccaaag 


aattgttaat 


gccagctgtg 


agtgaattga 


38820 


acgaatattt 


agatcttttc 


aagaataatt 


tccttcccca 


tttccctatt 


attcacccaa 


38880 


gcttgcttga 


tttggatttg 


gatagcttgc 


aacgatatac 


taatgaggat 


gggtatgatg 


38940 


acgctgaaaa 


cgcgcagttg 


tttgatcgat 


taagtcaagg 


gacagataaa 


gaatatgatt 


39000 


acgagcacta 


tcaaatcttg 


tccatttcga 


aaatcgtttg 


tttaccctta 


tttatggcca 


39060 


catttggttc 


tttgcataag 


ttcggttaca 


aatctcaaac 


aatagaattg 


tatgagatga 


39120 


gtagaagaat 


tctacattct 


tttttggaga 


ctaaaagaag 


gtgtcgcagt 


acaacagtaa 


39180 


atgacagtta 


tcagaacatt 


tggttgatgc 


aatccctaat 


attgagcttc 


atgttcgctc 


39240 


tagttgctga 


ttatttggag 


aaaattgact 


cctctttgat 


gaaaaggcaa 


ttgtccgcat 


39300 


tatgttcaac 


gatcagatca 


aactgtttac 


cgacaatttc 


tgcaaattct 


gagaagagta 


39360 


tcaataataa 


caatgaacct 


ttaacatttg 


gttctcctct 


tcaatacatc 


atttttgagt 


39420 


caaaaattag 


atgcacctta 


atggcttatg 


atttttgtca 


gttcttgaaa 


tgtttcttcc 


39480 


atattaaatt 


cgatttgtct 


ataaaggaaa 


aagatgttga 


aaccatttat 


attcccgaca 


39540 


atgagtcaaa 


atgggccagt 


gaatcgataa 


tatgtaatgg 


gcatgttgtg 


caaaagcaaa 


39600 


atttttatga 


ttttagaaac 


ttttattaca 


gtttcacgta 


tggacactta 


cactcaatac 


39660 


cagaattttt 


agggtcatct 


atgatttatt 


atgaatacga 


tttaagaaaa 


ggaaccaaat 


39720 


cacatgtgtt 


tttggatcga 


atcgatacga 


aaaggctaga 


gaggagtctt 


gacacttctt 


39780 


cctatggcaa 


tgataatatg 


gcagcaacca 


ataaaaatat 


tgcgatc 




39827 



<210> 400 

<211> 1578 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 400 



atggaccaat 


tggtgaaaac 


tgaagtcacc 


aagaagtctt 


ttactgctcc 


tgtacaaaag 


60 


gcttctacac 


cagttttaac 


caataaaaca 


gtcatttctg 


gatcgaaagt 


caaaagttta 


120 


tcatctgcgc 


aatcgagctc 


atcaggacct 


tcatcatcta 


gtgaggaaga 


tgattcccgc 


180 


gatattgaaa 


gcttggataa 


gaaaatacgt 


cctttagaag 


aattagaagc 


attattaagt 


240 


agtggaaata 


caaaacaatt 


gaagaacaaa 


gaggtcgctg 


ccttggttat 


tcacggtaag 


300 


ttacctttgt 


acgctttgga 


gaaaaaatta 


ggtgatacta 


cgagagcggt 


tgcggtacgt 


360 


aggaaggctc 


tttcaatttt 


ggcagaagct 


cctgtattag 


catctgatcg 


tttaccatat 


420 


aaaaattatg 


actacgaccg 


cgtatttggc 


gcttgttgtg 


aaaatgttat 


aggttacatg 


480 



25156216 



-834- 



cctttgcccg 


ttggtgttat 


aggccccttg 


gttatcgatg 


gtacatctta 


tcatatacca 


540 


atggcaacta 


cagagggttg 


tttggtagct 


tctgccatgc 


gtggctgtaa 


ggcaatcaat 


600 


gctggcggtg 


gtgcaacaac 


tgttttaact 


aaggatggta 


tgacaagagg 


cccagtagtc 


660 


cgtttcccaa 


ctttgaaaag 


atctggtgcc 


tgtaagatat 


ggttagactc 


agaagaggga 


720 


caaaacgcaa 


ttaaaaaagc 


ttttaactct 


acatcaagat 


ttgcacgtct 


gcaacatatt 


780 


caaacttgtc 


tagcaggaga 


tttactcttc 


atgagattta 


gaacaactac 


tggtgacgca 


840 


atgggtatga 


atatgatttc 


taaaggtgtc 


gaatactcat 


taaagcaaat 


ggtagaagag 


900 


tatggctggg 


aagatatgga 


ggttgtctcc 


gtttctggta 


actactgtac 


cgacaaaaaa 


960 


ccagctgcca 


tcaactggat 


cgaaggtcgt 


ggtaagagtg 


tcgtcgcaga 


agctactatt 


1020 


cctggtgatg 


ttgtcagaaa 


agtgttaaaa 


agtgatgttt 


ccgcattggt 


tgagttgaac 


1080 


attgctaaga 


atttggttgg 


atctgcaatg 


gctgggtctg 


ttggtggatt 


taacgcacat 


1140 


gcagctaatt 


tagtgacagc 


tgttttcttg 


gcattaggac 


aagatcctgc 


acaaaatgtt 


1200 


gaaagttcca 


actgtataac 


attgatgaaa 


gaagtggacg 


gtgatttgag 


aatttccgta 


1260 


tccatgccat 


ccatcgaagt 


aggtaccatc 


ggtggtggta 


ctgttctaga 


accacaaggt 


1320 


gccatgttgg 


acttattagg 


tgtaagaggc 


ccgcatgcta 


ccgctcctgg 


taccaacgca 


1380 


cgtcaattag 


caagaatagt 


tgcctgtgcc 


gtcttggcag 


gtgaattatc 


cttatgtgct 


1440 


gccctagcag 


ccggccattt 


ggttcaaagt 


catatgaccc 


acaacaggaa 


acctgctgaa 


1500 


ccaacaaaac 


ctaacaattt 


ggacgccact 


gatataaatc 


gtttgaaaga 


tgggtccgtc 


1560 


acctgcatta 


aatcctaa 










1578 



<210> 401 

<211> 2452 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 401 



catgcaagat 


ttcttccctg 


cctgtatatg 


gaaagcagat 


atttaacgtg 


gcccttttgt 


60 


tgttctttgt 


agtttccaca 


gcaacccgaa 


catcttctaa 


tagagactta 


tccaacaaag 


120 


agagatcgcc 


gataatttta 


atgcgtaccc 


catacttaca 


ggccagctct 


ccacgttctg 


180 


tgatttgtcg 


tatcctttcg 


cgcgctaaag 


tcatcagtga 


ttcaacttcc 


cgtgagctcc 


240 


tcttgaaatt 


ttcaattgaa 


aaggcaaaca 


cggtagccgt 


atcgactcct 


gcttcataac 


300 


acagttctaa 


gattctactc 


atactaacaa 


atcctgcctc 


gtggccctcc 


tttacgtcca 


360 


tctctttctt 


tctagcgaat 


ctcctgttcc 


catccatgat 


gaacccaaca 


tgtctaggta 


420 


cacagttaga 


tgcacgcaat 


gtgcgcgaaa 


agatgttttt 


tgtccacttt 


aacacaaatg 


480 
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aatgaccagg 


tataccacta 


tccgtttcca 


taccgtcttt 


tacctgtgtt 


taccctattt 


540 


ttactgctta 


agttctattg 


aaacctgtca 


ttattacgaa 


aatttttttt 


tttttcattc 


600 


taagcatttt 


gttggcatct 


tcggaaaaag 


cccgagcgag 


ggtaacaggg 


ttaggggatt 


660 


agaagattaa 


agtaagacac 


attataatct 


atagagattt 


tctacaacac 


aagaagtgtg 


720 


ccattcagtc 


cgaattgagt 


acagtgggac 


gatgtttcaa 


aggtctggcg 


ctgctcatca 


780 


catcaaattg 


atttcatctc 


gaagatgccg 


ctttaaatcc 


tcctttgcag 


ttgctttaaa 


840 


cgctgccagt 


aagttggtaa 


ctcccaagat 


tctttggaat 


aatcccatat 


cattagtctc 


900 


gaaggagatg 


aacacattgg 


ccaaaaatat 


agttgccctc 


atcgggtctg 


gccatccggt 


960 


gctaaacaag 


gttactagtt 


actattttga 


aacagaaggc 


aaaaaagtac 


gtcccttgtt 


1020 


agtgttgttg 


ttgtcaagag 


cactttctga 


aattcccatg 


acagaaagaa 


atcacttgaa 


1080 


aattgacaag 


tcggatgttc 


ctgaggaccc 


aatttactct 


aaacctagtc 


aaaatcaact 


1140 


atttcaacgt 


cctgcaagta 


gcatatcccc 


actacatatt 


cttcacggta 


ttaaaccact 


1200 


aaatcccttg 


acaaaaggtc 


ctgagccttt 


gccagaagaa 


acttttgaca 


aacaaagagg 


1260 


gattttaccc 


aaacagagaa 


gattagcaga 


gattgtagag 


atgatacaca 


ctgcgtcttt 


1320 


acttcatgat 


gacgttattg 


atcattctga 


tacaagaaga 


ggaaggccaa 


gcggaaatgc 


1380 


tgcctttacc 


aacaagatgg 


ccgttttggc 


gggtgatttt 


ctcttaggga 


gagcaacagt 


1440 


gtcaatttca 


agattacaca 


accccgaagt 


cgtagaacta 


atgtctaata 


gtattgcgaa 


1500 


tcttgtcgaa 


ggtgagttca 


tgcaactgaa 


aaatacttcc 


attgacgcgg 


atatcgatac 


1560 


catcgaaaat 


ggccataagc 


tacttccggt 


tccttctaaa 


aagcttgaag 


ttaaagagca 


1620 


cgactttcgt 


gttccaagcc 


gccaacaggg 


gctgcaatta 


tctcatgatc 


agattataga 


1680 


aactgcattt 


gaatactaca 


tacacaagac 


ctatctgaag 


actgctgctt 


tgatatcaaa 


1740 


atcttgcaga 


tgtgctgcta 


tattatctgg 


ggcatcacct 


gccgttatcg 


acgaatgcta 


1800 


tgatttcggt 


agaaatctag 


gtatatgttt 


ccaactcgta 


gatgatatgc 


ttgattttac 


1860 


tgtgtctgga 


aaagatttag 


ggaagccatc 


cggcgcggat 


ctaaaattag 


gtattgctac 


1920 


tgctccagtc 


ttgtttgcat 


ggaaagaaga 


cccatcttta 


ggtccactaa 


tttcacgcaa 


1980 


tttttcagag 


aggggtgatg 


ttgaaaaaac 


tattgattct 


gtgagactcc 


ataatggtat 


2040 


agcgaagacg 


aaaatactag 


cggaggaata 


tagggacaag 


gcattacaaa 


atctacggga 


2100 


ttctcttcct 


gaatctgatg 


ctcgttctgc 


cctagagttt 


ttaactaata 


gtatactaac 


2160 


aagaagaaag 


taaaccttga 


aatttcaaat 


aaagggtgaa 


gaataaagag 


aaaatgaaga 


2220 


aggtcatagt 


gtcgcattat 


tctatattct 


atatgtaaat 


agtttttata 


tgtttttagt 


2280 


aaaagaagaa 


atatacaagc 


attaaggatc 


aggctggtgg 


taaaaaagct 


gcaaatagga 


2340 
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tagtctgtaa 


aggtatccag 


aatgccaacc 


agtatatgta 


aaacttgact 


atcttatcgt 


2400 


cacctttcgg 


attttccatt 


ttttttggat 


ccccgggtac 


cgagctcgaa 


tt 


2452 


<210> 402 
<211> 1316 
<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 402 
ticaagagagt 


ctgacatagt: 


attttcgttg 


gcatagcaac 


cgattgataa 


tgaaacatca 


60 


ctcaagacga 


attgacaaat: 


gggccactat 


ggtaaaacaa 


ttctttacat 


gataccacca 


120 


gtatiatagaa 


aggttctcgt 


gttgatgaat 


tatataagaa 


agtgaaaatc 


gatttcaaga 


180 


taattactct 


ttttacctcc 


tctttcattg 


tggtcaccgt 


ttttgaacac 


aacatgcacc 


240 


aagattttca 


agaagacgag 


catgagtatc 


cagacatcag 


acgcaatccg 


ctgcatgagg 


300 


tgaccatgac 


ttcctacata 


ctggggattc 


ttttaggtat 


atttgttggt 


ctttttccac 


360 


aaattagatit 


caagaatttt 


aacctcttta 


ttattgccct 


gtccttattc 


cattttttgg 


420 


agtattatat 


t:acagctaaa 


tacaatcctc 


ttaaggtaca 


ttcagagtcc 


tttcttctga 


480 


acaacggcaa 


aagttacalig 


gcggcacatt 


cctttgctat 


tctggaatgc 


ctcgtagaaa 


540 


gctttctttt 


tcctgatctg 


aaaattttta 


gctactctct 


agctaccaag 


ctttgtacag 


600 


tacttggatg 


tcttctagtt 


attctgggac 


aatataccag 


aactattgct 


atgcatactg 


660 


cgggacattc 


cttttctcat 


a'ttg'tgaaga 


ccaagaagga 


gtccgatcat 


gttttagtga 


720 


aaactggcgt: 


ttactcctgg 


tcaagacat:c 


caagttatct 


tgggttcttt 


tggtgggcaa 


780 


ttggcactca 


gctactgctt 


ctaaatcccc 


tatcattggt 


tattttcatt 


tttgtacttt 


840 


ggaaattttt 


cagtgataga 


attcgtgtgg 


aagaaaaata 


tttgatagag 


ttctttagcg 


900 


cggaatacat 


agaatacaag 


aataaggttg 


gtgtcggaat 


accttttata 


taatagtaat 


960 


gattgtgtta 


gttatggact 


ggatttttgt 


gttatgtaag 


attttatcta 


atcttgtgca 


1020 


tctgtatttg 


gtaggtaata 


aatgctaggg 


gaatgcaaac 


agtgatattg 


cctttgagta 


1080 


ttgaaaagaa 


gaaaatattt 


ctttttcgaa 


cggaaaatta 


tagaaaatga 


aggtcatatg 


1140 


cacaattaca 


aagaaaatat 


ttcatgaaag 


agctggacgg 


aaccgtccaa 


ttttagcctc 


1200 


gtttttaacc 


actgttgtat 


ttctttccat 


aatcttgcgt 


tttccatgta 


cccattatgg 


1260 


gtgaagttga 


ggatgtatta 


gaaagttgtc 


ttttttgggg 


cagtacatta 


gagtaa 


1316 



<210> 403 

<211> 2170 

<212> DNA 

<213> Saccharomyces cerevisia 
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<400> 403 



ggatccaacc 


tacggaatct 


cgcccaatgg 


gaaattctca 


acgccatggt 


ggtttactag 


60 


tctatatgct 


cgcataacgg 


gtgcccacaa 


tgaaactgca 


acattcaaca 


acaactttgc 


120 


caatgtgcca 


tcttcgcaaa 


gagaaacgag 


aacttttagt 


ggaagaggtc 


aacgattggg 


180 


tacggcccct 


gcaacattgt 


ctcaaaccag 


tggcacagat 


tcaggcagag 


cttctggaag 


240 


tcaattaaga 


agtggcccat 


cgaatttgaa 


ccaatttcaa 


ggccgcggcc 


aacgagtagg 


300 


acaaacaaac 


agcccctccg 


actcacaata 


acaactttta 


tctatttcta 


tgtactttgc 


360 


cattcattat 


atacatcaag 


agagtctgac 


atagtatttt 


cgttggcata 


gcaaccgatt 


420 


gataatgaaa 


catcactcaa 


gacgaattga 


caaatgggcc 


actatggtaa 


aacaattctt 


480 


tacatgatac 


caccagtata 


tagaaaggtt 


ctcgtgttga 


tgaattatat 


aagaaagtga 


540 


aaatcgattt 


caagataatt 


actcttttta 


cctcctcttt 


cattgtggtc 


accgtttttg 


600 


aacacaacat 


gcaccaagat 


tttcaagaag 


acgagcatga 


gtatccagac 


atcagacgca 


660 


atccgctgca 


tgaggtgacc 


atgacttcct 


acatactggg 


gattctttta 


ggtatatttg 


720 


ttggtctttt 


tccacaaatt 


agattcaaga 


attttaacct 


ctttattatt 


gccctgtcct 


780 


tattccattt 


tttggagtat 


tatattacag 


ctaaatacaa 


tcctcttaag 


gtacattcag 


840 


agtcctttct 


tctgaacaac 


ggcaaaagtt 


acatggcggc 


acattccttt 


gctattctgg 


900 


aatgcctcgt 


agaaagcttt 


ctttttcctg 


atctgaaaat 


ttttagctac 


tctctagcta 


960 


ccaagctttg 


tacagtactt 


ggatgtcttc 


tagttattct 


gggacaatat 


accagaacta 


1020 


ttgctatgca 


tactgcggga 


cattcctttt 


ctcatattgt 


gaagaccaag 


aaggagtccg 


1080 


atcatgtttt 


agtgaaaact 


ggcgtttact 


cctggtcaag 


acatccaagt 


tatcttgggt 


1140 


tcttttggtg 


ggcaattggc 


actcagctac 


tgcttctaaa 


tcccctatca 


ttggttattt 


1200 


tcatttttgt 


actttggaaa 


tttttcagtg 


atagaattcg 


tgtggaagaa 


aaatatttga 


1260 


tagagttctt 


tagcgcggaa 


tacatagaat 


acaagaataa 


ggttggtgtc 


ggaatacctt 


1320 


ttatataata 


gtaatgattg 


tgttagttat 


ggactggatt 


tttgtgttat 


gtaagatttt 


1380 


atctaatctt 


gtgcatctgt 


atttggtagg 


taataaatgc 


taggggaatg 


caaacagtga 


1440 


tattgccttt 


gagtattgaa 


aagaagaaaa 


tatttctttt 


tcgaacggaa 


aattatagaa 


1500 


aatgaaggtc 


atatgcacaa 


ttacaaagaa 


aatatttcat 


gaaagagctg 


gacggaaccg 


1560 


tccaatttta 


gcctcgtttt 


taaccactgt 


tgtatttctt 


tccataatct 


tgcgttttcc 


1620 


atgtacccat 


tatgggtgaa 


gttgaggatg 


tattagaaag 


ttgtcttttt 


tggggcagta 


1680 


cattagagta 


aggcctcctt 


ggaatgaatg 


gatttacaat 


gagtctggac 


ttctgcaacg 


1740 


gtatggttgc 


agtgttggga 


ggattgggga 


cactgttttc 


attgtttatc 


aaaggaagcc 


1800 
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cagacttgtt 


agagtttgta 


cgaattggga 


cgttctgggg 


caacgtggga 


agtacaggcg 


1860 


tagaattttg 


tcgcccgacg 


tcattcctcg 


tgattgcttc 


tgttgttggt 


agagagttat 


1920 


tcctttgatc 


aagcccatta 


ttcgacaaaa 


tagttgcccc 


acgcaatgtt 


gaatcaggga 


1980 


atcttgtggt 


attcaaacgt 


ggatcattaa 


atcttgagtt 


cacggtggaa 


ggaaaggaca 


2040 


tatccatatt 


ctgttcacgt 


ggtggaaaaa 


ctgaagattc 


ttgaggctgg 


acaaatgaat 


2100 


ctgatatcga 


tgcagtataa 


ctgttggaat 


ttatgggagg 


ccttattgtt 


ttatcgggaa 


2160 


cagtggatcc 












2170 


<210> 404 
<211> 1383 
<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 404 
gatcttcttt 


tttacctgtt 


ttattcactt 


tttttttttt 


ttctgagttg 


ttgcgccttg 


60 


aaaaaa'tacra 


aaagcaa'tag 


tttcagtgac 


tatagtatac 


aatcaaaaca 


cccgccagtt 


120 


caaaactatt 


acttggtcac 


taacccccaa 


gtcatctcta 


gcaatttaaa 


tttcaatttt 


180 


aagaaaaccb 


ttatttatcc 


aacgt:gaaca 


agtactttca 


agcacttctg 


cccaccgcta 


240 


tatcgtggaa 


aaatgtgtca 


agctaccaat 


ggcccgagta 


gagttgtgac 


taaaaagcat 


300 


aggaaatt tt 


tcgaaagaca 


tctacagttg 


cttccctctt 


cacatcaggg 


acatgacgtg 


360 


aacagaatgg 


cgataatatt 


ctactcaatc 


tcaggactct 


ctatatttga 


tgttaacgtt 


420 


tctgcgaagt 


acggcgatca 


tcttggctgg 


atgcgcaaac 


attatatcaa 


aacagtgctg 


480 


gatgatacag 


aaaatactgt 


gatatctgga 


tttgttggaa 


gcttagtcat 


gaatatccct 


540 


cacgcaacaa 


cgattaatct 


accaaatact 


ctctttgcat 


tgttgtccat 


gattatgctg 


600 


agagattacg 


agtattttga 


gactatacta 


gacaaaagaa 


gcctggcgag 


atttgtttct 


660 


aagtgccaac 


gacctgaccg 


tggctcgttt 


gtatcttgtt 


tagactataa 


gacaaattgt 


720 


ggatcttcgg 


ttgattcaga 


cgatttaagg 


ttttgctaca 


tcgcagttgc 


cattctgtac 


780 


atatgcggat 


gccgatccaa 


agaagacttt 


gatgaataca 


ttgatactga 


gaagttgctt 


840 


ggctatataa 


tgtcgcaaca 


atgctacaac 


ggagctttcg 


gtgcccacaa 


tgaaccacac 


900 


tcagggtaca 


catcttgtgc 


gctgtctacc 


ttagctttac 


tctctagttt 


ggaaaagcta 


960 


tcagacaagt 


ttaaagaaga 


caccataacc 


tggctattac 


ataggcaagt 


atcaagccat 


1020 


ggatgtatga 


aatttgaaag 


cgaattgaat 


gccagctatg 


atcaatctga 


tgatggcggt 


1080 


ttccagggaa 


gggagaacaa 


gttcgctgat 


acgtgttacg 


cattttggtg 


cttaaattca 


1140 


ctacacttac 


taacaaagga 


ttggaaaatg 


ctatgccaaa 


ctgaactagt 


cacaaattat 


1200 
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ttgcttgatc 


gaacgcaaaa 


aacattaact 


ggaggcttta 


gtaaaaatga 


cgaagaagat 


1260 


gctgatttat 


atcacagctg 


tctagggagc 


gctgcgttag 


cattaattga 


ggggaaattt 


1320 


aatggagaat 


tatgcatacc 


tcaagaaata 


tttaatgatt 


ttagtaaaag 


gtgctgtttt 


1380 


tga 












1383 


<210> 405 
<211> 1448 
<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 405 
tctagagtat 


aattattttg 


aatgagtttc 


gttgacattt 


tcagttcatg 


cgatcatctt 


60 


actttcatgg 


ttgctccttg 


ccgttaaaat 


tgaaacgaaa 


aaagcgggaa 


tacaacaatg 


120 


tcaccttaca 


cgagcagaga 


aaagggcagc 


aatagcgaca 


ataaccgata 


atgccaggcc 


180 


ttccagagcc 


ctatgctgac 


ctatattcat 


catgacgcta 


tccatatgca 


actagagacc 


240 


tactqqqaaq 
^ ^^^ ^ 


cgctctctca 


tttttgaagg 


ttgcagcagc 


ttgcgcgccg 


gttttcgatt 


300 


qqqcctcgtg 


ataaaacaca 


tcagcaaagt 


ttcgcttttg 


acattctgtt 


aaattggtcc 


360 


ttaactgttg 


gtgcagacct 


actgcaagac 


tgttaattat 


ggtatattat 


atatcaagtg 


420 


ctgatacaac 


gtacaccatc 


qaaaatqqaq 


gagtacgatt 


attcagacgt 


taaacctttg 


480 


cccattgaga 


cagacttgca 


qqatqaactq 


tgcaggatta 


tgtataccga 


ggattataag 


540 


cqqttqatqq 


gactcgcaag 


ggctctgatc 


agccttaacg 


aactgtcacc 


cagggcacta 


600 


cagctaacag 


ccgaaattat 


cqacqtqqcq 


ccagccttct 


acaccatatg 


gaactaccga 


660 


'tticaata'kcg 


tcaggcacat 


gatgag'tgaa 


tccgaagaca 


ctgtcttgta 


cctgaacaag 


720 


gaattagact 


ggctagatga 


agttacgctg 


aataatccaa 


agaactatca 


gatctggtcc 


780 


tatagacagt 


ctcttttgaa 


gctacatccg 


tctccttcct 


tcaaaagaga 


gctgcctatc 


840 


ttaaaactga 


tgattgatga 


tgattccaag 


aattatcacg 


tttggtcgta 


cagaaagtgg 


900 


tgctgtttgt 


tcttcagtga 


ctttcaacat 


gagctcgcct 


acgccagcga 


cctcatcgag 


960 


acagacattt 


ataacaacag 


cgcatggact 


cataggatgt 


tttactgggt 


gaacgctaaa 


1020 


gatgtcattt 


caaaagtgga 


attggccgac 


gagctccagt 


tcattatgga 


caagattcaa 


1080 


ttggttccgc 


agaacatcag 


tccgtggacc 


tacctccgtg 


gtttccaaga 


gctattccat 


1140 


gataggctac 


agtgggatag 


caaagtagtc 


gacttcgcca 


caaccttcat 


cggtgacgta 


1200 


ttgtcacttc 


caattggctc 


accagaggat 


ttgcccgaga 


tcgagtcctc 


atatgccctg 


1260 


gaattcctgg 


catatcactg 


gggggcagac 


ccttgtaccc 


gagacaacgc 


tgttaaggcc 


1320 


tatagcttgc 


tagcaatcaa 


atacgatcct 


attagaaaaa 


acttgtggca 


ccacaaaata 


1380 
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aataatctga actgaatata tgtaagcact ctatttgtac gaatatattt acgtgtgtac 
gtgcatgc 



1440 
1448 



<210> 406 

<211> 2427 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 406 



aagcttgagc 


tgcatgggat 


tcagcattag 


gacataatcc 


aaagccacca 


tcaaaattat 


60 


aacacttgag 


tacaaagtct 


acagcagggt 


caacaacttc 


agacgttaat 


tcacccaaaa 


120 


ttgatagtgc 


actcaaggct 


gtataaacaa 


accttgtatc 


tacctcccca 


aacctgtcac 


180 


cctggaacga 


accatcttcc 


aattgattcc 


cacggatgaa 


ggaaatcaag 


cgaaccttac 


240 


gatcttttcc 


aagaacatcc 


aaagcatcat 


aagtggccaa 


gatctgtacg 


gcggacaatg 


300 


tagttaataa 


atgtgcatca 


tgtcttggaa 


atggtgcgaa 


agcgccgtat 


ttgtcgtccc 


360 


aacagctcag 


aacaaatgat 


ataacctctt 


ctttcacaaa 


tgtctctgga 


gaatcaagca 


420 


cacacaaggc 


agtaagtccc 


caatatatcc 


cattcaaacg 


aagatgctcg 


gtaagccagt 


480 


attcaaaatt 


atgcttgttt 


gtatccaatg 


attcaatata 


acgtatatgc 


ttttccttaa 


540 


gtagcgtaag 


agatcctgac 


atgttcacaa 


ttttctagtg 


gagaaaacag 


aatcattagt 


600 


aacagtagtg 


gtatctgaaa 


tatatatata 


cacagtttct 


taaattgttg 


tctttactac 


660 


tggtattact 


atcgctatta 


caagcgaagt 


cattaagtac 


ggaaatgttt 


aaacgtagag 


720 


agctagtaaa 


ggaaaggctg 


ttacatgatc 


actaatcgta 


actttgcaac 


gagcctgagg 


780 


gaaatgacta 


gtactattac 


cttgttgaac 


ggaatatgag 


taaatatatt 


gcacttgaaa 


840 


atcttccggt 


agatttgcaa 


cataaaggag 


ctacacaaaa 


tgaaagcacc 


gctgatatac 


900 


tgaaacagtt 


gccacatgaa 


cgattacaag 


ctgtcctgga 


gaagatacca 


gaagaagatc 


960 


ttgaggtgag 


acgattgctt 


tcaattttaa 


agaagccgga 


agtagtggag 


aatgaagatg 


1020 


tacaacaaag 


aagaatacgg 


ttggctgaaa 


ttttaatggt 


tgatgaaatt 


gatcttgaga 


1080 


acattaataa 


catggaaaac 


ataaatgggg 


aagaagtaga 


cgaagaggac 


gatgaggact 


1140 


tcttcactcc 


agcaacatct 


gagctcattt 


ttgcgagaag 


atttttgata 


aattattcac 


1200 


ttgaaagatc 


tcgaaagagg 


ctacagaaag 


agatggaaag 


acatcaaaag 


ttcaatacaa 


1260 


gacaggaatt 


actcagtcgg 


cgtacagaat 


tacagcgtat 


ggctaattta 


gagcttgctg 


1320 


gctctcaatt 


agtatctacg 


aagcctattt 


ccgcagtttc 


tttatctacc 


gatgacatgg 


1380 


ttgtcgcaac 


gggaagctgg 


gcaggtgatc 


ttcaggtatt 


aaattctcaa 


acactgcagc 


1440 


cattgacaca 


aaaactcgac 


tctcatgtag 


ggaaaatcgg 


agctatagat 


tggcatcctg 


1500 
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att:caaacaa 


ticaaat:gat:t 


'tca'tgcgcag 


aagacgggct: 


cat:caaaaac 


tttcaatact 


1 c £ 


caaacgaaga 


gggcggcctt 


cgattattgg 


gagatcttgt 


gggacatgaa 


agacgtattt 


162 0 


ctgatgtgaa 


ataccaccct 


agtggcaaat 


ttataggtag 


tgcctctcat 


gatatgactt 


1680 


ggagactttg 


ggatgcgtca 


acacatcaag 


aactgctzgcb 


acaagaaggc 


catigatiaagg 


1 /4U 


gagtgtttag 


tctgtctttt 


caat:gcgat:g 


gatctcttgt 


ttgtagcggt 


ggcatggact 


1 O 

loOO 


cgctttcaat 


gctatgggat 


ataagatccg 


gaagtaaggt: 


gatgacactc 


gcaggacact 


1860 


caaagcctat 


ttacaccgta 


gcttggtcac 


caaacgggta 


tcaagtagcc 


actggtggtg 


1920 


gtgatggaat 


cattaatgtt 


tgggacatca 


gaaaacggga 


tgaaggccaa 


ctaaatcaaa 


1980 


tattggcgca 


tcgtaacatc 


gttacgcagg 


taaggttttc 


aaaggaagac 


ggcggaaaga 


2040 


aacttgtctc 


ttgtggctat 


gataatttga 


tcaatgtgta 


tagtagtgat 


acgtggttaa 


2100 


aaatgggaag 


tttagcaggc 


cacactgat:a 


aaatiratcag 


^^^^^^^ 
cttggatatt 


tcgaataat't 


2160 


ctcatttttt 


agtgagcggc 


ggatgggata 


ggtctatcaa 


gctctggaat 


tgattgtgta 


2220 


aagaaatgta 


tttagtattt 


ttgaaactaa 


cgttttatta 


acactgcatt 


atttatttaa 


2280 


ttatacattt 


cctggttttt 


ttgccctgga 


tttttttttt 


gtgttaccat 


tttgagtacg 


2340 


aactcgtgga 


attgttaagt 


tttccaagtt 


gtccatcgtc 


ttcgataact 


gtcccactaa 


2400 


ctcctcgttt 


agatcattct 


caagctt 








2427 



<210> 407 

<211> 2138 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 407 



cttatagtga 


acaggcttcc 


atcatatata 


catatatata 


tatgttatat 


atgtatatca 


60 


tcacttatgc 


tgctccagga 


gatgtaggta 


tctattcttt 


cttaacggat 


ccgcatctat 


120 


taattggacc 


aaatattgtt 


ccgagcttct 


ttccgttaga 


gcttcctttt 


cttccagaat 


180 


atcttcgaga 


actaataaaa 


ttttcaagca 


ccaaatattt 


tgcttcccgg 


aaaattcaat 


240 


ttcgtcatta 


tttattaaca 


gaatgttttc 


tctcaagtct 


ttcaacattt 


taaggtactc 


300 


ttgttcgtcc 


agagttttac 


aaacaatgtc 


gtttttaatg 


aaccacttga 


tataaaacca 


360 


tacggattgg 


tcttcggcgt 


cggtaaacat 


agcgttgatg 


atataagata 


tttcagtccg 


420 


aatatactcc 


ttttgattcc 


caacctctcc 


tttctgaaac 


attctgctta 


tgatctgtac 


480 


tctttggtgc 


catgcagaat 


aatttgaaat 


gttattgtta 


atctttattg 


ttgtgtattc 


540 


aaactcctcc 


ttgtcaagac 


ttttattagt 


gatactctct 


atgttaccaa 


caactattct 


600 


gcggtaatgc 


catccgtggt 


aatttcttgc 


atcttgttcc 


aataacttat 


tcacgacagc 


660 
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aagttcagtt 


tgccacactt: 


taggggaact: 


cgt:aggataa 


tgtttcaaga 


cccaaagtct 


720 


gtgattccat 


atccaatiaga 


ctttggggta 


atccttcaat 


agcatcatta 


caaaaactaa 


780 


ctctttatcc 


cagaaaggta 


tttccaactc 


agaagccaaa 


ctcgctataa 


tatcccttct 


8 4 0 


gtaattccaa 


atagcattaa 


attccggatt 


tttctcaaga 


agttctgatg 


ttttcttcag 


900 


agcttcaatt 


gagtaaattt 


tttcatctct 


catattcaaa 


acattttcag 


tcaagcttct 


960 


ataatcatat 


attttctttt 


cgtcttgaac 


tctcttttgt 


ctcagtaatt 


ccttggtcca 


1020 


ctgtttcctt 


ttaatgccat 


gctgtttaat 


gtggcaaata 


taaaaaattg 


cttggtagtc 


1080 


agtaaaaaaa 


agaattcata 


atgtaacgaa 


catttgaagt 


gcacatacca 


ttgctgacct 


1140 


actgctttat 


agtataaatt 


cagtatacta 


ggtatatgtg 


gctcaaaaat 


gtggtttttt 


1200 


tcttttttgc 


ctttaatttt 


tttcaaatgt 


ttacgtatgg 


tttatgattt 


aacatttcaa 


1260 


gaatagaaat 


cgccccgaag 


aatgattgat 


gttaaatact 


cgtacaagag 


tattgaaaac 


1320 


cacttcaaag 


gggcccaata 


gcacatttaa 


tgtcacaatc 


aatatcacta 


aagggttcaa 


1380 


caaggacagt 


tacagaattt 


ttcgagtaca 


A J i A 

gcattaattc 


cattttgtac 


caaagaggcg 


1440 


tatacccagc 


agaagatttc 


gtaacggtga 


aaaagtacga 


tcttacgtta 


ctaaagacac 


1500 


atgatgatga 


actgaaagat 


tacattcgga 


aaattcttct 


acaagttcac 


aggtggcttc 


1560 


ttggtggaaa 


atgcaatcaa 


ttagtattat 


gtattgtaga 


caaggatgag 


ggagaggtgg 


1620 


tggaaagatg 


gtccttcaat 


gtgcaacaca 


tttctggcaa 


tagcaacggg 


caggatgatg 


1680 


ttgtagattt 


aaatacaaca 


caatcacaaa 


tcagagcttt 


aatcaggcaa 


atcacctcaa 


1740 


gcgttacctt 


tctgcccgaa 


ctaacaaaag 


aaggtgggta 


cacattcaca 


gtacttgcat 


1800 


atacagacgc 


ggatgctaaa 


gttccgttag 


aatgggccga 


ctccaatagt 


aaagagatac 


1860 


ctgatggtga 


agtagttcaa 


ttcaaaacat: 


tctctaccaa 


cgatcataaa 


gttggtgcgc 


1920 


aggtcagcta 


taaatattaa 


tagaattcaa 


gtcaaaaaaa 


aaaaaaaaga 


cggaagtcca 


1980 


aaaaaatctc 


gttttcgatg 


tttagaaaga 


atatagattt 


atgaactata 


ttatactata 


2040 


ctacgtactt 


cctctgtaaa 


ccacttcatg 


cgttttttca 


agtgcctctg 


ttaaagaacc 


2100 


ttgagtgaga 


aacgaagtct 


ttgacactca 


aactttgc 






2138 



<210> 408 

<211> 36 

<212> DNA 

<213> Artificial sequence 
<220> 

<223> Primer 
<220> 
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<221> misc_feature 

<222> (1) . . (36) 

<223> PRIMER 

<400> 408 

tatcttggcc tccatgtcga ctccagactc gtaaac 36 

<210> 409 

<211> 2496 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 409 



gagctctaac 


tccgcaggaa 


ctacaaacct 


tgcttacaca 


gagtgaacct 


gctgcctggc 


60 


ctgctctgac 


tcagtacatt 


tcatagccca 


tcttcaacaa 


caataccgac 


ttaccatcct 


120 


atttgctttg 


ccctttttct 


tttccactgc 


actttgcatc 


ggaaggcgtt 


atcggttttg 


180 


ggtttagtgc 


ctaaacgagc 


agcgagaaca 


cgaccacggg 


ctatataaat 


ggaaagttag 


240 


gacagggcca 


aagaataaga 


gcacagaaga 


agagaaaaga 


cgaagagcag 


aagcggaaaa 


300 


cgtatacacg 


tcacatatca 


cacacacaca 


atgggaaagc 


tattacaatt 


ggcattgcat 


360 


ccggtcgaga 


tgaaggcagc 


tttgaagctg 


aagttttgca 


gaacaccgct 


attctccatc 


420 


tatgatcagt 


ccacgtctcc 


atatctcttg 


cactgtttcg 


aactgttgaa 


cttcacctcc 


480 


agatcgtttg 


ctgctgtgat 


cagagagctg 


catccagaat 


tgagaaactg 


tgttactctc 


540 


ttttatttga 


ttttaagggc 


tttggatacc 


atcgaagacg 


atatgtccat 


cgaacacgat 


600 


ttgaaaattg 


acttgttgcg 


tcacttccac 


gagaaattgt 


tgttaactaa 


atggagtttc 


660 


gacggaaatg 


cccccgatgt 


gaaggacaga 


gccgttttga 


cagatttcga 


atcgattctt 


720 


attgaattcc 


acaaattgaa 


accagaatat 


caagaagtca 


tcaaggagat 


caccgagaaa 


780 


atgggtaatg 


gtatggccga 


ctacatctta 


gatgaaaatt 


acaacttgaa 


tgggttgcaa 


840 


accgtccacg 


actacgacgt 


gtactgtcac 


tacgtagctg 


gtttggtcgg 


tgatggtttg 


900 


acccgtttga 


ttgtcattgc 


caagtttgcc 


aacgaatctt 


tgtattctaa 


tgagcaattg 


960 


tatgaaagca 


tgggtctttt 


cctacaaaaa 


accaacatca 


tcagagatta 


caatgaagat 


1020 


ttggtcgatg 


gtagatcctt 


ctggcccaag 


gaaatctggt 


cacaatacgc 


tcctcagttg 


1080 


aaggacttca 


tgaaacctga 


aaacgaacaa 


ctggggttgg 


actgtataaa 


ccacctcgtc 


1140 


ttaaacgcat 


tgagtcatgt 


tatcgatgtg 


ttgacttatt 


tggccggtat 


ccacgagcaa 


1200 


tccactttcc 


aattttgtgc 


cattccccaa 


gttatggcca 


ttgcaacctt 


ggctttggta 


1260 


ttcaacaacc 


gtgaagtgct 


acatggcgat 


gtaaagattc 


gtaagggtac 


tacctgctgt 


1320 


ttaattttga 


aatcaaggac 


tttgcgtggc 


tgtgtcgaga 


tttttgacta 


ttacttacgt 


1380 
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gatatcaaat 


ctaaattggc 


tgtgcaagat 


ccaaatttct 


taaaattgaa 


cattcaaatc 


1440 


tccaagatcg 


aacagtttat 


ggaagaaatg 


taccaggata 


aattacctcc 


taacgtgaag 


1500 


ccaaatgaaa 


ctccaatttt 


cttgaaagtt 


aaagaaagat 


ccagatacga 


tgatgaattg 


1560 


gttccaaccc 


aacaagaaga 


agagtacaag 


ttcaatatgg 


ttttatctat 


catctcgtcc 


1620 


gttcttcttg 


ggttttatta 


tatatacact 


ttacacagag 


cgtgaagtct 


gcgccaaata 


1680 


acataaacaa 


acaactccga 


acaataacta 


agtacttaca 


taataggtag 


aggcctatcc 


1740 


ttaaagataa 


ccttatattt 


cattacatca 


actaattcga 


ccttattatc 


tttcgaattg 


1800 


aaatgcatta 


tacccatcgg 


tacgtctagc 


tttgtcacct 


tccccagtaa 


acgctgtttc 


1860 


ttgccgacaa 


acaatgtggc 


cctctctccg 


tcaatctgta 


acgacccaaa 


tcgtattaaa 


1920 


gtttcgccgt 


cctgttcact 


gaaccttccc 


tcatttggag 


aatctctcct 


cgccagcgac 


1980 


gcaaagtcct 


taggcaactc 


tagttcacct 


tgaatctcca 


gcatcatcat 


cccaagcggt 


2040 


gttatcaccg 


tggtctgctt 


ttctcttgac 


tgtgtcaact 


tctgccattg 


actagcatct 


2100 


atatctacac 


taggcattct 


tttcagctgt 


ttattgggct 


gaatgatagt 


gataattctt 


2160 


ttttctatca 


ctccttcggc 


tatattagtg 


gttagcttac 


taaaaaagat 


taaaggaaaa 


2220 


atgaaattca 


agatgctaac 


gttgacatgt 


atattttaag 


aaaacaaaaa 


tcatacaaag 


2280 


aggagatcgg 


atataaaaga 


ataacataaa 


tatgtttagt 


gcattaggta 


aatgggtccg 


2340 


aggctctcgc 


aatgataagg 


actttgtgac 


gaagtatacc 


gcagatttat 


cacaaataac 


2400 


cttcacagat 


ccatcaatta 


gatgtcgcgt 


taaagaaaag 


ccaatccatc 


ttgagtcaat 


2460 


ggcaatcaaa 


tctgaccttt 


tatggtattg 


cgttaa 






2496 



<210> 410 

<211> 2311 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 410 



gatcgtggcg 


aattgggaat 


cgttctgcaa 


gctcttctac 


caaaccatcg 


gcgaatttgc 


60 


gtcgctttaa 


tgcgatactg 


ccgtagcggg 


ccttcgtata 


gctcggccga 


gctcgtacaa 


120 


aaggcaagca 


gtgtatcgga 


cagagctgat 


ataacacaat 


acgctcgtag 


tcgatgcatg 


180 


ccgtggctgc 


tctcggtcgg 


gtataagtct 


tagacaatag 


tcttacctcg 


catgtataat 


240 


aaatcttttg 


tatttaatct 


attatatgtt 


tctatgcttt 


tttttcctat 


tgttgtttgc 


300 


ttttcctttt 


ccttatttct 


ttctagcttc 


taattttctt 


tctttttttt 


ttttttttca 


360 


ttgaaaatta 


tatatatata 


tatatatcag 


aacaattgtc 


cagtattgaa 


caatacaggt 


420 


tatttcgaac 


aattgaaaaa 


aaaaaatcac 


agaaaaacat 


atcgagaaaa 


gggtcatgtc 


480 
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tgctgttaac 


gttgcacctg 


aattgattaa 


tgccgacaac 


acaattacct 


acgatgcgat 


540 


tgtcatcggt 


gctggtgtta 


tcggtccatg 


tgttgctact 


ggtctagcaa 


gaaagggtaa 


600 


gaaagttctt 


atcgtagaac 


gtgactgggc 


tatgcctgat 


agaattgttg 


gtgaattgat 


660 


gcaaccaggt 


ggtgttagag 


cattgagaag 


tctgggtatg 


attcaatcta 


tcaacaacat 


720 


cgaagcatat 


cctgttaccg 


gttataccgt 


ctttttcaac 


ggcgaacaag 


ttgatattcc 


780 


atacccttac 


aaggccgata 


tccctaaagt 


tgaaaaattg 


aaggacttgg 


tcaaagatgg 


840 


taatgacaag 


gtcttggaag 


acagcactat: 


tcacatcaag 


gattacgaag 


atgatgaaag 


900 


agaaaggggt 


gttgcttttg 


ttcatggtag 


attcttgaac 


aacttgagaa 


acattactgc 


960 


tcaagagcca 


aatgttacta 


gagtgcaagg 


taactgtatt 


gagatattga 


aggatgaaaa 


1020 


gaatgaggtt 


gttggtgcca 


aggttgacat 


tgatggccgt 


ggcaaggtgg 


aattcaaagc 


1080 


ccacttgaca 


tttatctgtg 


acggtatctt 


ttcacgtttc 


agaaaggaat 


tgcacccaga 


1140 


ccatgttcca 


actgtcggtt 


cttcgtttgt 


cggtatgtct 


ttgttcaatg 


ctaagaatcc 


1200 


tgctcctatg 


cacggtcacg 


ttatttttgg 


tagtgatcat 


atgccaatct 


tggtttacca 


1260 


aatcagtcca 


gaagaaacaa 


gaatcctttg 


tgcttacaac 


tctccaaagg 


tcccagctga 


1320 


tatcaagagt 


tggatgatta 


aggatgtcca 


acctttcatt 


ccaaagagtc 


tacgtccttc 


1380 


atttgatgaa 


gccgtcagcc 


aaggtaaatt 


tagagctatg 


ccaaactcct 


acttgccagc 


1440 


tagacaaaac 


gacgtcactg 


gtatgtgtgt 


tatcggtgac 


gctctaaata 


tgagacatcc 


1500 


attgactggt 


ggtggtatga 


ctgtcggttt 


gcatgatgtt 


gtcttgttga 


ttaagaaaat 


1560 


aggtgaccta 


gacttcagcg 


accgtgaaaa 


ggttttggat 


gaattactag 


actaccattt 


1620 


cgaaagaaag 


agttacgatt 


ccgttattaa 


cgttttgtca 


gtggctttgt 


attctttgtt 


1680 


cgctgctgac 


agcgataact 


tgaaggcatt 


acaaaaaggt 


tgtttcaaat 


atttccaaag 


1740 


aggtggcgat 


tgtgtcaaca 


aacccgttga 


atttctgtct 


ggtgtcttgc 


caaagccttt 


1800 


gcaattgacc 


agggttttct 


tcgctgtcgc 


tttttacacc 


atttacttga 


acatggaaga 


1860 


acgtggtttc 


ttgggattac 


caatggcttt 


attggaaggt 


attatgattt 


tgatcacagc 


1920 


tattagagta 


ttcaccccat 


ttttgtttgg 


tgagttgatt 


ggttaactac 


agcttataag 


1980 


ggagagagga 


taggaaccgt 


caaacattaa 


gctgcacctt 


ttttttttat 


tacagaagtc 


2040 


ggcttggaag 


gcttgtatag 


tacattacga 


taaacacatc 


ttatttttat 


ttattactta 


2100 


tttattttac 


atattttcaa 


aaaaattcac 


atatcattta 


ttattaaccg 


aagtgtttta 


2160 


tactttttgt 


tctttcctta 


aaaatgcctc 


caacagaaaa 


ggaaaaatgg 


cttgatatgc 


2220 


ttcaaaatat 


gcttagagat 


tcatattcgg 


ttatcaatta 


acgatattac 


ttccttaagt 


2280 


gatattaaat 


caagcttgcc 


ggattctgca 


g 






2311 
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<210> 411 

<211> 3112 

<212> DNA 

<213> Saccharomyces cerevisiae 

<400> 411 



gtgaaagaat 


cacatatata 


gcgccaaatt 


actgggattg 


ctgttgtatg 


gtgcacagtt 


60 


ggtttgtttt 


aacggtatgc 


gttttgtata 


cctctattat 


gtagtgcaag 


aaaatctgct 


120 


gctattcgtg 


attactgtta 


caacctaacg 


gtttaaatga 


aacctggttc 


tgaagggtca 


180 


ttttataact 


tcaagttccc 


ttagcctttc 


gattcatttt 


gattatgcca 


tttctagacc 


240 


gtgttatagg 


cgctggcgtt 


taatttggtg 


tagcttggtt 


tagtcaagag 


ttgtattagt 


300 


gttcctcgat 


aaagtcgatg 


tttccggata 


ttgtgttaaa 


atttcaagta 


tgctactaat 


360 


ggggtaaagt 


tgcatgatta 


gcagagacat 


atggcttgtt 


atggttcggc 


ttcctcattt 


420 


ttcatgctta 


gtttttgtcc 


atctcattgt 


acatttctga 


atcctaatgc 


atgactccct 


480 


aacattacta 


ttaaattctc 


aatagtgaag 


aataagcaaa 


atgggaacca 


tgataatttc 


540 


tagctttctc 


tccaccccta 


ttttaatttg 


caatcatata 


tagtactttc 


aatagcatct 


600 


tttctagatt 


tgatatctgc 


ggaaactttt 


cgtttataat 


cgtttaggtg 


aaaagttttt 


660 


atatcggtta 


tttacagata 


tacattttct 


caaaaaaaaa 


aaaatataat 


acatgccctc 


720 


agcttttaat 


aaagccattg 


agcacaagcc 


tctccagtaa 


tgtactgctg 


tgcccaataa 


780 


ccttaccaat 


aatcgtcgcc 


cacaaagaaa 


gtacaaaaca 


gatgacagaa 


ttttattctg 


840 


acacaatcgg 


tctaccaaag 


acagatccac 


gtctttggag 


actgagaact 


gatgagctag 


900 


gccgagaaag 


ctgggaatat 


ttaacccctc 


agcaagccgc 


aaacgaccca 


ccatccactt 


960 


tcacgcagtg 


gcttcttcaa 


gatcccaaat 


ttcctcaacc 


taatccagaa 


agaaataagc 


1020 


attcaccaga 


tttttcagcc 


ttcgatgcgt 


gtcataatgg 


tgcatctttt 


ttcaaactgc 


1080 


ttcaagagcc 


tgactcaggt 


atttttccgt 


gtcaatataa 


aggacccatg 


ttcatgacaa 


1140 


tcggttacgt 


agccgtaaac 


tatatcgccg 


gt:at^'bgaaat: 


tcctgagcat 


gagagaa'tag 


1200 


aattaattag 


atacatcgtc 


aatacagcac 


atccggttga 


tggtggctgg 


ggtctacatt 


1260 


ctgttgacaa 


atccaccgtg 


tttggtacag 


tattgaacta 


tgtaatctta 


cgtttattgg 


1320 


gtctacccaa 


ggaccacccg 


gtttgcgcca 


aggcaagaag 


cacattgtta 


aggttaggcg 


1380 


gtgctattgg 


atcccctcac 


tggggaaaaa 


tttggctaag 


tgcactaaac 


ttgtataaat 


1440 


gggaaggtgt 


gaaccctgcc 


cctcctgaaa 


cttggttact 


tccatattca 


ctgcccatgc 


1500 


atccggggag 


atggtgggtt 


catactagag 


gtgtttacat 


tccggtcagt 


tacctgtcat 


1560 


tggtcaaatt 


ttcttgccca 


atgactcctc 


ttcttgaaga 


actgaggaat 


gaaatttaca 


1620 
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ctaaaccgtt 


tgacaagatt 


aacttctcca 


agaacaggaa 


taccgtatgt 


ggagtagacc 


1680 


tatattaccc 


ccattctact 


actttgaata 


ttgcgaacag 


ccttgtagta 


ttttacgaaa 


1740 


aatacctaag 


aaaccggttc 


atttactctc 


tatccaagaa 


gaaggtttat 


gatctaatca 


1800 


aaacggagtt 


acagaatact 


gattccttgt 


gtatagcacc 


tgttaaccag 


gcgttttgcg 


1860 


cacttgtcac 


tcttattgaa 


gaaggggtag 


actcggaagc 


gttccagcgt 


ctccaatata 


1920 


ggttcaagga 


tgcattgttc 


catggtccac 


agggtatgac 


cattatggga 


acaaatggtg 


1980 


tgcaaacctg 


ggattgtgcg 


tttgccattc 


aatacttttt 


cgtcgcaggc 


ctcgcagaaa 


2040 


gacctgaatt 


ctataacaca 


attgtctctg 


cctataaatt 


cttgtgtcat 


gctcaatttg 


2100 


acaccgagtg 


cgttccaggt 


agttataggg 


ataagagaaa 


gggggcttgg 


ggcttctcaa 


2160 


caaaaacaca 


gggctataca 


gtggcagatt 


gcactgcaga 


agcaattaaa 


gccatcatca 


2220 


tggtgaaaaa 


ctctcccgtc 


tttagtgaag 


tacaccatat 


gattagcagt 


gaacgtttat 


2280 


ttgaaggcat 


tgatgtgtta 


ttgaacctac 


aaaacatcgg 


atcttttgaa 


tatggttcct 


2340 


ttgcaaccta 


tgaaaaaatc 


aaggccccac 


tagcaatgga 


aaccttgaat 


cctgctgaag 


2400 


tttttggtaa 


cataatggta 


gaatacccat 


acgtggaatg 


tactgattca 


tccgttctgg 


2460 


ggttgacata 


ttttcacaag 


tacttcgact 


ataggaaaga 


ggaaatacgt 


acacgcatca 


2520 


gaatcgccat 


cgaattcata 


aaaaaatctc 


aattaccaga 


tggaagttgg 


tatggaagct 


2580 


ggggtatttg 


ttttacatat 


gccggtatgt 


ttgcattgga 


ggcattacac 


accgtggggg 


2640 


agacctatga 


gaattcctca 


acggtaagaa 


aaggttgcga 


cttcttggtc 


agtaaacaga 


2700 


tgaaggatgg 


cggttggggg 


gaatcaatga 


agtccagtga 


attacatagt 


tatgtggata 


2760 


gtgaaaaatc 


gctagtcgtt 


caaaccgcat 


gggcgctaat 


tgcacttctt 


ttcgctgaat 


2820 


atcctaataa 


agaagtcatc 


gaccgcggta 


ttgacctttt 


aaaaaataga 


caagaagaat 


2880 


ccggggaatg 


gaaatttgaa 


agtgtagaag 


gtgttttcaa 


ccactcttgt 


gcaattgaat 


2940 


acccaagtta 


tcgattctta 


ttccctatta 


aggcattagg 


tatgtacagc 


agggcatatg 


3000 


aaacacatac 


gctttaagtt 


ttatttataa 


gtgttgttag 


aggctgcaac 


aattagaaac 


3060 


tagtgcaaaa 


ctagtatatt 


tatttgtata 


tgtagtagta 


aaataatagg 


tg 


3112 



<210> 412 
<211> 2590 
<212> DNA 

<213> Stevia rebaudiana 
<400> 412 

gcaaaacaaa tccctctgat cctttcacca tgaagaccgg cttcatctct cccgccaccg 60 
tcttccacca ccgtatttct ccggcaacca ccttccgcca ccacctttct ccggcgacca 120 



25156216 



-848- 



ccaactccac 


tggaattgta 


gctcttagag 


acatcaactt 


ccggtgtaaa 


gcggtatcca 


180 


aagagtactc 


tgatttacta 


caaaaagatg 


aggcttcatt 


taccaagtgg 


gacgatgaca 


240 


aagtgaagga 


ccatttggac 


acaaataaga 


atttgtatcc 


aaacgatgag 


atcaaggagt 


300 


ttgttgagag 


cgtgaaagca 


atgtttggtt 


ctatgaatga 


cggagaaata 


aatgtgtcag 


360 


cgtatgatac 


ggcttgggtt 


gcactcgtgc 


aagatgttga 


tggaagtggt 


tcccctcaat 


420 


ttccatcaag 


tttggagtgg 


atcgcgaaca 


atcaactctc 


agatgggtct 


tggggcgatc 


480 


atttgttatt 


ttcggctcat 


gataggatca 


ttaacacgtt 


ggcatgtgtt 


atagcgctta 


540 


cttcttggaa 


cgtccatcca 


agtaaatgtg 


aaaaaggact 


gaattttctt 


agagaaaaca 


600 


tatgtaaact 


cgaagacgag 


aacgcggaac 


atatgccaat 


tggttttgaa 


gtcacgttcc 


660 


cgtcgctaat 


agatatcgca 


aagaagctaa 


atattgaagt 


tcctgaggat 


actcctgcct 


720 


taaaagaaat 


ttatgcaaga 


agagacataa 


aactcacaaa 


gataccaatg 


gaagtattgc 


780 


acaaagtgcc 


cacaacttta 


cttcatagtt 


tggaaggaat 


gccagatttg 


gaatgggaaa 


840 


aacttctgaa 


attgcaatgc 


aaagatggat 


catttctgtt 


ttctccatca 


tctactgctt 


900 


ttgcactcat 


gcaaacaaaa 


gatgaaaagt 


gtcttcagta 


tttgacaaat 


attgttacca 


960 


aattcaatgg 


tggagttccg 


aatgtgtacc 


cggtggatct 


attcgaacat 


atttgggtag 


1020 


ttgatcgact 


tcaacgactt 


gggattgctc 


gttatttcaa 


atcagagatc 


aaagattgcg 


1080 


ttgaatatat 


taacaagtat 


tggacaaaga 


atgggatttg 


ttgggcaaga 


aacacgcacg 


1140 


tacaagatat 


tgatgatacc 


gcaatgggat 


ttagggtttt 


aagagcacat 


ggttatgatg 


1200 


ttactccaga 


tgtatttcga 


caatttgaga 


aggatggtaa 


attcgtatgt 


ttcgctggac 


1260 


agtcaacaca 


agccgtcacc 


ggaatgttca 


atgtgtatag 


agcgtcacaa 


atgctctttc 


1320 


ccggagaaag 


aattcttgaa 


gatgcaaaga 


aattttcata 


taattatttg 


aaagaaaaac 


1380 


aatcgacaaa 


tgagcttctt 


gataaatgga 


tcatcgccaa 


agacttacct 


ggagaggttg 


1440 


gatatgcgct 


agacatacca 


tggtatgcaa 


gcttaccgcg 


actcgagaca 


agatattact 


1500 


tagagcaata 


cgggggcgag 


gatgatgttt 


ggattggaaa 


aactctatac 


aggatgggat 


1560 


atgtgagcaa 


taatacgtac 


cttgaaatgg 


ccaaattgga 


ctacaataac 


tatgtggccg 


1620 


tgcttcaact 


cgaatggtac 


actatccagc 


aatggtatgt 


tgatatcggt 


atcgaaaagt 


1680 


ttgaaagtga 


caatatcaaa 


agcgtattag 


tgtcgtatta 


cttggctgca 


gccagcatat 


1740 


tcgagccgga 


aaggtccaag 


gaacgaatcg 


cgtgggctaa 


aaccaccata 


ttagttgaca 


1800 


agatcacctc 


aatttttgat 


tcatcacaat 


cctcaaaaga 


ggacataaca 


gcctttatag 


1860 


acaaatttag 


gaacaaatcg 


tcttctaaga 


agcattcaat 


aaatggagaa 


ccatggcacg 


1920 
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aggtgatggt 


tgcactgaaa 


aagaccctac 


acggcttcgc 


tttggatgca 


ctcatgactc 


1980 


atagtcaaga 


catccacccg 


caactccatc 


aagcttggga 


gatgtggttg 


acgaaattgc 


2040 


aagatggagt 


agatgtgaca 


gcggaattaa 


tggtacaaat 


gataaatatg 


acagctggtc 


2100 


gttgggtatc 


caaagaactt 


ttaactcatc 


ctcaatacca 


acgcctctca 


accgtcacaa 


2160 


atagtgtgtg 


tcacgatata 


actaagctcc 


ataacttcaa 


ggagaattcc 


acgacggtag 


2220 


actcgaaagt 


tcaagaacta 


gtgcaacttg 


tgtttagcga 


cacgcccgat 


gatcttgatc 


2280 


aggatatgaa 


acagacgttt 


ctaaccgtca 


tgaaaacctt 


ctactacaag 


gcgtggtgtg 


2340 


atccgaacac 


gataaatgac 


catatctcca 


aggtgttcga 


gattgtaata 


tgaaaacagc 


2400 


taattataat 


atggttgagt 


aagtgttgaa 


tggtaattta 


gatatcccaa 


tgtccatctt 


2460 


gagttagatt 


attcaatgtt 


ttaataaccg 


ggtcgggttg 


tgtgaccgtc 


ggaccagttt 


2520 


caaaagcata 


tattagaatt 


ttgatgatag 


gtgtgtaatt 


gttaaatatt 


aataaattgt 


2580 


gtctttaact 












2590 


<210> 413 
<211> 900 
<212> DNA 

<213> Saccharomyces cerevisiae 










<400> 413 
atgtccacaa 


gcattacagt 


aagaaataga 


gatcgatcgc 


taccaccgct 


attgctcccc 


60 


aatgtttccc 


tgctagaaaa 


agatatacgg 


cgtaaaggca 


cccaaaatgt 


gggcatcacc 


120 


gatccagaac 


tcttgtcgac 


cacttggacg 


aggaagcggg 


cttttccgac 


tgacgagctt 


180 


ttaggaggct 


ataagagatt 


aaagcctgct 


gccgctgaca 


gtaatgagtg 


cgctattggt 


240 


attgccacgg 


tgacgccgcc 


gccaacgctc 


cccgtaagtg 


cgattgttcc 


ccctccacaa 


300 


aattacactc 


caccattgtt 


tgagtatcat 


cctcatgctc 


ttgcttccat 


ggtcaatgaa 


360 


gacgctaatg 


cgtcatgcac 


tcaaatgtct 


ataatttcgc 


gctcaacgag 


caactcgaca 


420 


acctcctctg 


ccacatctac 


tagttcaatt 


tccaagagac 


aaagaagtgg 


cccaagttgt 


480 


gacaaatgtc 


gtttgaaaaa 


aataaaatgt 


aatgcgaaaa 


ttgagatttt 


gcttcaagac 


540 


gatactataa 


tgccaatgat 


ctcgaacaag 


ttgcggtacg 


tcttgactcc 


tgacgatatt 


600 


cggctatatc 


gaggcacgct 


gttgcggaat 


attgccatac 


cggatgatgt 


cattgagggt 


660 


acaggctcac 


gcaagttgat 


taagcatatt 


qataaqttqa 


ttttgctcac 


accttgttta 


720 


ccatgcatta 


agaaaaagca 


ttcttcttct 


tccactaatt 


tcccaaaaaa 


tgataaatgt 


780 


actttttcaa 


aaggctttac 


cagagctgac 


ataaacattt 


catccaaaat 


ctccttaaaa 


840 


tttaaggata 


aaaccattta 


cgacataacc 


tatgatgact 


ataaaagcat 


tgatttttag 


900 
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